


Symmetry 2019, 11, 1466

Table 4. Cont.

Riemann Surfaces

3

  

4

  

5 0.7754 1.027

6 # 8 # 21

5. Conclusions

A suitable mathematical model, based on Riemann surfaces can be built in order to screen and
characterize polymers with gene transfer properties. The branching point of Riemann surfaces can aid
in assessing such surfaces, their connection with the drug space and their connective properties.

Supplementary Materials: The following are available online at http://www.mdpi.com/2073-8994/11/12/1466/s1.
S2—Riemann surfaces.
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