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Improving Inland Water Quality Monitoring through Remote Sensing Techniques
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 1234–1255, doi: 10.3390/ijgi3041234 . . . . . . . . . 92
Jay Lee, Mohammad Alnasrallah, David Wong, Heather Beaird and Everett Logue
Impacts of Scale on Geographic Analysis of Health Data: An Example of Obesity Prevalence
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 1198–1210, doi: 10.3390/ijgi3041198 . . . . . . . . . 111
Mahmoud Torabi and Katie Galloway
Geographical Variation of Incidence of Chronic Obstructive Pulmonary Disease in
Manitoba, Canada
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 1039–1057, doi: 10.3390/ijgi3031039 . . . . . . . . . 123
v

David John Lary, Steven Woolf, Fazlay Faruque and James P. LePage
Holistics 3.0 for Health
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 1023–1038, doi: 10.3390/ijgi3031023 . . . . . . . . . 139
Haley Cleckner and Thomas R. Allen
Dasymetric Mapping and Spatial Modeling of Mosquito Vector Exposure, Chesapeake,
Virginia, USA
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 891–913, doi: 10.3390/ijgi3030891 . . . . . . . . . . 153
Ying Wang, Peter R. Waylen and Liang Mao
Modeling Properties of Inﬂuenza-Like Illness Peak Events with Crossing Theory
Reprinted from: ISPRS Int. J. Geo-Inf. 2014, 3, 764–780, doi: 10.3390/ijgi3020764 . . . . . . . . . . 173
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The utilization of remote sensing and geospatial technologies has been instrumental in advancing
our understanding of environmental factors affecting human health and well-being. Extreme weather
and related phenomena appear to be rising in frequency and intensity which pose growing health
risks to human populations. Earth-observing technologies and data are important elements of a
comprehensive and multi-scaled public health response at both the micro and macro levels which can
identify immediate and long-term impacts. Remote sensing and geospatial technologies have been
successfully implemented for more than 50 years; they have examined the role of environmental factors
in air-borne, vector-borne, soil-borne, and water-borne diseases. With the availability of new data and
advanced technologies, more robust public health measures are being implemented to improve our
health and well-being.
Through its regular and special issue publications, the ISPRS International Journal of
Geo-Information (IJGI) has been active in providing an advanced forum for the science and technology
of geographic information. The idea of a special issue on “Remote Sensing and Geospatial Technologies
in Public Health” emerged from the 2nd Symposium on Advances in Geospatial Technologies for
Health, which was organized by the ISPRS Working Group on Health in Arlington, Virginia, USA
during 24–30 August 2013 [1]. The goals of that symposium were to bridge the geospatial science,
Earth science, and health science communities as well as to explore interdisciplinary collaborations
to improve our overall health and well-being. This symposium was attended by representatives
from international organizations, government agencies, and academia who were actively engaged in
advancing different aspects of Remote Sensing and geospatial technologies to beneﬁt public health.
On the basis of the themes of this symposium, a call for papers for this special issue was announced.
Submitted manuscripts went through multiple reviews by experts in each ﬁeld. After intense
evaluation, out of 26 submissions, 15 papers were accepted, which are the contents of this book.
These papers cover a wide range of health-related issues, including air pollutions, vector-borne diseases,
water quality, demographic factors and scale factors, along with emerging analytical techniques.
Below are the summaries of the papers.
In “CALPUFF and CAFOs: Air Pollution Modeling and Environmental Justice Analysis in the
North Carolina Hog Industry”, Yelena Ogneva-Himmelberger and her colleagues address air pollution
issues related to Concentrated Animal Feeding Operations (CAFOs) [2]. Here, they demonstrate
the uses of meteorological and CAFO data in developing an air pollution dispersion model to
estimate ammonia concentrations; they use their estimated ammonia concentrations to evaluate
disproportionate exposure of children, elderly, whites, and minorities to this pollutant. They have
found that their modelled ammonia concentration is comparable to other established methods. Hence,
they feel comfortable to recommend their air pollution dispersion models for environmental justice
studies to assess the impacts of the CAFOs and to address concerns regarding the health and quality
of life of vulnerable populations.
The Public Health Agency of Canada (PHAC) predicts that, by the year 2020, 80% of Canadians
will live in Lyme endemic areas. In the paper, “Analyzing the Correlation between Deer Habitat and
ISPRS Int. J. Geo-Inf. 2018, 7, 303; doi:10.3390/ijgi7080303
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the Component of the Risk for Lyme Disease in Eastern Ontario, Canada: A GIS-Based Approach”,
Chen et al. share their experience of developing a geospatial deer habitat suitability model for Eastern
Ontario, Canada [3]. The authors expect their model will assist in the development of management
strategies to prevent Lyme from becoming a threat to public health in Canada.
Geospatial technology has played a signiﬁcant global role in the reduction of malaria. In their
article, “Geospatial Technology: A Tool to Aid in the Elimination of Malaria in Bangladesh”
Kirk et al. evaluate the success in malaria reduction in Bangladesh by effective utilization of geospatial
technologies at various levels [4].
To make environmental health-related investigations useful in a clinical environment, it is
necessary to incorporate personal level exposure to pollution [5]. In the article, “Examining Personal Air
Pollution Exposure, Intake, and Health Danger Zone Using Time Geography and 3D Geovisualization”,
Yongmei Lu and Tianfang Fang from Texas State University examine personal exposure to air pollution
and pollutant intake and deﬁne personal health danger zones by expanding traditional time geography
and accounting for individual level space-time behavior [6]. Although this study focuses only on
ozone, the authors believe that their 3D time-geography approach can be extended to other pollutants
for evaluating personal health risks.
Many countries, including the U.S., make huge investments to gather and disseminate geospatial
resources that are freely available for public use. However, researchers often cannot take full advantage
of these resources due to a lack of basic information. James Acker and his colleagues diligently bring
required information about the NASA Giovanni Data System and its potential use to the geospatial
public health research community [7]. Since 2003, the Giovanni system has been providing access to a
wide variety of NASA remote sensing data and other Earth science data sets, allowing researchers to
apply it to a broad range of research topics. In this article, “Use of the NASA Giovanni Data System for
Geospatial Public Health Research: Example of Weather-Inﬂuenza Connection”, the authors describe
the public health-related datasets in Giovanni, and inform how to access and utilize those resources.
They also demonstrate how Giovanni resources can be used to study the relationship between inﬂuenza
and meteorological parameters as well as to predict inﬂuenza activity.
In the paper, “Mapping Entomological Dengue Risk Levels in Martinique Using High-Resolution
Remote-Sensing Environmental Data”, Machault et al. discuss the development of entomological risk
levels of dengue virus transmission in Martinique, French Antilles through the use of high spatial
resolution remote-sensing environmental data along with ﬁeld entomological and meteorological
data [8]. In this paper, they demonstrate the use of the high resolution Geoeye-1 image to extract
landscape elements which surrogate societal or biological information related to the life cycle of
Aedes vectors.
Use of Remote Sensing data and techniques is not uncommon in water quality monitoring
for large water bodies. However, this approach has limitations in smaller areas, such as small
lakes. In “Improving Inland Water Quality Monitoring through Remote Sensing Techniques”,
Igor Ogashawara and Max Moreno-Madriñán document their proposed algorithm, which is speciﬁcally
designed for monitoring the water quality of small lakes [9].
Although the impact of Modiﬁable Areal Unit Problem (MAUP) is well known, certain Census
geographic unit is often used as the de facto data scale for health geography studies without considering
other options. Different geographic scales may result in different results, which can bias public
health-related decisions. Lee et al., in their article, “Impacts of Scale on Geographic Analysis of Health
Data: An Example of Obesity Prevalence”, demonstrate the differences in results from studying the
prevalence of obesity using Census Tract and Block Group level data [10].
The location of disease clusters is often a matter of great interest among public health professionals
and policymakers. However, the techniques of cluster identiﬁcation can be quite diverse, resulting in
varied results. Mahmoud Torabi and Katie Galloway from the University of Manitoba demonstrate
ﬁve different cluster detection procedures to study geographic variation in the incidence of Chronic
Obstructive Pulmonary Disease (COPD) in Manitoba, Canada [11]. In their paper, “Geographical
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Variation of Incidence of Chronic Obstructive Pulmonary Disease in Manitoba, Canada”, Torabi and
Galloway discuss the methods, advantages and disadvantages, and the results of the various
procedures, which provides a good reference for studying regional cluster analysis for other
disease incidences.
With the availability of large amounts of multidimensional data, new techniques are emerging
which apply these data to a wide range of applications, including those of health. In their
article, “Holistics 3.0 for Health”, Lary et al. present a holistic system suitable for complex health
studies; this system combines multiple big datasets and multivariate computational techniques, also
incorporating new geospatial techniques [12].
Haley Cleckner and Thomas Allen from East Carolina University apply a dasymetric mapping
technique to map spatial patterns of vulnerable populations and to characterize potential exposure
to mosquito vectors of West Nile Virus across the Chesapeake region of Virginia [13]. In their article,
“Dasymetric Mapping and Spatial Modeling of Mosquito Vector Exposure, Chesapeake, Virginia, USA”,
they quantify mosquito vector abundance, which in combination with a population vulnerability
index, they demonstrate an evaluative technique which examines the exposure of human populations
to mosquitoes.
In the paper, “Modeling Properties of Inﬂuenza-Like Illness Peak Events with Crossing Theory”,
Wang and his colleagues from the University of Florida, Gainesville propose a methodology to redeﬁne
the “peak event” for inﬂuenza-like illness (ILI) [14]. As illustrated in this paper, their proposed “peak
event” can aid public health professionals to improve the surveillance of inﬂuenza and to implement
efﬁcient intervention strategies.
In the article, “Correlating Remote Sensing Data with the Abundance of Pupae of the Dengue Virus
Mosquito Vector, Aedes aegypti, in Central Mexico”, Moreno-Madriñán et al. discuss the successful
use of Remote Sensing products to correlate the abundance of the dengue virus mosquito vector,
Ae. aegypti, with nighttime land surface temperature [15]. The authors note that, in their study area of
central Mexico, the elevation and meteorological conditions signiﬁcantly vary, but the socio-economic
conditions remain relatively uniform, which simpliﬁes the analysis. They demonstrate how their
approach of substituting ground meteorological data by remote sensing products can be successfully
implemented to predict the abundance of Ae. aegypti, the primary mosquito vector of dengue virus.
This approach can be replicated in other regions where variables are less complicated, similar to the
original study region of Central Mexico.
In their paper, “Canadian Forest Fires and the Effects of Long-Range Transboundary Air Pollution
on Hospitalizations among the Elderly”, George Le and his colleagues evaluate the transboundary
movement of the forest ﬁre-induced PM2.5 , which originated in Canada, and its impact on the increase
of respiratory and cardiovascular hospital admissions of vulnerable population in the U.S. [16].
Lightning strikes often ignite forest ﬁres, which can contribute to serious air pollution. The authors
study the short-term increases in PM2.5 concentrations resulting from forest ﬁres in the province of
Quebec, Canada and their impact on respiratory and cardiovascular hospital admissions for the elderly
across the east coast of the U.S., as far south as Washington D.C.
In their paper, “Nexus of Health and Development: Modelling Crude Birth Rate and Maternal
Mortality Ratio Using Nighttime Satellite Images”, Koel Roychowdhury and Simon Jones combine
development indicators, health indicators, and nighttime satellite images to propose models for
predicting health determinants and development determinants [17].
Although the bridge between the broad areas of health and geospatial technology is not yet well
established, there has been tremendous progress in the overarching disciplines as well as in their
sub-disciplines. As a member of the geospatial health community, I would urge that we need to
keep moving forward and be proactive in making our contributions useful to improve human health
and well-being.
In recent years, there have been unprecedented advancements in the availability of geospatial
data, analytical tools, and computational capacity. Access to these resources often tempts us to rush to
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utilize these resources without giving in-depth thought to the problems and the suitability of the tools
for solutions. My hope is that young researchers will pay more attention to the theoretical background
of these techniques and their applicability to investigate speciﬁc health issues. New generations of
geospatial researchers can further advance geospatial technologies to make this world a better place.
I must express my gratitude to the reviewers who contributed their valuable time to provide
detailed comments and suggestions to the authors. I also commend the authors for their patience as
their manuscripts were going through multiple reviews as well as their diligence in addressing the
comments. I also need to mention the professionalism of the IJGI publication team for their support
throughout the entire process, from submission to publication, which has been exemplary for an
academic publication.
Funding: This research received no external funding.
Conﬂicts of Interest: The author declares no conﬂict of interest.
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Abstract: Concentrated animal feeding operations (CAFOs) produce large amounts of animal waste,
which potentially pollutes air, soil and water and affects human health if not appropriately managed.
This study uses meteorological and CAFO data and applies an air pollution dispersion model
(CALPUFF) to estimate ammonia concentrations at locations downwind of hog CAFOs and to
evaluate the disproportionate exposure of children, elderly, whites and minorities to the pollutant.
Ammonia is one of the gases emitted by swine CAFOs and could affect human health. Local indicator
of spatial autocorrelation (LISA) analysis uses census block demographic data to identify hot spots
where both ammonia concentrations and the number of exposed vulnerable population are high.
We limit our analysis to one watershed in North Carolina and compare environmental justice issues
between 2000 and 2010. Our results show that the average ammonia concentrations in hot spots for
2000 and 2010 were 2.5–3-times higher than the average concentration in the entire watershed. The
number of people living in the areas where ammonia concentrations exceeded the minimal risk level
was 3647 people in 2000 and 3360 people in 2010. We recommend using air pollution dispersion
models in future environmental justice studies to assess the impacts of the CAFOs and to address
concerns regarding the health and quality of life of vulnerable populations.
Keywords: exposure to air pollutants; CALPUFF; ammonia; CAFO; environmental justice;
hog industry

1. Introduction
Livestock farming has experienced signiﬁcant changes in the last few decades: while the number
of small, family-owned animal farms has been decreasing, the number of large, industrial animal
farms has been increasing, similar to consolidation in other commercial operations, such as grocery
and clothing stores. According to the National Agricultural Statistics Service, 86% of all hogs raised
in the U.S. in 2010 were concentrated in just 12% of hog operations [1]. Proponents of industrial
agriculture argue that concentrated animal feeding operations (CAFOs) provide a “low-cost source
of meat, milk, and eggs, due to efﬁcient feeding and housing of animals, increased facility size, and
animal specialization” and “enhance the local economy and increase employment” [2]. However,
numerous studies conducted in the last 15 years have shown that the rapid growth of CAFOs brought
about a series of negative environmental and human health effects [3–6]. The main source of air and
water pollution is animal manure. Manure contains a variety of nutrients and potential contaminants,
such as nitrogen, phosphorous, pathogens (e.g., E. coli), growth hormones, antibiotics, animal blood
and chemicals used to clean the equipment [2]. According to some estimates, livestock animals produce
three- to 20-times more manure than people in the U.S. [7], and a hog farm with 1,000 animals produces
ISPRS Int. J. Geo-Inf. 2015, 4, 150–171; doi:10.3390/ijgi4010150 6
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14,500 tons of manure each year [8]. It is channeled from animal houses into pits or storage lagoons
and eventually sprayed untreated onto nearby ﬁelds, replacing commercial fertilizers. Regulations
require that manure storage units be designed to not leak into the groundwater (using concrete, clay
soil lining or a metal structures). In addition, units must not discharge to surface waters and must be
inspected by state and, sometimes, federal regulatory agencies.
Manure storage facilities on livestock farms produce gaseous (ammonia, hydrogen sulﬁde,
methane) and particulate substances proportionate to the number or mass of animals housed.
Ammonia is formed during microbial decomposition of undigested organic nitrogen compounds in
manure; hydrogen sulﬁde is produced during anaerobic bacterial decomposition of sulfur-containing
organic matter; and methane is created during anaerobic microbial degradation of organic matter.
Both ammonia and hydrogen sulﬁde pose serious risks to human health at elevated concentrations,
and methane contributes to climate change. Ammonia irritates the respiratory tract and causes
severe coughing, chronic lung disease and chemical burns to the respiratory tract, skin and eyes [2].
Hydrogen sulﬁde causes inﬂammation of the membranes of the eye and respiratory tract, as well as
loss of smell [2].
A recent research found that odors produced by the CAFOs also have adverse effects on health
and quality of life [9]. The odors contain a mixture of ammonia, hydrogen sulﬁde, carbon dioxide
and volatile and semi-volatile organic compounds [6] and, according to a report [2], under certain
atmospheric conditions (with wind and little or no thermal gradient), can be detected as far as three
miles away, sometimes up to six miles away. Several studies have shown that intolerable odors
prevent residents from opening windows, spending time outdoors or inviting visitors, causing tension,
depression, anger and anxiety about deteriorating quality of life [10–13]. Other reports note that the
growth of CAFOs has forced small family farms out of business and altered local economies and
communities [14,15].
North Carolina experienced rapid changes in the livestock industry starting in the 1970s and now
is the second largest state (after Iowa) in hog herd size, with 9–10 million animals [9]. Most hog CAFOs
are located in the eastern counties of the state. Multiple incidences of swine lagoon overﬂows and water
pollution caused by hurricanes in the 1990s led to public protests, and the state placed a moratorium
of new hog farms housing more than 250 hogs. Despite this 10-year moratorium (1997–2007) [16], the
number of hogs in the state “quadrupled between 1988 and 2010, while the number of farms fell by
more than 80 percent” (http://www.factoryfarmmap.org/).
Several survey-based studies analyzed the health conditions of the residents [5,17,18]; other
studies documented disproportional exposure of low-income, minority communities in North Carolina
to CAFOs [15,16,19–22]. Disproportional exposure to environmental pollution is an environmental
justice issue. EPA deﬁnes environmental justice as “the fair treatment and meaningful involvement
of all people regardless of race, color, national origin, or income with respect to the development,
implementation, and enforcement of environmental laws, regulations, and policies” (http://www.epa.
gov/environmentaljustice/). All environmental justice studies related to CAFOs in North Carolina
were conducted for the entire state and used the characteristics of CAFOs to represent potential
pollution exposure. These studies used census-based units of analysis (county, census tract or block
group) and socio-economic data from the census as analytical variables. Wing et al. (2000) used
Poisson regression and the number of swine operations in the census block group as the dependent
variable and the socio-economic characteristics of the block group as independent variables. They
found that areas with the highest poverty and the highest percentage of minorities have the highest
number of hog CAFOs per block group [17]. Wing et al. (2002) calculated ratios of the proportion
of blacks to the proportion of whites living in areas with CAFOs that could be potentially ﬂooded
vs. areas not likely to be ﬂooded [22]. They found that blacks were more likely than whites to live
in areas with CAFOs that could be potentially ﬂooded. Edward and Ladd used hog population per
county as the dependent variable and county socio-demographics as independent variables [20] and
found that minority communities are disproportionately exposed to high hog populations and that the
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relationship between income and hog population varies by region. A more recent study in eastern
North Carolina [16] compared demographics of census tracts within one and three miles of CAFOs in
1990 and 2000 to random points within the same region. The results of this study showed that areas
near CAFOs have higher percentages of minorities, low-income and low education level residents.
One of the limitations of these studies is that CAFO characteristics (the number of facilities or
the number of hogs) are used as a surrogate measure of potential pollution produced by CAFOs. Our
study tries to address this gap in the literature and uses modeled pollutant concentrations in the air
as a measure of population exposure. We also use the smallest census-based unit of analysis, the
census block, to analyze environmental justice at a ﬁner spatial scale than previous studies. We limit
our analysis to one watershed in eastern North Carolina and use longitudinal analysis to compare
environmental justice issues between 2000 and 2010 in the context of ammonia pollution exposure. We
chose ammonia because it is one of the most prevalent gases emitted by swine CAFOs.
None of the previous environmental justice studies in this area have analyzed the disproportionate
exposure of children and the elderly. Children take in 20%–50% more air than adults and therefore are
more susceptible to the health effects of air pollution [23]. Elderly people are more susceptible to air
pollution due to ageing [24] and because air pollution can aggravate existing health conditions [25].
We include these populations in our analysis. Speciﬁcally, our study tries to answer the following
question: Are children, the elderly, white and minority populations disproportionately exposed to
ammonia emitted by CAFOs in Contentnea Creek Watershed in North Carolina?
2. Study Area
Stretching across nearly 275 miles, the Neuse River is the longest river entirely contained in North
Carolina. In 1995, 1996 and 1997, it was continuously designated as one of North America’s most
threatened rivers, and in 2007, it was designated as one of the most endangered rivers in the U.S. [26].
CAFO pollution was named one of the leading causes of the river’s continuing pollution problems [26].
There are approximately 500 CAFO facilities housing about 1.8 million animals in the Neuse River
Watershed [27].
Our study is focused on the Contentnea Creek Watershed (4274.85 km2 ), a sub-basin of the Neuse
River. The watershed contains several counties (Figure 1) and has one of the highest concentrations of
CAFO facilities in North Carolina.
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Figure 1. Study area with swine CAFO operations.

Pork production historically has been an important part of agriculture in this part of North
Carolina, but it experienced an exponential growth in the 1990s. Population characteristics within this
watershed are similar to the population in North Carolina as a whole: both have about a 32% minority
population, about 20% of population below 15 years of age and about 13% of population over 65 years
of age [28].
3. Data
Animal operations data were downloaded online from the NC Department of Environment and
Natural Resources (NC DENR) Division of Water Quality website for 2010 (http://portal.ncdenr.org/
web/wq/animal-facility-map). The data include the type of animal operation (swine, cattle, poultry
and horse), capacity, geographic coordinates, total animal weight in kg and the description of each
operation. Latitude/longitude information was used to map 195 swine CAFOs located in our study
area (Figure 1).
Our goal was to use a spatial unit of analysis that would allow us to take full advantage of the
spatial resolution of the ammonia concentration data (1 km × 1 km pixels) and detailed demographic
information; the census block was the best option. We downloaded census block data from the U.S.
Census Bureau website for the entire state (census block boundaries, age and racial composition) for
2000 and 2010. Poverty or income data were not included in the analysis, because these data are not
publicly available at the census block level.
Both CAFO and census data were projected into the NAD 1983 State Plane North Carolina
coordinate system. Census blocks located inside Contentnea Creek Watershed and within ﬁve
miles outside its boundary were selected for the analysis. Census blocks within urban areas were
removed from the analysis because CAFOs are located in rural areas. Boundaries of urban areas were
obtained from the Census Bureau (http://www.Census.gov/geo/maps-data/data/cbf/cbf_ua.html).
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Uninhabited census blocks were excluded, because our focus was on human exposure to air pollution.
The ﬁnal dataset included 3290 census blocks for 2000 and 3685 census blocks for 2010. The number of
blocks is different between the two years, because some census boundaries had changed.
Using 2000 and 2010 U.S. Census data, we calculated the number of people aged 65 and older, the
number of people aged 15 and younger and the number of white and minority people. Table 1 shows
the demographic data, and Figure 2 shows their spatial distribution. We used the actual number of
people within each population group in the environmental justice analysis (instead of percent per
census block), because it is a more relevant measure in the context of human exposure to air pollution.
Table 1. Demographic characteristics of census blocks in 2000 and 2010.
Year (# of
Census Blocks)

Statistics per
Census Block

# of People
under 15 Years
of Age

# of People
over 65 Years
of Age

# of Minority
Population

# White
Population

2000 (3290)

Min
Max
Mean
Median
SD

0
263
8
4
13

0
93
4
3
6

0
815
12
3
29

0
348
28
15
38

2010 (3685)

Min
Max
Mean
Median
SD

0
263
8
4
14

0
149
5
3
7

0
725
13
4
31

0
482
28
15
40
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Figure 2. Demographic variables from 2000 and 2010 Census: (A) population of children under 15 in 2000; (B) population of elderly over 65 in 2000; (C) population
of minorities in 2000; (D) population of whites in 2000; (E) population of children under 15 in 2010; (F) population of elderly over 65 in 2010; (G) population of
minorities in 2010; (H) population of whites in 2010.
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4. Methodology
4.1. Modeling Ammonia Concentrations
Air dispersion models have been used to estimate concentrations of pollutants emitted by
CAFOs. Some studies modeled the dispersion of odor to deﬁne setback distances between CAFOs
and residential areas [29]. Other studies attempted to model ammonia and hydrogen sulﬁde near
CAFOs [30,31]. One study used the Industrial Source Complex Short-Term Model, version 3 (ISC-ST3),
to model ammonia dispersion and deposition from CAFOs in North Carolina by hydrologic unit and
county [30]. This model operates under the assumption that the concentration of the contaminant
is deﬁned by a normal, or Gaussian, curve and has some known deﬁciencies; it does not operate
well during stable or near-calm conditions, and it cannot account for the effects of vegetation on
concentrations, the effect of elevation nor wind distribution [29].
Another study used the CALPUFF model to model ammonia and hydrogen sulﬁde emitted by
CAFOs in Minnesota [31]. The CALPUFF model accounts for variable wind directions and land cover
pattern, includes a calm-wind algorithm and can model dispersion from multiple facilities and over
a complex terrain. Due to these advantages, the “U.S. EPA has adopted CALPUFF as the preferred
model for assessing long-range transport of pollutants” [29,32].
Following the U.S. EPA’s recommendation [29,32], we selected CALPUFF to model ammonia
dispersion in our study. The CALPUFF Modeling System includes three main components: CALMET,
CALPUFF and CALPOST. CALMET is a meteorological model that develops wind and temperature
models as three-dimensional grids. CALPUFF is a transport and dispersion model that emits “puffs” of
material from modeled sources, simulating dispersion and transformation processes along the way. It
uses the information generated by CALMET, and temporal and spatial variations in the meteorological
grids are explicitly incorporated with the resulting distribution of puffs throughout a simulated period.
The output ﬁles from CALPUFF contain concentrations evaluated at selected locations, called receptors.
CALPOST is used to process these ﬁles and produce the summarized results of the simulation [33].
Three main types of data are required to run the model: hourly average meteorological data,
facility layout and dimensions and emission data. We purchased meteorological data (MM5 ﬁle)
from the company that distributes the CALPUFF model (http://www.src.com/calpuff/calpuff1.htm)
and used it as input for the CALMET meteorological model. Each MM5 ﬁle covers a 120 km × 120
km area and contains a 10 × 10 grid with a spatial resolution of 12 km × 12 km. Our study area
(Contentnea Creek Watershed and areas within ﬁve miles) is covered by one MM5 ﬁle. This grid
contains hourly information for an entire year, including wind speed and direction, temperature,
relative humidity, pressure, mixing ratios of water vapors, precipitation amount, solar radiation,
snow cover, 2-m temperature and speciﬁc humidity, 10-m wind speed and direction and sea surface
temperature. Only one MM5 ﬁle was available for our area of interest and time period, for 2006, so we
used it to model ammonia emissions from CAFOs. To check whether 2006 data are representative of
weather conditions in the area, we obtained weather observation data for three meteorological stations
for 2000–2010: Goldsboro (latitude: 35.37935; longitude: −78.0448), Greenville (latitude: 35.6352389;
longitude: −77.3853194) and Rocky Mount (latitude: 35.89295; longitude: −77.67996). Data included
monthly average daily temperature, average wind direction, average wind speed and total monthly
precipitation. We compared monthly 2006 data with averages for the other 9 years for each station
separately (2000–2005; 2006–2010). Our comparisons showed that there was little difference between
each month in 2006 and the corresponding values for the other 9 years for this month. For example,
wind direction for Greenville was west (265◦ ) in March 2006, and in six out of nine years it had a
similar direction (ranging from 219◦ to 285◦ ). Table 2 shows that there was little difference in wind
speed between 2006 and the average for the other 9 years.
Using MM5 data, CALMET calculates 3D wind ﬁelds as 1 km × 1 km grids that are used as input
for the CALPUFF model.
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Table 2. Wind speed (km/hour) averaged for 2000–2005; 2007–2010 and its difference with 2006 wind
speed for three meteorological stations in North Carolina [34].
Goldsboro

Month
January
February
March
April
May
June
July
August
September
October
November
December

Greenville

Rocky Mount

Average

2006

Difference

Average

2006

Difference

Average

2006

5.72
6.37
3.36
4.05
3.04
3.04
3.54
2.45
4.87
3.32
3.72
4.18

5.31
4.67
4.67
2.57
4.02
1.93
4.02
1.45
1.29
3.22
2.90
1.45

0.41
1.70
−1.31
1.47
−0.99
1.11
−0.48
1.01
3.58
0.10
0.82
2.74

3.60
4.20
2.37
3.38
3.02
3.54
3.38
2.50
3.38
1.97
2.25
2.75

4.35
4.51
3.54
2.09
2.90
3.38
4.35
1.29
0.16
1.77
2.09
1.93

−0.74
−0.30
−1.17
1.29
0.13
0.16
−0.97
1.22
3.22
0.20
0.16
0.82

3.92
4.18
1.97
2.96
2.92
2.72
3.08
2.04
3.50
1.95
2.29
3.17

4.35
4.51
3.54
2.25
3.54
2.41
3.70
1.77
0.64
2.09
2.09
1.77

Difference

−0.42
−0.32
−1.57
0.70
−0.62
0.30
−0.62
0.27
2.86
−0.14
0.20
1.39

CAFOs emissions were modeled as area emissions (vs. point or line), because hog houses and
lagoons are more accurately represented as areas. We used the following procedure to calculate the
dimensions of each operation. First, we randomly selected ten CAFO operations in the area and used
Google Earth to draw their boundaries. Then, we calculated the total area of each CAFO (hog houses
and lagoons together) and explored the relationship between the total area and the corresponding total
weight of animals at each sampled operation. Our calculations showed that, on average, one kg of
hog weight takes up about 0.1 m2 of CAFO area. Using this conversion factor, we calculated the areal
extent of each CAFO operation, representing it as a square of a certain size. Each square was centered
on the latitude/longitude coordinates of the corresponding CAFO. Each CAFO’s area size information,
along with its elevation above sea level, was put into the CALPUFF model.
Finally, to calculate ammonia emissions from each CAFO, we used ammonia emission rates
reported in the literature. A study by Aneja et al. [35] reported that emissions from barns ranged
from 0.89 to 1.05 kg-N/week/1000 kg × lm for the cold and warm season, respectively (lm = live
animal mass). When recalculated in different units (g/year), these emissions amount to 46.28–54.6
g-N/year/kg live mass. This study also reported ammonia ﬂux rates per minute per square meter
of waste lagoon surface. Since we did not have information about the size of each waste lagoon, we
could not use the rates reported by this study and instead applied emission rates that were calculated
per year per live animal weight or per animal, as reported in a study by Doorn et al. [36]. This study,
conducted by the EPA, recommended a general emission factor for hog houses of 59 ± 10 g NH3 /kg
live weight/year and for swine lagoons, of 2.4 kg NH3 /year/hog. We multiplied these rates by the
corresponding numbers from the CAFOs table (total live weight and the number of hogs at each
operation, respectively) and added two emissions together to get the total emissions amount per CAFO
per year. We accepted CALPUFF’s default settings and did not model the removal of the ammonia
(wet deposition, dry deposition) or its chemical transformation. The output from CALPUFF model
was input in CALPOST to produce daily average ammonia concentrations for the entire study area. It
was then imported into ArcGIS software as a raster grid with a pixel size of 1 km × 1 km. To calculate
the average daily ammonia concentrations per census block, we used the zonal statistics operation in
ArcGIS 10.
4.2. Assessing Disproportionate Exposure
To assess disproportionate population exposure to ammonia concentrations, we used techniques
of traditional and spatial statistics. First, we calculated the correlation coefﬁcient between ammonia
concentrations and each demographic variable for 2000 and 2010. Since North Carolina imposed a
CAFO moratorium in 1997–2007, we assumed that the number of CAFOs did not change between 2000
and 2010 and used CALPUFF results for both 2000 and 2010 analyses.
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We utilized a Spearman’s correlation coefﬁcient in IBM SPSS Statistics [37] to measure the
associations between the average NH3 concentrations and the speciﬁc sociodemographic characteristics
of each census block. Spearman’s rank correlation is a nonparametric statistic that ﬁrst converts the
values of the variables to ranks and then calculates the correlations as follows [38]
rs = 1 −

6 ∑ D2
n3 − n

(1)

where:
rs = Spearman’s rank correlation coefﬁcient;
D = the differences between the rank values for each feature on the two variables;
n = the number of features.
The value of rs in the result is constrained from 1 (a perfect direct correlation) to −1 (a perfect
inverse correlation). The closer rs is to ±1, the stronger the monotonic relationship, while a rs near 0
indicates no relationship between the two variables [39].
In order to examine the correlation between ammonia concentrations and sociodemographic
variables spatially, a bivariate local indicator of spatial association (LISA) analysis was performed
using GeoDa software [40]. Developed by Luc Anselin [41], a local indicator of spatial association,
also known as a univariate LISA, tests whether local correlations between values of a feature and
values of its neighbors are signiﬁcantly different from what would be expected from a complete spatial
randomization. It identiﬁes signiﬁcant spatial clusters by involving the cross product between the
standardized value of a variable for feature i and that of the average of the neighboring values:
Ii =

xi − X
Si2

n

∑

j=1,j=i



ωi,j x j − X

(2)

where:
xi = an attribute value for feature i;
X = the mean of the corresponding attribute;
wi,j = the spatial weight between features i and j, and:
Si2

=

2

∑nj=1,j=i x j − X
n−1

−X

2

(3)

n = the total number of features.
As a simple extension of the univariate LISA, the bivariate LISA identiﬁes the extent of spatial
clusters by involving the cross product of the standardized values of one variable at location i with
that of the average neighboring values of the other variable. The statistical signiﬁcance of these spatial
clusters is evaluated using Monte-Carlo spatial randomization [41].
Bivariate LISA produces four clusters: high-high, high-low, low-high and low-low. In the context
of our study, a high-high cluster indicates areas with a higher than average concentration of ammonia
surrounded by neighbors with more than the average number of people from a vulnerable population
group (children, the elderly, whites or minorities). A high-low cluster indicates areas with a higher
than average concentration of ammonia surrounded by neighbors with less than the average number
of people from a vulnerable population group. A low-high cluster indicates areas with a lower than
average concentration of ammonia surrounded by neighbors with more than the average number of
people from a vulnerable population group, and a low-low cluster indicates areas with a lower than
average concentration of ammonia surrounded by neighbors with less than the average number of
people from a vulnerable population group.
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To conduct the LISA analysis, a weights matrix is created to conceptualize the spatial relationships.
Considering that the areal units are irregular, this study used a distance-based spatial weight matrix,
selecting polygons located within a particular distance as neighbors of the target polygon. Since
this particular distance is an important parameter for modeling spatial relationships, we selected an
appropriate distance threshold with the assistance of the Incremental Spatial Autocorrelation tool
in ArcGIS. Speciﬁcally, this tool examines spatial autocorrelation at various distances and provides
the associated z-scores reﬂecting the intensity of spatial clustering [42]. The distance associated with
the highest z-score is chosen as the threshold distance for the weight matrix. Incremental Spatial
Autocorrelation identiﬁed 4 kilometers as the distance that resulted in the highest z-score, so we used
it as the threshold for the calculation of the spatial weights matrices for both 2000 and 2010.
5. Results
The raster grid of modeled ammonia concentrations is shown in Figure 3. The average modeled
concentration is 14.773 μg/m3 , (min = 0.549; max = 540.837 μg/m3 ). The maximum value is observed
in areas where multiple CAFOs are located next to each other, mostly in Green County. To validate our
model, we compared our results with a study by Wilson and Serre [43], who used passive samplers to
measure ammonia in eastern North Carolina. They found that, at sites within 2 km from a hog CAFO,
the ammonia concentration averaged 19.872 μg/m3 , reaching as high as 115.2 μg/m3 . While these
measurements are very similar to our modeled concentrations, it is important to note that we only
modeled emissions from swine CAFOs and did not account for other sources of ammonia. According
to Battye et al. [44], livestock waste accounts for about 80% of ammonia emissions in North Carolina,
and other sources include fertilizer application, forests, non-agricultural vegetation and motor vehicles.

Figure 3. CALPUFF output: modeled ammonia concentrations (μg/m3 ).
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We also compared our results with concentrations measured at an Ambient Ammonia Monitoring
Network (AMoN; http://nadp.sws.uiuc.edu/amon/) site located about 50 km outside our study
area (Clinton Crops Research Station; latitude 35.0258; longitude −78.2783). This AMoN site is the
closest to our study area. Based on biweekly samples from February 2009 to February 2010, ammonia
concentrations at this site ranged from 1.11 to 8.3 μg/m3 , with a mean concentration of 4.191 μg/m3 .
These measurements are comparable to our modeled concentrations (mean values of 4.191 vs. 14.773
μg/m3 , respectively). Lower values at the monitoring station could be explained by the fact that it is
located 1.4 km from the nearest CAFO, while our model predicts concentrations for the entire study
area, including areas in the immediate vicinity of CAFOs.
The Spearman’s correlation between the average ammonia concentrations and each demographic
variable for 2000 and 2010 is shown in Table 3. In 2000, statistically signiﬁcant, but weak, relationships
were identiﬁed between the average ammonia concentration and three demographic variables.
Speciﬁcally, population under 15 years of age and minority population have a signiﬁcant positive
correlation with the ammonia concentration at the 99% conﬁdence level; population over 65 years of
age and the ammonia concentration are signiﬁcantly correlated at the 95% conﬁdence level. However,
in 2010 only, minority population had a signiﬁcant, but weak, positive correlation with the average
concentration of ammonia. No signiﬁcant relationship was found for the other three variables.
Table 3. Spearman’s rank correlation coefﬁcients (* p < 0.05; ** p < 0.01).
Year

Demographic Variable

Ammonia Concentration

2000 Census Data

Under 15 years of age
Over 65 years of age
Minority population
White population

0.046 **
0.038 *
0.162 **
−0.034

2010 Census Data

Under 15 years of age
Over 65 years of age
Minority population
White population

0.024
0.008
0.104 **
−0.031

Bivariate LISA examined the correlation between the ammonia exposure and demographics and
identiﬁed signiﬁcant spatial clusters (p = 0.05). For the purposes of this study, we focus our attention on
high-high clusters, because they represent areas where high numbers of vulnerable people are exposed
to higher than the average level of pollutant concentrations. These high-high clusters are also often
referred to as “hot spots”. We calculated the average ammonia concentrations in hot spots for 2000
and 2010 and compared them with ammonia concentrations for the whole study area (Table 4). Our
calculations show that average ammonia concentrations in hot spots for 2000 and 2010 are 2.5–3-times
higher than the average concentration in the entire watershed. Figures 4–7 show the locations of
high-high clusters for both years for four vulnerable population groups.
Table 4. Statistics for ammonia concentrations (μg/m3 ) in the entire study area and in the 2000 and
2010 hot spots for minorities, whites, children (under 15 years old) and the elderly (over 65 years old).
Statistics

2000 Hot Spots

Entire Study Area
Non-White

Min
Max
Mean

0
530
12

14
316
37

2010 Hot Spots

White

Under 15

Over 65

4
530
34

14
530
33

14
138
30

Non-White
14
87
34

White

Under 15

Over 65

6
530
32

14
530
32

0
530
31

In both years, high-high clusters indicating a high ammonia concentration and a high population
under 15 years of age are mainly located in Wayne County, close to the boundary of Greene County.
Several small clusters can also be found in Greene, Lenoir and Pitt counties. In 2000, 148 census blocks
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were included in high-high clusters; in 2010, that number increased to 160. This change is also reﬂected
in the number of children who lived in these hot spots: it increased by 15 children.

Figure 4. Bivariate local indicator of spatial association (LISA) hot spots in 2000 and 2010: average
ammonia concentration with population under 15.

When analyzing the spatial association between ammonia concentration and population over
65 years of age, large high-high clusters for both years can be found in Wayne and Greene counties.
In 2000, 190 census blocks were included in high-high clusters; in 2010, that number was 189. The
number of elderly living in hot spots decreased by 73 people between 2000 and 2010.
A different pattern is observed for minority population, and most of the high-high areas showing
persistence in both years are located in Greene County. Wayne and Wilson Counties also contain a
small number of high-high clusters in both years. In 2000, 188 census blocks were included in high-high
clusters; in 2010, that number decreased to 124. One hundred fewer minority people were living in
these hot spots in 2010 as compared to 2000.
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Figure 5. Bivariate LISA hot spots in 2000 and 2010: average ammonia concentration with population
over 65.

In both years, high-high clusters indicating a high ammonia concentration and high white
population are mainly located in Wayne and Pitt Counties. In 2000, 132 census blocks were included in
high-high clusters; in 2010, that number increased to 182. The number of white people who lived in
these hot spots increased by 934.
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Figure 6. Bivariate LISA hot spots in 2000 and 2010: average ammonia concentration vs. population
of minorities.

To compare the spatial locations of persisting hot spots of four vulnerable populations, we overlaid
four maps. Spatial coincidence analysis showed 12 census blocks that belonged to a persisting hot spot
in all four maps (Figure 7). These areas are located in Wayne County and represent an extreme case of
potential environmental injustice, where disproportionately high numbers of children, elderly, whites
and minorities could have been exposed to high ammonia concentrations in 2000 and 2010.
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Figure 7. Bivariate LISA hot spots in 2000 and 2010: average ammonia concentration vs. population of
whites and persisting hot spots of all four population groups.

6. Discussion and Conclusions
The main research question of this study asked if children, the elderly, white and minority
populations are disproportionately exposed to ammonia emitted by CAFOs in Contentnea Creek
Watershed in North Carolina. To answer this question, the study used the CALPUFF software to
model ammonia emission and dispersion from CAFOs and applied the Spearman correlation and LISA
analysis to examine the relationship between ammonia concentrations and demographic characteristics
in 2000 and 2010.
The CALPUFF model used very detailed data about meteorological conditions and the
characteristics of CAFO facilities (location, dimensions and ammonia emissions per hog or kg of
live weight) to produce ammonia emission estimates as a continuous surface with 1-km2 pixels. The
ﬁne spatial scale of the modeled ammonia output matched the spatial dimensions of census data very
well: the average census block in the study areas is 0.78 km2 . Areas with the highest concentration
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of ammonia were found in Greene County and Wayne County, where the concentration of CAFOs is
the highest.
The Spearman’s correlation analysis showed that a weak positive relationship existed between
average ammonia concentration and some of the demographic variables. Most of the correlation
coefﬁcients were statistically signiﬁcant, probably due to the large sample size (the number of census
blocks in each year was over 3000). While these ﬁndings indicate that higher numbers of vulnerable
people are associated with higher ammonia concentrations in the area, they do not provide any insight
into the spatial pattern of these relationships.
Bivariate LISA analysis identiﬁed hot spots of environmental injustice: areas with high ammonia
concentrations are surrounded by areas with high numbers of vulnerable population. Although the
population in three vulnerable groups within hot spots has slightly decreased between the two years,
the number of people disproportionately exposed to ammonia concentrations was still large in 2010:
2444 children, 1288 elderly people, 9537 whites and 3915 minorities.
Using spatial overlay in GIS, we identiﬁed areas that could have experienced an extreme case
of environmental injustice, because they were included in hot spots for all four population groups in
both years. A spatial query showed that just within three miles from these areas, there were 12 CAFOs.
The results of air pollution modeling suggest that these areas should be prioritized for ambient air
quality monitoring.
It is beneﬁcial to discuss these ﬁndings in the context of existing air quality regulations.
Unfortunately, there is no federal-level standard regarding ammonia, because it is not one of the six
criteria air pollutants covered by the Clean Air Act (http://scorecard.goodguide.com/env-releases/
def/cap_naaqs.html). EPA requires some CAFOs to report estimated ammonia and hydrogen
sulﬁde emissions based on the number of conﬁned animals. For example, swine CAFOs that
have more than 2500 swine, each weighing 55 pounds or more, or 10000 swine, each weighing
less than 55 pounds, are required to report their emission estimates (http://www.ecy.wa.gov/
epcra/CERCLA_CAFOairexempt.pdf). The Occupational Safety and Health Administration (OSHA)
has set an acceptable eight-hour exposure and a short-term (15 min) exposure level for ammonia
(http://www.atsdr.cdc.gov/toxfaqs/tf.asp?id=10&tid=2), but these standards mainly concern CAFO
workers and are not directly applicable to the general population living in the area. State-level air
quality regulations vary, and the majority of states do not have a comprehensive air quality regulatory
system. For example, Missouri has an ambient acceptable level of ammonia, and North Carolina and
Colorado have regulations concerning odor emissions from CAFOs, but no emission standards for
hydrogen sulﬁde or ammonia [45].
The Agency for Toxic Substances and Disease Registry (ATSDR) includes ammonia in its toxic
substances list and provides minimal risk level concentrations for it. According to the ATSDR, the
minimal risk level (MRL) “is an estimate of the daily human exposure to a hazardous substance
that is likely to be without appreciable risk of adverse, non-cancer health effects over a speciﬁed
duration of exposure. The information in this MRL serves as a screening tool to help public health
professionals decide where to look more closely to evaluate possible risk of adverse health effects
from human exposure.” (http://www.atsdr.cdc.gov/mrls/index.asp). Ammonia’s MRL for chronic
exposure (meaning exposure for one year or longer) is set at 0.1 ppm, or 75 μg/m3 (http://www.atsdr.
cdc.gov/mrls/mrllist.asp#2tag). Applying this threshold to our modeled concentrations, we identiﬁed
areas where chronic exposure exceeds MRL. Most of these areas overlap with our identiﬁed hot spots
and correspond to high CAFO density areas in Greene and Wayne Counties. While the spatial extent
of these areas is small (2.5% of the watershed), they correspond to densely populated areas with total
population ranging from 3647 people in 2000 to 3360 people in 2010. Following ATSDR’s suggestion,
these areas deserve further attention of public health professionals to examine possible adverse health
effects due to chronic exposure to higher than the minimal risk levels of ammonia.
This study contributes to the body of research on CAFOs and environmental justice, because no
other study has yet analyzed environmental justice on the basis of unequal exposure to CAFO-related
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emissions. Previous environmental justice studies of CAFOs used proximity to CAFOs or their density
as the proxy for air pollution exposure. Our study is the ﬁrst one to directly link modeled pollutant
concentrations and demographic characteristics. The proposed methodology is also the ﬁrst one
of its kind to analyze CAFOs-related environmental justice at the ﬁnest possible spatial scale, the
census block. Previous studies conducted their analysis at the county, census track or census block
group levels.
Our study also contributes to a broader literature on environmental justice. Traditionally,
environmental justice research has analyzed unequal exposure in the context of race and poverty;
including age-based vulnerable population groups in the analysis is an advantage of our study. Both
children and elderly are recognized as the most vulnerable age groups, but they are rarely included in
environmental justice studies.
There are several limitations to this study, mostly associated with the CALPUFF model and data
availability. First, to run the CALPUFF model, we needed very detailed meteorological data, and
the only available data compatible with CALPUFF was for 2006. Therefore, we assumed that the
2006 meteorological data represents the average meteorological situation and used CALPUFF output
based on 2006 to analyze environmental justice in 2000 and 2010. Since the entire year of data was
used to model average daily ammonia concentrations, this assumption seems reasonable. The second
limitation relates to CALPUFF model parameters (for example, the user’s choice for background
pollution concentrations, the incorporation of wet and dry deposition or the choice of chemical
conversion mechanism). We accepted the default settings within the model, and future studies should
assess the sensitivity of modeling results to these parameter settings. The third limitation is related
to CAFO data availability, including the type and individual size of manure storage facilities. We
used 2010 CAFO data to analyze unequal exposure in 2000 and 2010, assuming that the CAFO size
did not change during this time to an extent that it would have an effect on the modeled ammonia
concentrations. We also did not have data on the type of facility (breeder versus ﬁnisher facility) nor
the management practices and assumed that the emissions rate is the same for all facilities and remains
constant thought the year.
Another limitation of this study is that our ﬁndings are only valid at the census block level and
cannot be extrapolated to other spatial scales. The reason for that is that the relationships between
hazardous facilities and socioeconomic variables may change or become more or less signiﬁcant when
the spatial scale changes [46]. This issue is often referred to as the modiﬁable area unit problem [47].
Our modeled ammonia concentration was comparable to ammonia concentrations measured
in the ﬁeld by other researchers [43] and by the Ambient Ammonia Monitoring Network. In the
future, it would be important to test other atmospheric dispersion models and to compare their results
with CALPUFF and ﬁeld measurement for various pollutants and different geographical regions.
These studies should include up-to-date characteristics of polluting facilities, such as individual
CAFO operations (e.g., exact size of animal houses and lagoons, number of animals, total animal
weight). More studies of this kind (based on pollution dispersion models and using reliable ﬁne-scale
demographic data) will allow one to assess the impacts of the CAFOs and to address the concerns
regarding the health and quality of life of vulnerable populations.
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Abstract: Lyme borreliosis, caused by the bacterium, Borrelia burgdorferi, is an emerging vector-borne
infectious disease in Canada. According to the Public Health Agency of Canada (PHAC), by the
year 2020, 80% of Canadians will live in Lyme endemic areas. An understanding of the association
of Ixodes scapularis, the main vector of Lyme disease, with it hosts is a fundamental component in
assessing changes in the spatial distribution of human risk for Lyme disease. Through the application
of Geographic Information System (GIS) mapping methods and spatial analysis techniques, this study
examines the population dynamics of the black-legged Lyme tick and its primary host, the white-tailed
deer, in eastern Ontario, Canada. By developing a habitat suitability model through a GIS-based
multi-criteria decision making (MCDM) analysis, the relationship of the deer habitat suitability map
was generated and the results were compared with deer harvest data. Tick submission data collected
from two public health units between 2006 and 2012 were used to explore the relationship between
endemic ticks and deer habitat suitability in eastern Ontario. The positive correlation demonstrated
between the deer habitat suitability model and deer harvest data allows us to further analyze the
association between deer habitat and black-legged ticks in our study area. Our results revealed that
the high tick submission number corresponds with the high suitability. These results are useful for
developing management strategies that aim to prevent Lyme from becoming a threat to public health
in Canada. Further studies are required to investigate how tick survival, behaviour and seasonal
activity may change with projected climate change.
Keywords: GIS; Lyme disease; habitat suitability; multi-criteria decision making

1. Introduction
The incidence of Lyme disease-carrying ticks has been increasing across different regions of North
America over recent years. Research studies have shown that the distribution and abundance of
tick populations has increased and migrated northwards from endemic areas in the United States
towards new regions in southern Canada [1]. At present, endemic tick populations are found in various
regions across Canada, including Nova Scotia, New Brunswick, Quebec, Ontario and southeastern
Manitoba [2,3]. In 1980, the ﬁrst reported endemic tick population in Ontario occurred at Long Point,
Ontario [4]. More recently, populations of ticks infected with Borrelia burgdorferi (B. burgdorferi) were
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discovered in the eastern Ontario area. The ﬁrst endemic population was found on Thwartway Island
of the Thousand Islands in 2006 [5]. Between 2002 and 2008, there have been a total of 37 human
Lyme disease cases identiﬁed within the health unit boundaries of Kingston, Frontenac, Lennox and
Addington Public Health and the Leeds, Grenville and Lanark Health Unit.
The black-legged tick has three instars, consisting of larvae, nymph and adult stages, which all
feed on the animal hosts. The ticks will fall off their host when fully engorged and will then progress
into the next developmental stage. Ticks acquire B. burgdorferi when feeding on infected host species
and will then infect any subsequent animal upon which they feed [6]. Due to their small size, ixodid
ticks have very limited capacity for moving into new territory, and as a result, long-distance dispersal
of the tick is typically attributed to a wide range of hosts, including rodents, white-tailed deer and
migratory birds [7].
While birds migrating northwards in the spring can carry ticks long distances into Canada [8],
research studies have suggested that the primary host of tick populations in Canada is the Odocoileus
virginianus, or more commonly known as the white-tailed deer [9]. In Canada, the geographic range of
the white-tailed deer is quite extensive, as populations of the deer had been identiﬁed in the east coast
of British Columbia to the Maritime Provinces in the west and extending from the northern USA border
to southeastern Canada [1]. The white-tailed deer play a critical role in the reproduction and life cycle
of the tick and is often considered to be an important host to all tick stages. During the fall and early
winter season, adult ticks will feed and mate on the white-tailed deer before dropping onto the ground
to lay eggs in the following spring [10]. Since transovarial transmission of generalized infection to ﬁlial
ticks is highly unlikely, larvae that hatch during midsummer are free from B. burgdorferi infection [11].
During the larvae blood meal, ticks will feed on deer and rodent hosts, but studies have found that
white-footed mice are primarily responsible for infecting ticks with B. burgdorferi at this stage of the
tick life cycle. Larvae will then molt into nymphs and then into adults in the following months, which
will then seek a deer host on which to feed. The reproduction cycle begins again as these adult ticks
mate on their deer host during the autumn season [10]. Thus, the location of the deer is an important
determinate of the location of egg-laying adults during this time of the year and, hence, where larvae
occur during their blood meal in the summer.
Recent studies have demonstrated that white-tailed deer population density is positively
correlated with tick abundance in several regions across North America [12]. In 2001, a study analyzing
Ixodes ticks found that the emergence of Lyme disease has been associated with land use changes that
increased the density of the white-tailed deer [13]. Another study that conducted an experimental
addition of acorn in eastern U.S. oak forests, a highly preferred habitat of the white-tailed deer, found
a series of chain events linking tick populations and tick hosts. By attracting deer into the oak forests
through the addition of acorns, their research showed that the amount of time that the deer spent
feeding on acorns was longer during the autumn season and that the densities of black-legged ticks
were also higher, suggesting greater Lyme disease risk [10]. Furthermore, researchers analyzing the
relationship between tick stages and hosts demonstrated that over 95% of adult female ticks feed on
the white-tailed deer. While ticks at the larvae and nymphal stage rely primarily on smaller hosts,
such as rodents or birds, the study suggested that nymphal ticks will also feed on the deer whenever
available [14]. In New England, ﬁeld studies investigating the ecology of Ixodes scapularis (I. scapularis)
quickly revealed the ticks’ dependence on the white-tailed deer, with the deer feeding mostly on ticks
at the adult stage [15]. White-tailed deer are considered incompetent reservoirs of B. burgdorferi, as
deer serum contains a borreliacidial component, which is an antibody against the manifestations of
Lyme disease [16]. Hence, the development of white-tailed deer populations in eastern North America
over the past century may be responsible for the maintenance and establishment of tick populations.
However, no similar studies have been conducted in Canada.
Global climate change has caused much speculation with the potential of causing serious effects on
the future spatial and temporal distribution of vector-borne diseases. Since climate plays an important
role in the survival of vectors and pathogens, studies have predicted that climate change may open
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up previously uninhabitable territory for vectors, increase reproduction rates and shorten pathogen
incubation periods [17]. Furthermore, analyses were conducted using statistical models to explain the
northern expansion of the tick’s geographic range with climate change [18]. While many previous
studies have analyzed the impact of climate change on the northwards expansion of endemic tick
populations in the U.S. or Canada [1,19–21], few research studies have explored the relationship of the
black-legged ticks and its primary host in Canada, as the impact of the white-tailed deer on the spread
of B. burgdorferi at the local scale is not entirely understood. The use of passive surveillance to monitor
the spatial and temporal occurrence of ticks and their infection with B. burgdorferi tick populations has
occurred in Canada as early as the 1990s. Ticks that were found by the public attached to themselves or
their pets were submitted either directly or via physicians and veterinarians to provincial and federal
health organizations and Canadian universities [22]. To date, there have been a limited number of
research studies focusing on the occurrence of tick populations in the eastern Ontario region at the
local area level using passive surveillance.
The integration of multi-criteria decision making (MCDM) with Geographic Information Systems
(GIS) and spatial analysis had been used in various applications as a practical method to solve complex
multi-faceted environmental problems. MCDM is a powerful technique, as it enables decision makers
to evaluate relative priorities by developing a framework based on a set of preferences or criteria
combined into a single model. Since the 1990s, the use of MCDM and GIS had been applied in various
ﬁelds and was shown in studies related to urban planning, land use allocation, forest conservation
and site determination [23]. A GIS-based MCDM model was proven to be a useful tool in developing
habitat suitability models to predict species presence and to support conservation planning [23–25].
Since evaluating habitat suitability often requires the use of data from different sources and at different
spatial scales, an MCDM approach will allow us to ﬁnd the best combination of habitat features based
on the environmental preferences of the white-tailed deer, which will then be used to predict species
spatial distribution across our study area.
The objective of this study is to determine the applicability of a deer habitat suitability model
used as a proxy for determining black-legged tick distribution in eastern Ontario. A habitat suitability
model of the white-tailed deer using a MCDM- and GIS-weighted sum analysis is developed to explore
the relationship between deer habitat suitability and endemic tick populations in eastern Ontario. The
results from habitat suitability are compared with deer harvest data. Through the application of GIS
methods and spatial analysis, we will strive to gain greater insight for the ﬁrst time into the spatial
distribution of endemic tick populations at the dissemination area (DA) level and the potential role of
white-tailed deer in the spatial expansion of Lyme ticks. We also aim to determine the relationship
between the tick B. burgdorferi bacterium and deer establishment, while predicting future trends, which
can be used to guide local health in developing disease prevention strategies and generating greater
public awareness.
2. Materials and Methods
2.1. Study Area
The study of the deer habitat was conducted in the eastern Ontario region at the wildlife
management unit (WMU) geographic level, which is an administrative coverage boundary developed
by the Ontario Ministry of Natural Resources (MNR) based on a number of environmental requirements
of wildlife species. In Ontario, there are a total of 95 WMUs. Of the 95, our study area consisted of 35
units in the southeastern Ontario region and includes the following units: 48, 50, 51, 53A, 54, 55A, 55B,
56, 57, 58, 59, 60, 61, 62, 63A, 63B, 64A, 64B, 65, 66A, 66B, 67, 68A, 68B, 69A, 69B, 70, 71, 72A, 73, 74A,
74B, 75, 76A and 78A. Figure 1 shows the extent of our deer study area, with the label representing
each WMU.
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Figure 1. Wildlife management units in southeastern Ontario.

The tick-validation area is based on the boundaries of two public health units located in eastern
Ontario, consisting of the Kingston, Frontenac, Lexington and Addington Public Health (KFL&A)
and the Leeds, Grenville and Lanark District Health Unit (LGL). Since the study area of the tick is
conducted within the southeastern region of the deer study area (Figure 1), Figure 2 outlines the extent
of the tick-validation study area relative to the deer study area. As shown in Figure 2, Image A displays
the study area of the deer within the province of Ontario, Image B shows the boundaries of the two
public health units with respect to the deer study area and Image C shows the dissemination area (DA)
boundaries of the two public health units.

Figure 2. Extent of the tick validation study area. (A) The study area of the deer within the province of
Ontario; (B) the boundaries of the two public health units with respect to the deer study area; and (C)
the dissemination area (DA) boundaries of the two public health units. KFL&A, Kingston, Frontenac,
Lexington and Addington Public Health; LGL, Leeds, Grenville and Lanark District Health Unit.

2.2. Data Collection
2.2.1. Tick Data
Tick data collected through passive surveillance from KFL&A and LGL range from January 2006,
to December 2012. The parasitical specimens attached on humans and found by the public have been
submitted to local health units. These tick data were then sent to provincial health laboratories of the
Public Health Agency of Canada, where the identiﬁcation of tick species (I. scapularis, Amblyomma
americanum, Dermacentor variabilis, Ixodes cookei, Ixodes marxi, Ixodes muris) and of the bacteria, B.
burgdorferi, was conducted. Tick data that were collected and that did not provide an acquisition
location at the postal code level were eliminated from the study. Due to the conﬁdentiality of the
tick submitters’ identities and personal health information, tick acquisition locations acquired at the
six-digital postal code level were geocoded and converted into the DA unit level in our analysis for
anonymous participation. There were a total of 3474 tick submissions collected from KFL&A and LGL
via passive surveillance from 2006 to 2012, in which 1570 of them were acquired within our study
area. The remainder was ticks acquired either outside the study area health unit boundaries or tick
acquisitions without the complete 6-digit postal code information provided. Of the 1570 ticks, 1241

29

ISPRS Int. J. Geo-Inf. 2015, 4, 105–123

within the study area were identiﬁed as the I. scapularis species, in which 231 were positive for B.
burgdorferi.
2.2.2. Deer Harvest Data
Deer harvest data for 2008 to 2011 were obtained from the Ontario Ministry of Natural Resources
(MNR), which manages Ontario’s ecosystems and biodiversity. Deer harvest numbers were obtained
from deer surveys received from hunters following the hunting season. The harvest data used for
this study were projected based on raw numbers of deer killed from a sample of hunters to more
accurately represent the number of deer harvested. The extrapolation rate used to determine the
projected deer harvest number is equal to the total number of hunters in the WMU divided by the
total number of valid replies received from the hunter. Under the current management system, the
hunting administration prescribes the annual harvest for each hunting unit through a deer validation
tag program. MNR’s harvest plan speciﬁes the number of white-tailed deer to be harvested for each
sex and outlines the speciﬁc time and dates during the year for hunting.
2.2.3. Deer Habitat Data
The data collected for the deer habitat suitability analysis ranged from GIS data ﬁles to remote
sensing imagery. For deer habitat analysis, factors from two main categories are considered: (1) the
need for food, shelter and water; and (2) the disturbances from human activities. The data on food,
shelter and water were extracted from land cover, vegetation type, terrain slope and proximity to water
bodies. The data on disturbances from human activities were extracted from the distance to the roads
and urban areas, as well as landscape segmentation measured by land cover diversity. The regional
land use/cover data generated by the Earth Observation for Sustainable Development (EOSD) project
was downloaded from the GeoBase Portal [26] and mosaicked for the study area. This EOSD data was
generated by classifying the multispectral Landsat 5 and 7 TM ortho-images acquired from 1999 to
2001 with 30-m spatial resolution. Based on a recent change detection analysis, the land use/cover in
the study area is quite stable, with a change of less than 5% within the study area from 2001 to 2011.
Therefore, we updated the land use/cover layer from the EOSD data in the detected change area. The
ﬁnal land use/cover map used for this study is shown in Figure 3. It can be seen that the main land
use types are forest and agriculture, which use about 60% and 39% of the study area, respectively. The
2011 MODIS land cover classiﬁcation data were also downloaded from NASA’s Earth Observation
System, and the Data and Information System was used as an index for food source variables, due to
its information on vegetation types. The digital elevation model (DEM) used for the slope variable
was obtained from the Government of Canada’s Centre for Topographic Information. Obtained in
raster format, the DEM has a spatial resolution of a minimum of 3 arc seconds to a maximum of 12 arc
seconds. GIS data ﬁles collected for the urban areas, water regions and road network environmental
variables were obtained from Statistics Canada based on the year 2011 in vector digital data format.
The 2012 Ontario road network was acquired from DMTI Spatial Inc. in vector digital data format and
was used for the distance to major roads and secondary road habitat variables.
2.3. Procedures
2.3.1. Multi-Criterial Decision Making Model for Deer Habitat
Seven habitat variables generated from the data listed in Section 2.2.3 were imported as individual
layers into ArcMap and converted into a raster dataset. Multi-criteria decision making (MCDM) was
used to reclassify and assign numeric values to each of the eight factors or criteria, and a weighted sum
analysis was applied to produce the ﬁnal habitat suitability maps. Figure 4 illustrates the variables
and steps used in MCDM.
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Figure 3. The land use/cover map of this study generated from 30-m TM imagery.

Figure 4. The factors, variables and processing steps used in multi-criteria decision making (MCDM)
deer habitat suitability analysis (the numbers in () behind the factors are the weights assigned based on
the rank sum method).

A classiﬁcation scheme for each of the following 7 variables was developed (see the Appendix A).
The data within each criterion’s layer was then reclassiﬁed by assigning a numeric value within the
range of 1 to 5 based on whether it would be favorable or unfavorable for white-tailed deer habitat. A
reclass value of 5 represents conditions most suitable, while the lower end of the scale, with a value of
1, represents the least suitable conditions for deer habitat.
The white-tailed deer is a herbivore species that consumes a variety of grasses and plants. Studies
have shown that the white-tailed deer generally conﬁne themselves to woody riparian forest vegetation
and shrub cover for foraging during the day time [27]. Examples of some of the vegetation species
include shrubs, herbs, grass, fruits and fungi. The main diets are dominated by grasses in spring,
ﬂowering herbs in early summer, leaves of woody plants in late summer, acorns and other fruit in
fall and evergreen woody shrubs and other woody twigs/buds in winter. Agricultural crops are also
commonly consumed. As a result, these speciﬁc land cover types or “preferred feeding sites” were
then assigned relatively high “new values” in our food source reclassiﬁcation scheme. For instance,
grasses/crops and shrubs were assigned “new values” of 5, whereas forested areas (e.g., evergreen
and deciduous) were assigned lower values.
With respect to the shelter need, research studies suggest that the white-tailed deer tend to
thrive in young forests and often beneﬁt from recent disturbances in the forest, such as wildﬁre or
forestry operations [28]. This species prefers conifer habitats, as these areas provide shelter during
the winter when snow deepens and temperatures drop. Tree stands provide cover from falling snow
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and help moderate extreme temperatures [28]. Studies have also suggested that conifer canopies and
ﬂat bottomlands can beneﬁt the deer with more radiation ﬂux, little or no wind and slightly warmer
temperatures, even with cold air drainage [29]. Therefore, the small slope terrain receives higher
suitability values than the terrain with deep slopes.
Deer need to get access to water every day within their home range. The deer home range is
small, although they can travel a long distance. Previous studies in New Jersey showed that 68% of
deer had a home range of one mile or less, 27% ranged from 1 to 8 miles and only 5% of deer would
move over 10 miles [30]. From a collar tracking study, it was found that deer usually remain within
1 to 1.5 miles of permanent water, and the maximum distance from a permanent water source was
2.4 miles [31]. Based on the distance to the permanent water bodies, distances beyond 8 miles were
assigned a low score of 1, and distances within 1 mile were assigned a score of 5.
Human activities impact deer movement and habitat [27,31]. Deer reactions to human
disturbances (such as sighting and observing humans) vary from a short run to a movement of
2 to 3.5 miles away. The human hunting activities have an obvious impact on deer movements and
activities [31]. Therefore, the distance to the roads and urban areas is used to represent the potential
human sighting and hunting impact on deer habitat. Distances farther away from roads and urban
areas are considered more preferable to closer proximity. As a result, a suitability score of 5 would be
assigned to all distances beyond a 5-km (3.1 miles) (average one-hour walking distance by humans
(http://www.princeton.edu/~achaney/tmve/wiki100k/docs/Walking.html)) radius from roads and
urban areas. In contrast, distances within a 0- to 1-km radius from major roads were assigned a low
value score of 1. This is because closer proximity to roads and urban areas represents an increased
probability of mortality and human anthropogenic disturbance.
Landscape edges caused by human activities, such as farming, timber cutting, road and urban
construction, change the structure and the connectivity of vegetation patches, thus they can impact the
deer habitat. White-tailed deer usually prefer habitats with more than one vegetation type and move
between open canopy vegetation and forests [27,31]. Deer usually beneﬁt from the “edge effect”, since
their main diet, grass and shrubs, are on the edges of forested areas [32]. An open edge also allows
deer to move more easily. An area containing a diversity of plants is usually a better deer habitat than
ones with a single vegetation type [33]. The edge length and diversity of land cover were calculated
for each cell using a neighborhood of 1 mile (the home range for 68% of deer). The higher the diversity,
the better suitability value that is assigned.
After all variables are recoded into a suitability value, a ranking method was used to assign a
weighting scheme and to combine all variables together. With the rank comparison weighting, the
importance of each factor with regards to one another is considered [34]. The relative importance of
pairs of factors in two categories (deer needs and human disturbances) is assessed and ranked ﬁrst. It
is obvious that the food, shelter and water needs are much more important than human disturbances.
Based on the rank sum method, the weight assigned to the factors of food, shelter and water is 2/3,
and the factors of human disturbances take a total weight of 1/3. For human disturbance factors,
studies have suggested that deer prefer habitats with more edges with a diversity of vegetation [32], so
the edge/diversity variable was assigned a half weight of the total weight of the human disturbances.
The distance to roads and urban areas is related to human sighting/hunting, and each takes half of the
remaining weight for the human disturbance factors. For the factors in the category of basic needs of
the deer, the needs of food, shelter and water were treated as equally important, due to the challenge of
ranking them. For two variables under the shelter need, it is obvious that terrain slope is less important
compared with land cover [31]. Therefore, the land cover type takes 2/3 of the weight assigned to
shelter factors.
Since different weighting schemes would impact the ﬁnal results of the suitability analysis, two
other weight methods were also tested. One is equal weighting, in which all factors are ranked as
equally important. The other one is weight assessment through the expected value method. Instead of
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assigning a 2/3 weight to the factors of deer needs, a 0.75 weight was assigned. The ﬁnal weights for
the factors from three weighting schemes are listed in Table 1 below.
Table 1. Weightings assigned to each variable in three tested weighting schemes.
Variables

Equal Weights

Weights from Expected
Value Method

Weights from Rank
Sum Method

Vegetation (food)
Land cover (shelter)
Terrain slope (shelter)
Proximity to water
Distance to roads
Distance to urban areas
Diversity of land cover

1/7
1/7
1/7
1/7
1/7
1/7
1/7

1/4
3/16
1/16
1/4
1/16
1/16
1/8

2/9
2/27
1/27
2/9
1/12
1/12
1/6

The suitability values from three different weighting schemes are signiﬁcantly correlated. The
correlation coefﬁcient between the equal weights and the weighting from rank sum methods is 0.91,
while the correlation coefﬁcient between the results from weights obtained by the expected value
method and rank sum method is 0.96. Therefore, only the results from the rank sum method are used
in the following.
2.3.2. Deer Habitat Suitability and Deer Harvest Data Analysis
Once the deer habitat suitability map was developed, the results were compared with deer
harvest data to evaluate whether it is appropriate to use the suitability values from the habitat model
to represent the deer abundance for each WMU. By using the zonal statistics tool in ArcMap, a mean
suitability value for each of the 35 WMU within the study area was generated. The zonal statistic
tool calculates a statistic for each zone, based on the raster values from the habitat suitability map.
In this case, the statistic is the average suitability value, and the zones are the WMUs. WMU 55 was
eliminated from this analysis, as this WMU represents the Algonquin Provincial Park, an area where
hunting is not permitted in Ontario.
Since the number of deer harvested is dependent on the accessibility of hunters within each WMU,
the total deer harvest numbers for each WMU were adjusted based on road accessibility. In this study,
the total length of major roads was used as the measurement of hunter accessibility. For example,
WMU 65 (Ottawa region) had a projected deer harvest of 23,556 and a road length of 2862 km, while
WMU 69B had a harvest of 477 and a road length of 171 km. By adjusting the deer harvest data, any
biases associated with WMU size or the population of hunters would be eliminated. The correlation
between the mean suitability value and the accessibility-adjusted number of deer was analyzed.
2.3.3. Deer Habitat Suitability and Tick Data Analysis
In order to test whether the tick abundance is related to the white deer abundance, a correlation
analysis was expected to be conducted to analyze the relationship between the tick and the white-tailed
deer abundance. However, we do not have direct information on deer and tick abundance in Ontario.
Since the result from deer habitat modeling and adjusted deer harvest data suggests that there is a
strong positive correlation between our deer habitat suitability model and the deer harvest data, the
suitability values from the deer habitat model were used to predict the preferred location and potential
density of white-tailed deer. The zonal statistics tool in ArcMap was used to generate a mean habitat
suitability value for each dissemination area, the geographic level at which our ticks were analyzed
and compared with the number of tick acquisitions and ticks positive for B. burgdorferi.
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Figure 5. Distribution of Tick Acquisition by year from 2006 to 2012.

3. Results and Discussions
Figure 5 maps the distribution of the total tick number and the total numbers of positive tick
acquisitions each year. As shown in the time series maps, it is clear that there has been an increase from
2006 with an expansion of tick acquisitions and positive ticks carrying the B. burgdorferi bacterium
northwards from the U.S.-Canadian border. In 2006, the highest number of tick acquisitions for the
year at a DA was two, increasing to 44 per year by 2012. A very similar trend was also identiﬁed in the
number of positive tick acquisitions across the study area. The total number of tick acquisitions positive
for B. burgdorferi per year almost quadrupled between 2010 and 2011 (Figure 5). From these results, we
can infer that there has been an overall increase in the spatial distribution of the tick population in
eastern Ontario.
In 2010, a passive surveillance study on Lyme disease risk in Quebec suggested that the number
of ticks submited has increased each year from 2004 onward, with much of the increase submitted
from regions near the U.S. border [35,36]. This is consistent with our ﬁndings in that the increase in the
number of submitted ticks has occurred geographically coincident to the U.S.-Canadian border and
spreading northwards over time in eastern Ontario.
Figure 6 shows the results of the habitat suitability from the weighted scheme, while Table 2 lists
the results of the correlation coefﬁcient among deer habitat suitability, adjusted deer harvest data,
the number of tick submissions and ticks positive for B. burgdorferi. The deer habitat suitability map
suggested that locations associated with high suitability scores were focused towards the central and
northern regions of the study area. In contrast, the suitability map revealed that regions with low
suitability scores are situated towards the southern border of the study area, where human activity
and anthropogenic impacts are the highest.
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Figure 6. Map of habitat suitability analysis results from the rank sum weighting method.
Table 2. Correlation coefﬁcients between variables tested in this study.
management unit.
Variables
Mean habitat suitability and adjusted deer harvest for all WMUs
Mean habitat suitability and the number of positive ticks for all
DAs in the KFL&A and LGL Health Units
The number of tick acquisition and the number of positive ticks
for all Das in KFL&A and LGL Health Units

WMU, wildlife

Correlation Coefﬁcient *
0.645
0.609
0.892

* Pearson correlation coefﬁcient. All coefﬁcients are over the 0.05 signiﬁcance level.

Figure 7 suggests that there is a strong positive correlation between our deer habitat suitability
model and the deer harvest data, which conﬁrms that in the absence of deer density data, the deer
habitat suitability values can be used to represent the deer abundance.

Figure 7. Correlation between the mean habitat suitability value and adjusted number of deer harvested
in the WMU. The p-value is less than 0.05.

The positive correlation between the deer habitat suitability values and the positive tick number in
our study demonstrates that as the primary host of the black-legged tick, the habitat and environmental
conditions of the white-tailed deer may also impact the abundance of the tick. In many regions of
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eastern North America, research has been shown that white-tailed deer population density is positively
correlated with black-legged tick abundance [19]. The results from this study seem consistent with this
ﬁnding. As demonstrated by previous studies in the U.S., the high tick abundance usually corresponds
to the high human Lyme cases [37].
With the growth in human population over the last decade, urbanization may have impacted the
change of land use within the eastern Ontario region. It has been suggested that the transition
of wooded forested regions into residential neighbourhoods may lead to greater interactions
between humans and deer [35]. As deer lose their habitat to urban development, there may be
a higher risk for endemic ticks to come in contact with humans and transfer the pathogen to
newly-established neighbourhoods.
It is important to consider limitations and biases, as they play roles in the results of our study.
First, the tick acquisition locations collected incorporated only the areas that the general public is able
to access; we do not have data of endemic ticks located in isolated or inaccessible areas. For instance,
regions with limited access to humans, such as islands or highly elevated areas, may also be areas that
contain positive ticks. Due to the nature of this study, only ticks acquired by humans are included in
the analysis. Therefore, our ﬁndings may not provide an accurate representation of all locations with
endemic tick populations within eastern Ontario.
Our sources of data were derived from only two public health units. Any tick acquisitions
submitted to other public health units with ticks acquired within our study area were not included in
our analysis. In addition, our tick data do not include ticks that have fed on animals (e.g., dogs and
cats), which may contribute to a large proportion of positive ticks. Since our data do not incorporate
data on ticks submitted to local hospitals, physicians and veterinarian clinic, our results may not
provide a true representation of the severity and extent of the endemic tick population in eastern
Ontario. It should also be noticed that not all data used to extract different factors are in the same
period that tick data were collected. There is a time lag among the different data used in this study.
The tick data were collected between 2006 and 2012, while the deer harvest data were from 2008 to
2011. The time inconsistency may cause a bias in the result. However, considering the land use/cover
stability and slow population changes in the study area, the bias caused by time lag may be very small.
Our deer harvest data were analyzed using the WMU scale (the ﬁnest scale available from the
Ontario Ministry of Natural Resources). However, this may be considered a fairly coarse scale relative
to our tick data analysis, which was analyzed at the DA level. Since deer hunting is controlled by the
number of tags or permits issued to hunters in Ontario, the change in the number of deer harvested
over the years may not truly and accurately reﬂect deer population change. Rather, the number of
deer harvested at each WMU may be associated with the hunting and deer control objectives of the
Ministry of Natural Resources. For instance, if the objective of the government were to stabilize deer
populations at each WMU ever year, deer harvest numbers would not show a large ﬂuctuation or
variation, as a ﬁxed number of tags would be allocated per year. As a result, our deer harvest data may
not allow us to accurately estimate deer density within each WMU. Nevertheless, our deer harvest
data can be useful in providing some insight into relative deer population numbers.
Previous studies have shown that increasing temperatures as a result of climate change may be
one of the most signiﬁcant factors contributing to the northward dispersal of Lyme endemic areas in
the U.S. and Canada [19,37,38]. Researchers have suggested that climate impacts tick survival rates, the
densities of tick populations and the threshold number of immigrating ticks required to establish a new
population [20,21,38]. Beyond certain ranges of temperature, humidity and rainfall thresholds, ticks
will not be able to survive, as these conditions will kill the tick. With the warming of temperatures over
recent years, tick populations may spread from the U.S. into Ontario, where temperatures have been
historically lower. Optimal survival conditions may allow ticks to become more robust in migrating
greater distances in shorter time periods, while arid and hot temperatures may potentially hinder tick
activity. The temperature preferences of the deer populations may also play a role in the dispersal of
ticks. The role of climate change should be studied in more detail for this region in the future.

36

ISPRS Int. J. Geo-Inf. 2015, 4, 105–123

4. Conclusions
In this paper, the spatial relation between the black-legged Lyme tick and its primary host, the
white-tailed deer, in eastern Ontario was examined. By developing a habitat suitability model through
a Geographic Information System (GIS)-based multi-criteria decision making (MCDM) analysis, a deer
habitat suitability map was generated, and the results were compared with deer harvest data. Tick
submission data collected from two public health units between 2006 and 2012 were used to explore
the relationship between endemic ticks and deer habitat suitability in eastern Ontario. A northwards
expansion of ticks into eastern Ontario was observed.
While the dynamic relationship between the deer and the tick is not entirely clear, a deer habitat
suitability model may provide some insight into the spread and distribution of Lyme disease in eastern
Ontario. Since the deer is the primary host of the disease vector, a spatial analysis of the deer is crucial
to understanding the spatial movement of the tick and the disease. The results suggest that a positive
relationship exists between deer harvest data and deer habitat suitability. It was also found that the
high tick population corresponds with the high suitability. The results suggest that locations associated
with high suitability scores are focused towards the central and northern regions of the study area.
In contrast, the suitability map revealed that regions with low suitability scores are situated towards
the southern border of the study area, where human activity and anthropogenic impacts are highest.
Nevertheless, the results suggest that a positive relationship could exist between our deer suitability
map and endemic ticks in eastern Ontario.
These results are useful for developing management strategies that aim at preventing Lyme from
becoming a threat to public health in Canada. A stronger understanding of deer habitat in relation to the
distribution of black-legged ticks at a local scale can better equip health units with the prevention and
occurrence of Lyme disease infection in eastern Ontario. As demonstrated by previous studies in the
U.S., a high tick abundance usually corresponds to high human Lyme cases [33]. The potential to locate
high and low risk areas within neighbourhoods may allow public health professionals to proactively
formulate Lyme prevention methods, generate infectious disease awareness and develop strategies
aimed exclusively at their respective local communities. The higher-scale geographic information, such
as at the dissemination area level, provided for public health allows for greater precision in locating
endemic tick areas for residents. As a result, public health units now have the ability and conﬁdence to
provide residents with site-speciﬁc information of black-legged tick risk areas, such as particular parks
or neighbourhood areas where tick abundance had previously been noted. Since previous studies have
focused on analyzing Lyme disease at a provincial and national level, this study demonstrates the
ability for local public health units to formulate site-speciﬁc awareness and prevention strategies.
It should be noted that this study did not consider the impact of climate factors and forest
management on the deer habitat change and tick expansion. Further studies are required to investigate
how tick survival, behaviour and seasonal activity may change with past and projected climate change.
A strong understanding of deer population dynamics and habitat suitability is essential to realizing
the spatial trends and patterns of black-legged ticks and Lyme disease. The effect (or relationship) of
land use edges and landscape fragmentation of the deer habitats and changes in both deer and tick
populations should also be further studied in the future. As the number of endemic tick populations
continues to expand and colonize new regions in Ontario, Lyme will become an emergent challenge
for public health.
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Appendix A
Table A1. The recoding schemes and weights used for different layers in the MCDM analysis.
Layers (Weights)

Food sources (2/9)

Original Values

Recoding Values *

Water

1

Barren or sparsely vegetated
Build-up, wetland
Deciduous needleleaf forest
Deciduous broadleaf forest
Evergreen broadleaf forest
Evergreen needleleaf forest
Wood savannah
Crops, shrubs, grass, mixed
vegetation

2
3
4
5

Water
Settlement and developed land
Mine tailings, quarries, redrocks
Marshes, open wetlands
Treed wetlands
Agriculture
Agriculture/natural vegetation
Early successional forest
Successional forest
Sparse forest
Dense coniferous forest
Dense deciduous forest
Mixed forest

1

Terrain slope (1/27)

Water
13.41◦ –20.89◦
8.44◦ –13.41◦
5.02◦ –8.44◦
2.36 ◦ –5.02◦
0◦ –2.36◦

0
1
2
3
4
5

Proximity to water bodies (2/9)

>8 miles
2.4 to 8 miles
1.5 to 2.4 miles
1 to 1.5 miles
0–1 miles

1
2
3
4
5

Distance to roads (1/12)

0–0.8 miles
0.8 to 1.6 miles
1.6 to 2.4 miles
2.4 to 3.1 miles
>3.1 miles

1
2
3
4
5

Distance to urban areas (1/12)

0–0.8 miles
0.8 to 1.6 miles
1.6 to 2.4 miles
2.4 to 3.1 miles
3.1 miles

1
2
3
4
5

Diversity of land cover (1/6)

1
2
3
4
>5

1
2
3
4
5

Land cover shelter (2/27)

2

3

4

5

* all suitable values are recoded as 1 to 5, with 1 indicating not suitable at all and 5 as the most suitable.
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Abstract: Bangladesh is a malaria endemic country. There are 13 districts in the country bordering
India and Myanmar that are at risk of malaria. The majority of malaria morbidity and mortality
cases are in the Chittagong Hill Tracts, the mountainous southeastern region of Bangladesh. In recent
years, malaria burden has declined in the country. In this study, we reviewed and summarized
published data (through 2014) on the use of geospatial technologies on malaria epidemiology in
Bangladesh and outlined potential contributions of geospatial technologies for eliminating malaria
in the country. We completed a literature review using “malaria, Bangladesh” search terms and
found 218 articles published in peer-reviewed journals listed in PubMed. After a detailed review, 201
articles were excluded because they did not meet our inclusion criteria, 17 articles were selected for
ﬁnal evaluation. Published studies indicated geospatial technologies tools (Geographic Information
System, Global Positioning System, and Remote Sensing) were used to determine vector-breeding
sites, land cover classiﬁcation, accessibility to health facility, treatment seeking behaviors, and risk
mapping at the household, regional, and national levels in Bangladesh. To achieve the goal of malaria
elimination in Bangladesh, we concluded that further research using geospatial technologies should
be integrated into the country’s ongoing surveillance system to identify and better assess progress
towards malaria elimination.
Keywords: malaria; Bangladesh; GIS; GPS; remote sensing

1. Introduction
Malaria is a major public health problem in many developing countries, including Bangladesh.
In 2012, the ofﬁcial number of laboratory conﬁrmed malaria cases in the country was 29,522 with
11 conﬁrmed malaria deaths [1]. Thirteen million people are living in malaria risk areas in 13 of the
country’s 64 administrative districts [2]. The Bangladesh National Malaria Control Program (NMCP),
which is responsible for overseeing malaria control activities at the national level, has had some success
in controlling malaria with a reduction in prevalence of all malaria in the country by 65% (95% CI:
65-66) between 2008 and 2012 [1,3]. Between 2008 and 2012, the NMCP, through the support of the
Global Fund, implemented in the 13 endemic districts, malaria control programs, including test and
treat and the distribution of long lasting insecticide-treated nets (LLINs) [1]. During this timeframe, the
prevalence rate in these 13 endemic districts decreased from 6.2 cases per 1000 population in 2008 to 2.1
cases per 1000 population in 2012 [1]. This steep decline in malaria prevalence has been attributed to
the increase distribution of LLINs [1]. After successful implementation of its malaria control program
ISPRS Int. J. Geo-Inf. 2015, 4, 47–58; doi:10.3390/ijgi4010047 41
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in certain regions of the country, Bangladesh has started to eliminate malaria in eight of the 13 malaria
endemic districts (Figure 1).
Bangladesh’s malaria control activities have been integrated into the government’s general health
services system; however, this system relies mostly on passive case detection in health facilities
and with community health workers at the community level. This delivery system still faces many
challenges, including inadequate accessibility to proper treatment; lack of trained health workers; and
marginalized, at-risk populations with limited education [4]. In addition, there are a limited number of
health facilities in the country that are equipped to manage severe malaria cases. The country’s overall
surveillance and vector control programs have been insufﬁcient to eliminate malaria from these at-risk
populations particularly in the endemic regions of the country.
Geospatial technology, which has been used successfully in other malaria control programs in
developing countries, includes Geographic Information System (GIS), Global Positioning System
(GPS), and remote sensing (RS) [5]. GIS is deﬁned as an organized collection of computer hardware
and software, and geographic data to efﬁciently capture, store, update, manipulate, analyze, and
display all forms of geographically referenced information [5]. With GIS it is possible to analyze
differences in multiple spatial data layers related to the geographic position of a phenomenon, its
attributes, and spatial relationships and to create new spatial information not available by studying
the data layers separately. GPS provides users with navigation, position and timing services captured
through satellite transmission [6]. Used in conjunction with GIS, this technology provides real-time
data collection with accurate position information that can be used to analyze geospatial information.
RS, an earth-observing instrument on satellite platforms, provides information on landscape features
and climatic factors, and can be used to associate these factors with the risk of vector-borne diseases.
Geospatial technologies have been used extensively in malaria risk mapping and malaria control
throughout the world [7]. Providing accurate malaria risk maps can effectively guide the allocation of
malaria resources and interventions in developing countries [8].
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Figure 1. Malaria prevalence in Bangladesh in 2008, and progress in malaria control from 2009 to 2012
*. * For 2009–2012, red areas show the regions with the largest decreases in malaria prevalence. (Z-score:
A statistically positive Z-score indicates high rates and a negative Z-score indicates of low rates).

Geospatial technology has been previously implemented in Bangladesh to develop risk mapping
in parts of the country. In this study, we investigated the recent progress of malaria mapping in
Bangladesh with GIS, GPS, and RS, and identiﬁed potential future applications and contributions of
geospatial technologies to eliminate malaria in the country.
2. Materials and Methods
2.1. Study Area
Approximately 98% of all malaria morbidity and mortality cases reported in Bangladesh are
located in 13 malaria endemic districts along the India and Myanmar borders. These districts are
situated in densely forested, hilly areas with an average altitude of 500 meters above sea level.
Eight of the districts, which are considered hyperendemic, are located in the country’s northern
region. The three districts with the highest malaria prevalence rates are Bandarban, Khagrachari, and
Rangamati districts, located in the southwestern area of the country, in the Chittagong Hill Tracts
(CHT) region, home to 1.3 million people [1–3]. CHT topographically encompasses hilly forests, lakes,
rivers, canals, and waterfalls that provide an excellent breeding ground for Anopheline species, the
vector responsible for carrying malaria parasites. Of the 35 Anopheline species found in the country, at
least 26 were reported to be present in the CHT region in recent times. More than 10 of these vectors
have been implicated, through laboratory testing, with the malaria parasite [9]. Historically, Anopheles
minimus and An. Baimaii [10] were the most abundant and efﬁcient vectors in the area. Due to habitat
destruction (deforestation) for the expansion of human settlements and the introduction of irrigation
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systems among the farmlands, these two species have declined in abundance and have been replaced
by a number of plain land vector species (Anopheles philippinensis, An. vagus, An. anularis, An. aconitus,
An. sundaicus) [11,12].
2.2. Data Search
We researched the PubMed database for studies on the use of geospatial technology to study
malaria in Bangladesh through to June 2014 (Box 1). The following search terms were used: “Malaria,
Bangladesh”. The results in PubMed showed there were 218 journal articles listed; however, only 17 of
218 articles included GIS, GPS, and RS in their studies on malaria epidemiology and risk mapping
in Bangladesh (Table 1). Five studies included all 13 endemic districts of the country while other
studies focused speciﬁcally on the districts with the highest malaria endemic rates with ﬁve studies in
Bandarban, six in Rangamati, and two in the Khagrachari district.
Box 1

Box 1. Literature search for data on the use of geospatial technology to study malaria in Bangladesh.
•
•
•
•
•
•

Period searched: through to June 2014
Source: PubMed databases
Search terms: (“Bangladesh”) AND (“malaria”)
Articles found: 218
Inclusion criterion: Referral to any article using GIS/RS/GPS to study malaria in Bangladesh
Articles retained for evaluation after detailed review: 17 [1,2,4,8,13–25]
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Ref. #

[1]

[2]

[4]

[8]

[13]

[14]

[15]

[16]

[17]

[18]

[19]
[20]

[21]

[22]

[23]

[24]

[25]

Study Area

13 districts

13 districts

Rangamati

13 districts

Khagrachari

Khagrachari

Rangamati

Rangamati

Rangamati

Bandarban
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All Bangladesh
Bandarban

Bandarban

Rangamati

13 districts

Bandarban

Bandarban

2009–2012

2010–2013

2007

2009

2009–2010

1992–2001
1992–2004

2010–2012

2009

2009–2010

2009

2007

2007

2007

2009

2007

2008–2012

Study Year

√
√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√

√
√

√

√

√

√

√

Geospatial Application
GIS
GPS
RS
√
Findings of the Study
Malaria mapping of Bangladesh from 2008 to 2012 showing a decrease in the country’s
prevalence rates (65%).
Findings reported statistically signiﬁcant positive associations between the incidence of
reported P. vivax and P. falciparum cases and rainfall and maximum temperature.
Housing materials, household densities, education levels, and proximity to the regional
urban center, were found to be effective predictors of treatment-seeking preferences
for malaria.
Bayesian modeling found statistically signiﬁcant correlation between malaria prevalence
and rainfall, temperature, and elevation as major factors inﬂuencing
spatiotemporal patterns.
Risk mapping used to predict areas of high and low malaria prevalence based on risk
factors that included age and location of fragmented forests.
Proximity (3 km) to water proved signiﬁcant as a risk factor for malaria.
Hot-spot clustering of cases with statistically signiﬁcant risk factors between malaria
positivity and ethnicity, forest cover, altitude, treatment preference, ﬂoor construction,
and household density.
Identiﬁed malaria hotspots and with risk factors of low bed net ratio, home construction
material, and high density of homes.
Mapping of treatment seeking behaviors showed place of preference for malaria
treatment were government health facilities if it was located 2 km from government
health facilities preferred drug vendors.
Risk factors for malaria were higher among jhum cultivators than non-cultivators living
in the same household.
VCI and TCI were strong predictors of malaria risk in Bangladesh.
Estimated epidemic risks can be achieved using VHI and high summer TCI.
Mapping of symptomatic & asymptomatic cases with high clustering within CHT; 80%
of cases occurred during the rainy season.
Age, ethnicity, proximity to forest, household density, and elevation were signiﬁcant risk
factors for malaria with 44.12% households living in areas with ≥10% prevalence rates.
Malaria risk mapping of CHT with unequal distribution of prevalence rates -Khagrachari
(15.25%), Bandarban (10.97%), and Rangamati (7.42%).
Higher risk of P. falciparum infection in pregnant women than other adults with
asymptomatic infections.
Cases were geographically limited to hotspots with 80% infections occurring in one third
of the population; incidence rates were highly seasonal with 85.8% of cases during rainy
season (May–October).

VCI: Vegetation Condition Indices; TCI: Temperature Condition Index

4782

1753

9750

1400

20,563

-

24,074

5322

1634

1400

750

750

9750

5322

-

-

Sample Size

Table 1. Malaria risk mapping studies in Bangladesh, 1992–2012.
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3. Results and Discussion
3.1. Results
Through June 2014, there were 17 published studies that have used geospatial technologies (GIS,
GPS and/or RS) to understand and predict malaria risks [1,2,8,13–21], develop malaria risk maps, [21,22]
and provide findings for targeted interventions strategies in Bangladesh. To supply feedback to the
NMCP, national malaria risk maps were produced [2,23]. Long-term average monthly rainfalls and
minimum/maximum temperatures ranges were interpolated, and elevation and vegetation coverage
data were obtained using satellite imagery. GIS was also employed to develop maps of posterior
distributions of predicted prevalence [13]. In one study, environmental variables were extracted from RS
data to predict malaria risk at the national level [8]. Since 2008, the NMCP has confirmed a reduction of
malaria in all endemic districts including CHT, which reported prevalence rate above 10%, the highest
in the country [1,23].
There were four published studies based in CHT that used satellite images for land cover
classiﬁcation, risk mapping, and GIS mapping to investigate spatial relationships between malaria
and risk factors. In addition, GIS and GPS were used to understand malaria incidence and prevalence
rates with both active and passive surveillance at the individual and household levels. In another
study, in the Bandarban District, a cohort framework of over 4000 households was established and
mapped for a longitudinal study [21]. Four studies prepared risk maps in the same district focusing
on pregnant women and jhum cultivators—subsistent farmers that use slash and burn methods of
farming [18,24]. There were six malaria risk mapping studies conducted in Rajasthali, a sub-district of
Rangamati district, which in 2007 had the highest (36%) malaria prevalence rates in the country [23].
All households (n = 5322) studied in this sub-district were mapped using GPS and a household census
was conducted collecting socio-demographic information, linking this data to geocoded household
locations [4]. In addition, all health facilities and providers were mapped including the locations
of community health workers, satellite clinics, hospitals, and drug stores [4]. Spatial models were
explored in these different studies using ArcGIS, SaTScan, SAGA, and WinBugs mapping software.
SAGA was used to extract topographical wetness (a measure of the extent of ﬂow accumulation at the
given point of the topographic surface) and elevation for all households surveyed in the Rangamati
district. Satellite images using Advanced Spaceborne Thermal Emission and Reﬂection Radiometer
digital elevation models was used to create water ﬂow direction, accumulation, watershed, stream
network, and stream link layers. Using cross-sectional and longitudinal data from these studies, spatial
modeling of treatment seeking behaviors [17] and risk maps [8,13,16] were established and used to
determine the progress and challenges to the NMCP.
3.2. Discussion
Geospatial technologies have been used for malaria risk mapping in Bangladesh since 2006 with
the updating of these maps in 2008 and 2012 by the NMCP in collaboration with other research
institutions [1,23]. Bangladesh has also developed spatial models for treatment seeking behavior,
hydrological and prediction analysis using geostatistical modeling. Findings have conﬁrmed that
Bangladesh is closer to malaria elimination than ever before. The implementation of risk mapping with
the NMCP, focusing particularly on targeted interventions in high risk areas in CHT, could provide
decision makers crucial information for their elimination strategies [16].
While GIS, GPS and RS have all shown to be beneﬁcial in providing data for malaria elimination
strategies in both Bangladesh and other developing countries, improvements are still needed in
the data collection process and dissemination of ﬁndings from the different malaria studies. Using
household surveys, malaria hot-spots (the clustering of high malaria incidence cases) data, and more
readily available spatial malaria databases along with a better understanding by decision makers on
the usages and capabilities of these spatial analytical methods, can lead to more successful malaria
elimination strategies [26]. The use of GIS and GPS systems connected to mobile phones [27] can
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also aid in malaria case detection and delivery of health services particularly in remote areas of CHT
where tracking and analyzing malaria prevalence data can often be difﬁcult [28]. With changing
malaria epidemiology and reduced burden of malaria throughout the country, Bangladesh needs to
focus on CHT region elimination strategies to address malaria hot-spots efﬁciently and effectively as
well as reduce malaria importation, insecticide resistance, drug resistance [29], and the mapping of
asymptomatic carrier [24]. Geospatial technology can provide the necessary data to assist in these
elimination strategies.
Bangladesh NMCP has an extensive network of community health workers in all endemic districts
but travel is often challenging in certain areas because of the difﬁcult terrain and dense forest cover
with few roads and limited waterways, which is often the only way to travel in these remote regions
during the wet season. Thus, people living in these isolated areas are often deprived of many essential
health services including proper malaria prevention and treatment methods. Careful planning using
geospatial technologies to locate hot-spots particularly in the endemic districts of Bangladesh will be
crucial in achieving malaria elimination goals in a cost effective way by focusing resourcing in areas
with high prevalence rates (Table 2).
Table 2. Recommended Geospatial Technologies to use toward Malaria Elimination in Bangladesh.
Geospatial Technology

Recommended Applications
Create malaria risk map at the lowest administrative
level and update malaria maps each month.
Locate hospitals, health facilities, clinics, and
households to create malaria information systems for
improved mapping of risk areas.
Target interventions using surveillance data, satellite
imagery, and mobile phone call records to improve
coordination of services.
Analyze malaria cases in each month, detect
spatio-temporal clustering, and locate hotspots.
Detect spatial auto-correlation, prediction, and
modeling for cost effective interventions.
Prepare malaria vector distribution maps, ecological
suitability, predict vector distribution maps to locate
vector-breeding areas and determine the indoor
residual spraying strategies.
Interpolate, predict, and develop models using
multiple malaria risk factors.
Create hierarchical models, hierarchical linear
regression models, and mixed linear regressions to
predict current and future malaria risk scenarios.

GIS
GPS

Mobile Telecommunication Systems
Spatiotemporal Cluster Detection
Geostatistics

Ecological Niche Models

Bayesian methods
Spatially Explicit Mathematical Models

With the abundance of malaria vector breeding sites in the CHT region of the country, RS can
be used to look at vector’s oviposition site/breeding ground and thereby predict their abundance.
There has been a proliferation of some vector species in this region with an increase in standing water,
particularly during the rainy seasons, from deforestation for agricultural purposes, providing more
breeding sites for the mosquitos [30]. It has been noted that during the dry and malaria off-seasons,
cases were found clustered around natural streams and canals in the CHT region [25]. Locating land
use patterns across the vector breeding sites and using remotely sensed climatic environmental factors,
particularly temperature, humidity, and rainfall as they correlate to malaria outbreaks, could provide
useful information on the planning of vector control in this region. This same approach was applied in
Indonesia and revealed malaria vector abundance in certain areas where malaria control programs
were then implemented with much success [31]. The topographic variable can also be remotely-sensed
to predict malaria vector’s breeding site in malaria endemic areas [32].
It should be noted that Bangladesh performed much better in malaria mapping of its endemic
areas compared to its neighboring malaria endemic countries, India and Myanmar. Countries engage in
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malaria control [33–36] and elimination [37] may learn from Bangladeshi experiences. Spatial analytical
studies have shown a higher incidence of malaria in areas adjacent to these international borders [26].
To sustain recent gains in malaria elimination, the Bangladesh NMCP should look at cross-border
movement between Bangladesh and India and Myanmar. The mapping of malaria prevalence as
well as surveying for household movement along the borders can also be used to identify hotspots in
these areas.
Based on the ﬁndings of these studies, the following are recommendations for the NMCP to
implement to further the malaria elimination program in Bangladesh: identify high-risk malaria
zones to determine spatial distribution; combine surveillance with GIS and weather pattern database
to determine geographic and climate risks [21]; conduct further studies to understand malaria
transmission among impacted populations during high transmission season; develop strategies to
interrupt transmission in low transmission settings [18]; use mass screening in stable hot-spot areas to
identify asymptomatic reservoirs and provide treatment to reduce the malaria burden [16]; promote
malaria test and treatment services particularly among vulnerable populations, such as children under
ﬁve years and jhum cultivators [18]; monitor asymptomatic malaria particularly among pregnant
women living in low-intensity malaria transmission areas [24]; target interventions at ﬁne spatial scales
for malaria control programs; improve equity of access to interventions [15]; improve collaboration
between researchers using geostatistical techniques and malaria control managers; target high malaria
transmission areas [8] to provide more GPS, GIS, and RS strategies to characterize spatial heterogeneity
with malaria risk at a ﬁne scale and identify high risk areas that have not been studied [19]; and lastly
focus on interventions to be targeted and timed according to risk proﬁles of endemic areas [38].
4. Conclusions
Bangladesh has made signiﬁcant advancements in malaria reduction and has successfully used
geospatial technologies at various levels for risk mapping and targeted interventions in the 13 malaria
endemic districts. However, with the continued reduction in malaria burden along with the country’s
goal of elimination, this technology should be prioritized by the NMCP in their elimination strategy.
More effort should be made by the NMCP to incorporate these strategies with improved surveillance
systems, particularly in the remote areas of the CHT region, to detect and address malaria hotspots.
Incorporating malaria ecology with spatial data along with malaria incidence maps, land usage maps,
and population distributions can be helpful for decision makers to establish elimination strategies in
these malaria endemic areas. Rapid advances in technology and analytical methods have allowed the
development of spatial decision support systems, which can improve the elimination programs by
enabling more accurate and timely resource allocation in high-risk areas. Geospatial technologies can
play an important role in identifying inequities in health services in endemic areas of the country. GIS,
GPS and RS are proven powerful tools that can provide important data and should be integrated with
active and passive surveillance systems to achieve malaria elimination in Bangladesh.
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Abstract: Expanding traditional time geography, this study examines personal exposure to air
pollution and personal pollutant intake, and deﬁnes personal health danger zones by accounting for
individual level space-time behavior. A 3D personal air pollution and health risk map is constructed to
visualize individual space-time path, personal Air Quality Indexes (AQIs), and personal health danger
zones. Personal air pollution exposure level and its variation through space and time is measured
by a portable air pollutant sensor coupled with a portable GPS unit. Personal pollutant intake is
estimated by accounting for air pollutant concentration in immediate surroundings, individual’s
biophysical characteristics, and individual’s space-time activities. Personal air pollution danger
zones are deﬁned by comparing personal pollutant intake with air quality standard; these zones are
particular space-time-activity segments along an individual’s space-time path. Being able to identify
personal air pollution danger zones can help plan for proper actions aiming at controlling health
impacts from air pollution. As a case study, this paper reports on an examination and visualization of
an individual’s two-day ozone exposure, intake and danger zones in Houston, Texas.
Keywords: air pollution exposure; air pollutant intake; space-time path; time geography; personal
health danger zone

1. Introduction
Air pollution refers to the contamination of the atmosphere that may lead to adverse health effects
to human beings, animals, plants, and environments [1]. The U.S. Environmental Protection Agency
(EPA) has set National Ambient Air Quality Standards (NAAQS) for six common air pollutants (i.e.,
criteria pollutants), including particulate matter (PM), ground-level ozone (O3 ), carbon monoxide (CO),
sulfur oxide (SOx ), nitrogen oxide (NOx ), and lead. If the levels of one or more pollutants are higher
than the EPA standards, the air quality is considered bad and may cause severe health effects. PM and
ground-level O3 are the most widespread health threats to human beings. High air pollution exposure
can cause an increase in morbidity and mortality rates; recent evidences revealed that accumulated
exposure to low air pollution can also produce severe health effects, including death, disability, and
illness [2].
This study focuses on examining the spatial-temporal dynamic patterns of personal air pollution
exposure and intake by using an extended time geography approach and 3D geovisualization. This
paper is developed to address three inter-mingled questions—What is the air pollution level in the
ambient air? What is an individual’s exposure to polluted air when personal spatiotemporal trajectory
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and activities are considered? And what are an individual’s personal health danger zones due to
air pollution?
1.1. AQI for Ambient Air Quality and Individual Health Impact
Air quality index (AQI) indicates the degree of air pollution and the potential health effects from
air pollution. It is a tool designed to help the public understand the local air quality and the adverse
health effects of ambient air [3]. AQI is reported as a positive number, and its standard varies across
different nations. The U.S. EPA calculates AQI based the concentration of major air pollutants, i.e.,
ground-level O3 , PM2.5 , PM10 , carbon monoxide (CO), nitrogen dioxide (NO2 ), and nitrogen oxide
(NOx ) [4]. AQI is reported following a six-color scheme from green to maroon, corresponding to good
air quality to hazardous air quality, respectively (Table 1) [5].
Table 1. The U.S. AQI standard (Source: EPA 2009).
AQI
0–50

Health Concern
Good

Color
Green

51–100

Moderate

Yellow

101–150

Unhealthy for sensitive
groups (USG)

Orange

151–200

Unhealthy

Red

201–300

Very Unhealthy

Purple

301–500

Hazardous

Maroon

Explanation
Clean air, no health risk
Light air pollution, little
health risk
Only sensitive groups
are affected
Unhealthy air for
everyone
Serious health effects for
everyone
Severe adverse health
effects, even death

Air pollutants concentrations are measured at many locations, local and nation-wide. Separate
AQI is calculated for each pollutant using the standard EPA formula below:
I=

Ih − Il
(C − Bl ) + Il
Bh − Bl

(1)

where I is the AQI value for a pollutant of concern, C is the air pollutant concentration, Bh is the
high break point (≥C) for the concentration of the pollutant, Bl is the low break point (≤C) for the
concentration of the same pollutant, Ih is the high AQI limit corresponding to Bh , Il is the low AQI limit
corresponding to Bl . Note that, given an air pollutant, EPA has deﬁned the threshold concentration
values of Bh , Bl , and the corresponding AQI values of Ih and Il to reﬂect the health impacts of the
pollutant [5]. The highest AQI value during a day is recorded as the AQI of that day. The hourly
reports for local and national AQI (such as PM2.5 , O3 , and PM2.5 -O3 combined) are updated and
published through multiple channels [6,7].
AQI maps show air quality across a mapping area by using the AQI six-color scheme (as Table 1).
These maps are usually used for AQI reporting and forecasting. For example, a public web site—WWW.
AIRNOW.GOV—provides near real-time hourly AQI maps for the U.S. and AQI readings for major
U.S. cities. Figure 1 shows one such map.
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Figure 1. A U.S. national PM2.5 -O3 combined AQI map (Source: AIRNow 2011).

AQI maps provide a good visualization of air quality and its variation across the mapping area.
However, it is very limited for assessing air quality and its adverse health effects for individual human
beings. The limitation is related to both the spatial and the temporal resolution of the AQI values. First,
most AQI maps show AQIs on a city, township, or county level. To derive directly from these maps
the health implication for individuals is subject to ecological fallacy. As Kwan [8] pointed out, there
is a clear rising need for the assessment of health effects to gear away from deriving environmental
effects on the individual level from an aggregated neighborhood level and to move towards assessing
the health effects on a personal level. There has emerged in the past few years a number of studies
and research projects that piloted the exploration of assessing individual level health effects of air
pollution, although most of them are limited in both space and time scales partially due to the technical
challenges related to sensors and data collection [9]. Second, AQI maps are 2D maps that reﬂect the
spatial variation of air quality and its health effects at one speciﬁc time point or as an average over a
period of time. However, air quality and its health effects are present continuously through time. The
traditional AQI values and maps lack the capability to assist continuous assessment of air quality and
health effects.
The traditional AQI is further limited for personal level health effects assessment due to
its negligence of the individual characteristics, including individual’s activities and biophysical
characteristics. The health implication of air pollution is as much an individual level impact as
it is for the general population. While an elevated concentration of a certain pollutant may impact
human beings’ health condition in a similar way, the adverse health effect on an individual is more a
function of the type and patterns of the activities an individual conducts and his/her physical and
biological characteristics. Therefore, as dynamic as the spatiotemporal patterns of air pollution and
thus AQI value, individuals can beneﬁt greatly from an individualized health effects assessment that
speciﬁcally reﬂects the patterns and sequences of individual level space-time trajectory and activities.
1.2. Personal Exposure to and Intake of Polluted Air
Human exposure to air pollution occurs when contacting with air contaminants in a place and at a
time [10,11]. Personal exposure can be measured either directly (e.g., personal sampling and biological
marker measurement) or indirectly (e.g., ambient measurement/modeling and survey) [12]. Among
the different measurement methods, personal sampling has a high accuracy. It is often used to collect
data on air pollutant concentration in an individual’s immediate surroundings, personal exposure
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frequency, and exposure duration. Personal exposure to air pollution is an accumulated process that is
related to not only air pollutant concentration but also the periods of time and sequence of locations
of exposure.
Personal air pollutant intake directly contributes to the health effects at individual level. It is
related to a series of environment-human interaction processes, including human contacting with
the air pollutants, the concentration of the pollutants over space and time, and the absorption of the
pollutants by human body. Among the different absorption ways, inhalation is the major means for
air pollutants to enter human body [13]. Inhalation rate varies across individuals; it changes for the
same individual across different situations. Besides, health effects of air pollution are related to both
air pollutant exposure and individual level biophysical characteristics [14]. Table 2 was adapted from
Holmes [15]; it reports on the air inhalation rate when the different types of physical activities and
the different population groups are considered. Equation 2 explains how air pollutant intake can be
estimated by considering pollutant concentration, individual inhalation rate, and individual exposure
time and place:
AI p =

 l2  t2
t1

l1

C (t, l ) R(t, l ) dt dl

(2)

where AIp indicates personal air pollutant intake (inhalation dose), C(t,l) is air pollutant concentration at
time t and location l, R(t,l) is the real-time inhalation rate, dt is the time span (t1 to t2 ) of exposure, and
dl is the location unit that collectively make the whole spatial trajectory (l1 , l2 ).
Table 2. Individual average air intake volume per minute (adapted from Holmes 1994 [15]).
Group
Children
Adult
females
Adult
males

Staying/Sleeping/In Car

Walking

Running/Cycling

Playing/Light Physical Labor

Speed

Air Volume

Speed

Air Volume

Speed

Air Volume

Speed

24

5–10

1–5

12.5–17.5

5–24

30–35

<2

Air Volume
15–20

24

5–10

1–5

17.5–22.5

5–24

45-50

<2

15–20

24

7.5–12.5

1–7

25–35

7–24

55–60

<2

20–30

Unit: Speed (km/h), Air volume (liter)

2. Time Geography and Individual Space-Time Behavior Analysis
Individual space-time behavior refers to an individual’s movements and activities through time
and across space. There are several aspects for describing individual space-time behavior, such as
travel type, space-time trajectory, stops, duration, speed, and sequence [16]. Two groups of quantitative
methods are commonly employed for individual space-time behavior analysis. One group takes a
holistic view to analyze the trajectories or activity types, such as the approach by location sequence
alignment [17]. The other group focuses on a certain aspect of individual behavior, such as the travel
distance from major employment centers [18]. As pointed out in literature [16], many quantitative
analyses of individual space-time behavior are limited because they rely on a series of isolated events
to describe continuous space-time behavior. In other words, discrete spatial variables (e.g., dividing
space into several homogeneous zones) and temporal variables (e.g., using hourly average activity
instead of real-time activity) are used, and these discrete variables may lead to errors and are subject to
issues such as the Modiﬁable Areal Unit Problem (MAUP) [8]. Therefore, most studies failed to reﬂect
the full picture of individual space-time behavior (and the environment effects of these behavior) due
to the limitation of the spatial and temporal analysis scheme.
Swedish geographer Torsten Hägerstrand developed the conceptual framework of time geography
in the late 1960s. According to Hägerstrand [19], individual space-time behavior is always limited
by a series of constraints of space and time, including authority constraints, capability constraints,
and coupling constraints. Under these constraints, an individual travels through a 3D space-time
cube, i.e., a two-dimensional space and a one-dimensional time. The 3D travel trajectory in this cube is
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called a space-time path (Figure 2). Space-time prism [19] was developed to deﬁne an individual’s
travel possibility across space and through time. The concept of space-time prism was introduced
into Geographic Information System (GIS) by Miller [20] more than two decades later to examine the
spatiotemporal accessibility of individuals.
According to time geography, spatiotemporal events are presented through three
components—theme, location, and time; these components are measured, controlled, and ﬁxed
respectively, to form different combinations [21]. For example, in a regional air pollution map, location
is ﬁxed, time is controlled, and theme (i.e., pollution) is measured. However, due to the limitation in
information and visualization technologies as well as that in computation power, Hägerstrand’s time
geography has been mostly a framework for a long time. Individual space-time behavior has been
studied at relatively coarse spatial scales and discrete time slices until recently. The visualization has
been mostly 2D-maps showing distribution across space at selected time points.

Figure 2. A space-time path in a time geography space-time cube.

With the development in GIS and visualization technologies in the 21st century, important
progresses were made to proﬁle individual space-time behavior using GIS-based 3D modeling and
visualization. For example, Kwan [22] explored the activity-travel behavior of more than 10,000
individuals in Portland, Oregon. The space-time behaviors of these individuals were mapped using a
GIS-based 3D geovisualization where individual space-time paths was integrated with the base map.
Shaw and Yu [23] believe that individual’s daily activity and travel behavior are highly inﬂuenced by
modern Information and Communication Technologies (ICT), and therefore the virtual space makes
a signiﬁcant component for an individual’s living space. They developed individual space-time
path maps that integrate individual’s virtual activities (such as teleconference and mobile phone
calls) with his/her physical activities (such as working, commuting trips, and meeting). Chen et
al. [24] developed an ArcGIS space-time extension—Activity Pattern Analyst (APA) to visualize and
analyze individual space-time behavior aiming at exploring the hidden aggregate patterns in large
spatiotemporal datasets.
In the last ten years or so, development in hand-held Global Position System (GPS) and that in ICT
(especially mobile and wireless communication technologies) have greatly enhanced the advancement
in pervasive location acquisition [25]. This made the data collection for individual level space-time
trajectory more practical and beneﬁted the space-time analysis of individual behavior. Hägerstrand’s
space-time cube was implemented by recent studies for both visualization (e.g., [26]) and analysis
55

ISPRS Int. J. Geo-Inf. 2015, 4, 32–46

(e.g., [27,28]) of individual’s space-time trajectories. Rossmo et al. [29] analyzed the travel patterns of 19
parolees and mapped their 3D space-time paths using GeoTime software; their individual space-time
trajectory data were collected by portable GPS units. However, these studies examined individual-level
space-time behavior by focusing mostly on an individual’s space-time trajectory while considering
away the dynamics of individual-environment interaction and environmental exposure. A trajectory is
described as a collection of tri-tuples, I (xi , yi , ti ). The environment impacts along the trajectory are
either overlooked or treated as constant. This approach is limited for modeling the dynamic nature
of the interaction between an individual and the environment, which is critical for understanding
individual-level environment exposure and the related health effects. The dynamics of an individual’s
exposure to air pollution as one moves along a spatiotemporal trajectory must be properly accounted
for in order to accurately assess the health effects of air pollution on an individual.
There is a lack in literature to connect an individual’s spatiotemporal trajectory (i.e., space-time
path in Hägerstrand’s space-time cube) with the changing nature of his/her environment exposure in
general and air pollution exposure in particular. To the authors’ knowledge, the only study that has
explicitly developed the traditional time geography space-time cube to include a description of the
environment dynamics was Fang and Lu [30]. Hägerstrand’s space-time cube was extended to an air
pollution cube of space-time in this study where the base 2D map shows the air pollution concentration
and variation across space and the third-dimension shows the progress of time along which the spatial
distribution of air pollution concentration changes. Following Fang and Lu [30], we propose that an
individual’s interaction with environment along a particular space-time path through a space-time
cube can be modeled as a collection of qua-tuples, I (xi , yi , ti , Ei ), where Ei represents the environmental
exposure of an individual at i, a particular space-time position. For air pollution and personal health
effect study, Ei is deﬁned collectively by the air pollutant concentration, personal pollutant intake,
and personal physical activity and biophysical characteristics. The dynamics of Ei determines the
continuous change of the health effects of air pollution for a person given his/her space-time behavior
in the study area and during the study period.
The study reported below seeks to expand the traditional space-time path in time geography
to account for the dynamics of environment exposure of an individual through space and time.
Using data from portable GPS and air pollution sensors, this study presents an approach to measure
individual-level air pollution exposure by considering an individual’s space-time behavior. The study
further seeks to assess individual-level health effects by deﬁning individual-level air pollution danger
zones to reﬂect the violation of EPA’s air quality standards.
3. An Experiment in Houston
On 27 and 28 December 2010, an adult male volunteer traveled in Houston, Texas and collected
two essential data sets and some supplementary data. The ﬁrst data set was real-time air pollution
level data, particularly ozone (O3 ) concentration level. A BW GasAlert Extreme single gas detector
(O3 ) with 10 ppb increments was used as the air pollutant sampler. This sampler was carried by the
data collector to record pollutant concentration data at his immediate surroundings. The second data
set was individual space-time trajectory data. A Garmin eTrex Vista H handheld GPS navigator was
used to record travel data (i.e., travel trajectories, travel speeds, and stops). Both instruments were set
to collect data at a 10-s interval. The volunteer also maintained a travel diary describing the location
and nature of activities during the data collection period.
The volunteer’s space-time travel data was processed using ArcScene in ArcGIS software package.
Figure 3 is an ArcScene generated 3D map showing the individual’s space-time path as laid on top of
a Houston base map. The vertical dimension (z) represents the two-day travel time; the horizontal
dimensions (x, y) represent the space of Houston, Texas. The real-time O3 concentration data for
the individual’s immediate surroundings was downloaded from the portable sensors. The real-time
AQI values along the individual’s space-time path were calculated following Equation (1). The
real-time personal O3 intake rates were computed using Equation (2) by considering the real-time
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ambient O3 concentration data, individual physical activities (as recorded in travel diary), and physical
activity-related air intake rate (as listed in Table 1). When the real-time personal O3 intake volume
during a unit time was higher than EPA air quality standards, the person was determined to be in an
air pollution danger zone.

Figure 3. The space-time path of the volunteer in Houston, Texas on 27 and 28 December 2010.

The recorded O3 concentration values ranged from 20 ppb to 80 ppb on 27 and 28 December
2010. During the afternoon of 27 December, the measured O3 concentration values varied a lot. By
connecting to the GPS data and the travel diary, it was found that O3 concentration was mostly at
medium level when the volunteer traveled on major roads (e.g., Interstate Highway 10, Interstate
Highway 45, and W Sam Houston Parkway S); O3 concentration was low when the volunteer traveled
on minor roads or stayed indoors (e.g., shopping and rest). This indicates that O3 concentration level
is closely related to trafﬁc emissions in urban Houston. During the night of 27 December and the
morning of 28 December, the O3 concentration level remained low and stable. The volunteer stayed
inside mostly during this time period except for a 40-min outdoor morning exercise, which included
jogging and walking. When the volunteer traveled through the city of Houston along highways during
midday on 28 December, the O3 concentration was recorded as being relatively high. It was low in the
afternoon of 28 December, during which time the volunteer traveled short distances while conducting
a variety of activities, including staying, walking, and running.
Using the recorded O3 concentration data, real-time AQI values were calculated for the volunteer
throughout the study period. Following the U.S. AQI standard (see Table 1), different colors are used
to visualize the volunteer’s real-time personal AQIs. In Figure 4, green indicates good air quality (AQI
range: 0–50), yellow indicates moderate air quality (AQI range: 51–100), and orange indicates that
the air quality is unhealthy for sensitive groups (USG) (AQI range: 101–150). The continuous AQI
values and its color scheme is an important individual property that is uniquely associated with the
volunteer’s space-time trajectory. As discussed in the previous section, this aspect can be represented
as the Ei for the individual’s space-time path that is made up of instances I (xi, yi„ ti , Ei ). Figure 4 is
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a visualization of the dynamic individual-environment interaction along the space-time path of the
volunteer; particularly, his real-time AQI along the space-time path is visualized together with his
position in the space-time cube.

Figure 4. The volunteer’s space-time path with personal AQIs in Houston, Texas on 27 and 28
December 2010.

The volunteer’s real-time personal O3 exposure (i.e., O3 concentration in immediate surroundings),
real-time AQIs, and real-time O3 intake rates are plotted together in Figure 5. Note that the three
measures were plotted to be compatible along the y-axis for visualization purpose. As AQIs are directly
related to O3 concentration, the variation of the volunteer’s real-time personal AQIs is similar to that of
the concentration of O3 . However, there may be a big difference between the pollution concentration
level (i.e., concentration of O3 ) and the pollutant intake level (i.e., O3 intake rate), as shown in Figure 5
for the mid-afternoon on 27 December. The nature of individual activities during this time is the
major cause for this difference. Given a pollutant concentration level, the different types of activities
required different levels of air intake, leading to different pollutant intake levels. This clearly shows the
importance of understanding the dynamics of individual-environment interaction along a space-time
path, which is the Ei in the qua-tuples of I (xi , yi , ti , Ei ).
Figure 5 shows that the volunteer’s O3 intake rates were higher and more unstable during the
daytime. The volunteer visited different places and conducted different types of daytime activities,
including walking, running, and staying. These activities changed his breathing rate and resulted in
increased and changing levels of O3 intake. During the nighttime, the volunteer stayed indoor with
low-level physical activities, leading to low and stable O3 intake rates.
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Figure 5. The volunteer’s real-time air pollution exposure, intake, and AQI values during the 27–28
December 2010 data period in Houston, Texas. (a) O3 intake rate (10−8 L/min); (b) AQI; (c) measured
O3 concentration (ppb).

A total of six peaks of O3 intake rate (i.e., intake rates > 10−6 L/min) can be identiﬁed from
Figure 5. Two peaks were occurred in the afternoon of 27 December, one peak in the morning of 28
December, one peak in the noon of December 28, and two peaks in the afternoon of December 28.
By cross-referencing GPS trajectory data, the six peaks can be registered to speciﬁc positions in the
space-time cube. Figure 6 highlights these corresponding six nodes as the high O3 intake danger zones
along the volunteer’s space-time path. These zones signify the dangerous health risk segments in
the individual’s space-time behavior during the study period. Note that some of these danger zones
fall onto the space-time segments where AQIs were not good, but others fall onto AQI safe segments
along the volunteer’s space-time path. The air quality at zone 1 and 2 was moderate (AQI color:
yellow); the air quality at zone 3, 5, and 6 was good (AQI color: green); the air quality at zone 4 was
unhealthy for sensitive groups (USG) (AQI color: orange). This manifests that even if the air quality is
good, strenuous exercise may lead to inhalation of excessive air pollutants, and therefore exposure an
individual to dangerous level of pollutant intake. On the other hand, when air pollutant concentration
is relatively high and AQI is not good, maintaining inactive or less active physical activities so a
minimum amount of pollutant entering into one’s body may be an effective measure for alleviating
the adverse health effects of air pollution.
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Figure 6. The personal air pollution danger zones for the volunteer in Houston, Texas on 27 and 28
December 2010.

4. Conclusions and Discussion
To assess personal health effects of air pollution, two steps are essential: to quantify personal
ambient air pollution concentration, exposure duration and pollutant intake, and to evaluate the
related personal health effects by considering personal space-time behavior. This paper showcases how
an individual-level assessment of air pollution exposure and health effects can be evaluated through
systematically integrating personal level data collection, space-time modeling, and geovisualization
technologies. First, space-time trajectory information must be added to air pollution data in order to
depict where, when, and how much an individual is exposed to air pollution. Real-time air pollution
concentration data can be collected with ease using a portable air pollutant sensor. But they cannot
be linked directly to personal space-time behavior. To solve this problem, the individual space-time
trajectory data was collected by a portable GPS unit and was linked to air pollution data. Second, a 3D
modeling and visualization approach was developed based on time geography framework to model
a space-time cube, a space-time path within the cube, and the dynamics of individual-environment
interaction along the path. The environment variation within a space-time cube and the dynamics of
individual-environment interaction along a space-time path are not accounted for by the traditional
time geography. This study models the space-time path as a collection of qua-tuples, I (xi , yi , ti , Ei ),
where Ei represents environmental exposure at space-time point i. In the case of air pollution and
individual health effect, the environmental exposure can be deﬁned by the air pollutant concentration
level and the pollutant intake rate (which is related to personal behavior and individual physical
situation) along the space-time path. The approach of qua-tuples in space-time cube illustrates an
effective measure to address the uncertain geography context problem (UGCoP) as identiﬁed by
Kwan [31]. Third, based on the above two advancements, the proposed approach in this paper assesses
personal level health effects of air pollution by considering air pollutant intake of an individual, which
is determined by air pollution concentration, personal space-time trajectory, and personal activities
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throughout the trajectory. Air pollutant concentration levels in an individual’s immediate surroundings
were converted to space-time path AQI values (Figure 4); air pollutant intake was estimated using
information from personal travel diary (Figure 5); personal air pollution health danger zones (Figure 6)
were identiﬁed by considering air pollution and personal space-time behavior.
An individual’s air pollution exposure changes through space and time, and it changes differently
from his/her pollutant intake. In the case study, the O3 concentration level for the volunteer’s ambient
air showed some regularity. When the volunteer drove along major roads, the O3 concentration was
medium to high level; when he stayed inside and walked/jogged in shopping/residential areas, the
concentration remained low. This pattern may suggest the important role of trafﬁc emission to elevated
O3 levels. Compared to O3 concentration, the volunteer’s O3 intake rates varies largely (i.e., ranging
from 2 × 10−7 L/min to 30 × 10−7 L/min). Figures 5 and 6 revealed that the volunteer’s O3 intake had
six peaks, indicating air pollution health danger zones. Five of the danger zones (zone 1, 2, 4, 5, and 6)
are in the downtown area of Houston and one (zone 3) in Galveston, Texas. The downtown danger
zones mostly highlight the volunteer’s walking activities, and the Galveston danger zone represents
the volunteer’s running activity. The health danger zones represent the space-time-behavior segments
along an individual’s space-time trajectory where his/her personal health impact from air pollution
was high. It is very important to understand that these danger zones may not fully agree with the
personal AQI color zones. This is because AQI reﬂects concentration of pollutant in the ambient air, but
the health danger zones are tailored to reﬂect the health effect from pollutant intake. Even though the
pollutant concentration may not be as high, certain space-time activities may create personal danger
zones due to the need for signiﬁcantly elevated air intake.
The contributions of this study are mostly three-folds. First, time geography was extended to
account for the dynamics of individual-environment interaction and was used as the framework
for investigating the continuous change of personal exposure to and intake of air pollutant over
space and time. Second, 3D maps were used to visualize personal exposure conditions. The 3D
geovisualization modeled not only an individual’s space-time path but also the changing dynamics
of real-time personal AQI. Third, personal air pollution danger zones are deﬁned and visualized
along the personal space-time path to connect personal space-time behavior with personal health
effects. Applying this approach to a future prediction of air pollution scenario, one can model personal
air pollution danger zones for an individual’s real or planned spatiotemporal activity trajectories.
This can be used to assist an individual in selecting a spatiotemporal activity trajectory with the
minimum adverse health effects. Therefore, the approach reported in this paper has a great potential
in helping alleviate the adverse health effects of air pollution through managing individual-level
space-time activities.
However, some limitations from the study should be noticed. First, the data accuracy for the
empirical study in the paper is limited due to sensor precision. The increment of the portable O3
sampler was limited to 10 ppb, and any variation below this level was not detectable by the sensor.
Second, the volunteer’s pollutant intake was estimated based on the past empirical ﬁndings about
general population’s air inhalation rate. Future research should consider using portable breath sensor
that can automatically and accurately record an individual’s breathe rate. Last, the limitation of
the data collection means used in the reported pilot study must be recognized. It is impractical to
expect the general public to carry both a GPS and a pollutant sensor while conducting daily activities.
As pointed out by Fang and Lu [9], the research on real-time assessment of personal air pollution
exposure and health effects are limited by the availability of sensors that can genuinely integrate
location-detection and air pollutant sampling technologies. This technological limitation has been one
major restriction for most of on-going or not-fully-implemented projects seeking to link air sensor
to GPS (such as those reviewed in [19]). The focus of this paper is on the integration, analysis, and
visualization of the related data for the purpose of analyzing personal health effects and health danger
zones from air pollution. It is by no means the purpose of this study to showcase a GIS and air sensor
integrated data collection approach.
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This study pilots the investigation of personal air pollution exposure and intake, aiming at
evaluating personal health effects of air pollution. Although only O3 was investigated by the empirical
study, the approach can be extended to other pollutants when proper sensors are available and health
standard related AQIs are deﬁned. Our next step of work will include continuous search for and
design of an improved data collection means to support extending the individual-level health effects
analysis and health danger zone modeling to the general public in order to serve people with varied
backgrounds and different space-time behavior patterns.
Author Contributions: Yongmei Lu led the design of the research. Tianfang Bernie Fang conducted the ﬁeldwork
and data processing. Both authors contributed to the writing of the paper. Yongmei Lu ﬁnalized the manuscript
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Abstract: The NASA Giovanni data analysis system has been recognized as a useful tool to access
and analyze many different types of remote sensing data. The variety of environmental data types
has allowed the use of Giovanni for different application areas, such as agriculture, hydrology,
and air quality research. The use of Giovanni for researching connections between public health
issues and Earth’s environment and climate, potentially exacerbated by anthropogenic inﬂuence,
has been increasingly demonstrated. In this communication, the pertinence of several different
data parameters to public health will be described. This communication also provides a case study
of the use of remote sensing data from Giovanni in assessing the associations between seasonal
inﬂuenza and meteorological parameters. In this study, logistic regression was employed with
precipitation, temperature and speciﬁc humidity as predictors. Speciﬁc humidity was found to
be associated (p < 0.05) with inﬂuenza activity in both temperate and tropical climate. In the two
temperate locations studied, speciﬁc humidity was negatively correlated with inﬂuenza; conversely,
in the three tropical locations, speciﬁc humidity was positively correlated with inﬂuenza. Inﬂuenza
prediction using the regression models showed good agreement with the observed data (correlation
coefﬁcient of 0.5–0.83).
Keywords: remote sensing; climate; weather; public health; disease; environment; atmosphere; ocean;
biosphere; precipitation

1. Introduction
Investigation of connections between Earth’s environment and public health issues can be
considerably enhanced by the incorporation of remotely-sensed data. These investigations may
comprise the examination of relationships between public health and primarily natural inﬂuences, such
as meteorological and oceanic processes—an example would be the connection between water-borne
diseases and heavy rainfall events, the latter potentially related to sea surface temperatures. Also
included are processes affected by human activities, such as potentially harmful emissions into
the atmosphere or water supply. An example of this relationship is the emission of sulfur dioxide
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(SO2 ) and nitrogen dioxide (NO2 ) by fossil fuel combustion for energy production. Geographical
setting, climatological baselines, and global teleconnections may also be included in research with
remotely-sensed data that has public health implications.
The National Aeronautics and Space Administration (NASA) has acquired a rapidly growing
archive of Earth remote sensing data, originating with the Landsat and Nimbus satellite missions in
the 1970s and continuing with increasingly ambitious and technologically advanced missions to the
present year, marked by the recent launches of the Global Precipitation Mission (GPM) and Orbiting
Carbon Observatory-2 (OCO-2) satellites.
Since its inception in 2003, the NASA Geospatial Interactive Online Visualization ANd aNalysis
Infrastructure (Giovanni) system provides access to a wide variety of NASA remote sensing data
and other Earth science data sets, allowing researchers to apply selected data to a broad range of
research topics. Currently hosted by the Goddard Earth Sciences Data and Information Services
Center (GES DISC, Giovanni includes data from many different NASA missions and projects. An
in-progress Advancing Collaborative Connections for Earth System Science (ACCESS) project titled
“Federated Giovanni” will expand the data available in the system by including data from other NASA
data centers.
This variety of data gives Giovanni marked potential for the investigation of different public
health issues. One of Giovanni’s primary attributes is ease-of-use; researchers who are generally
unfamiliar with remote sensing data can use the system to ﬁnd data that is applicable to their topic
area and employ it. Only a relatively short investment of time and effort is required to become facile
with the system. Correspondence with users in the public health research sector has indicated their
high level of satisfaction with access to the data it provides, and the capability of determining whether
or not remote sensing data can be used in their particular research area.
Giovanni provides remote sensing data alongside several different basic analytical capabilities,
which include spatial maps of data variable values, difference maps, area-averaged time-series,
animations, and vertical proﬁles of atmospheric variables. The mapping capability includes rapid
averaging, so that mean values for months, seasons, or years can be visualized readily. All maps and
plots generated by Giovanni can be immediately downloaded. Though it is not designed speciﬁcally
as a data subsetting engine, for many data types Giovanni provides a relatively simple way to
acquire spatially and temporally subsetted data, and it has been used for this purpose in numerous
investigations. Giovanni is, ideally, a data exploration tool, allowing the performance of operations
that used to require days and week for data acquisition and preparation to be performed in minutes,
enabling more detailed analyses with considerably reduced time and effort. The Giovanni system
is currently being transitioned from the current system, colloquially referred to as “Giovanni-3” [1],
to a more ﬂexible architecture, “Giovanni-4”, that accelerates processing speed, adds new analysis
capabilities, and which consolidates all of the data variables into a single search interface, rather than
separate portals. The in-development Giovanni-4 system has not yet been described in a publication,
but is available for use at the GES DISC Web site.
Missions, instruments, or projects providing data products available in Giovanni which are useful
for public health research include: the Atmospheric Infrared Sounder (AIRS); the Tropical Rainfall
Measuring Mission (TRMM); the Ozone Measuring Instrument (OMI); the Moderate Resolution
Imaging Spectroradiometer (MODIS); the Modern Era Retrospective-analysis for Research and
Applications (MERRA) project; the NASA Ocean Biogeochemical Model (NOBM); and both the
North American Land Data Assimilation System (NLDAS) and the Global Land Data Assimilation
System (GLDAS).
Although Giovanni is easy to use, many researchers and applied science professionals need
guidance on how to ﬁnd the appropriate datasets and how to interpret them. The NASA Applied
Remote Sensing Training (ARSET) program provides online and in-person training for professional
audiences, including health specialists, on how to use NASA resources and data, including data
sets hosted at the GES DISC through Giovanni. Training modules with step by step instructions can
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be found online [2]. ARSET also has online resources that can supplement the use of Giovanni by
non-specialists in remote sensing.
2. Data Parameters in Giovanni Relevant to Public Health
Data in Giovanni can be categorized with respect to its applicability to public health issues. In the
following, three tiers of applicability will be presented: Tier 1, data that have a strong relationship to
public health, and which are thus directly applicable in public health research; Tier 2, data that have
indirect yet established relationships with an area of public health concern; and Tier 3, data that are
related to weather or climate with an effect on public health and well-being.
2.1. Tier 1 Data Parameters
Tier 1 data types include:

•
•
•
•
•
•
•

Precipitation
Temperature
Aerosol Optical Depth (AOD)
Nitrogen Dioxide (NO2 )
Carbon Monoxide (CO)
Relative Humidity
Cloud Cover

2.1.1. Precipitation Data
Precipitation data ﬁnds wide application in public health research. Precipitation occurrence
has frequently been associated with waterborne diseases, insect population outbreaks, and disease
transmission modes (i.e., shared water resources). Recent studies used Tropical Rainfall Measuring
Mission (TRMM) daily data products to investigate the connection between rainfall and the location of
cholera outbreaks in Haiti following a devastating earthquake [3]. Research on malaria transmission
using remote sensing data frequently involves rainfall data. Malaria is a mosquito-borne disease,
and since mosquitoes have an aquatic stage of their life cycle, mosquito populations are inﬂuenced
by rainfall patterns. Kiang et al. [4] described research on malaria transmission patterns in Thailand,
examining correlations with surface temperature, vegetation cover, and rainfall. Adimi et al. [5]
described the potential for malaria risk prediction in Afghanistan. Both of these investigations accessed
rainfall data products in Giovanni. Midekisa et al. [6] also used rainfall data to create early-warning
models for malaria in Ethiopia.
Precipitation extremes also have public health effects—directly due to the danger posed by ﬂood
waters, subsequently due to damage to water utilities and freshwater sources affecting the water
supply, and ﬁnally due to increased potential for disease outbreaks due to contaminated water. With
regard to ﬂoods, Cools et al. [7] described the creation of a ﬂash ﬂood early warning system for
Egypt that used precipitation data from Giovanni. Singh, Pandey, and Nathawat [8] used Giovanni
to investigate the cause of the 2008 Kosi ﬂood in India. GLDAS and NLDAS feature many different
hydrological variables, including soil moisture and runoff in addition to precipitation. These variables
can be used to study severe storms, snowmelt ﬂooding, and drought intensity. In addition, cloud cover
data can be correlated with changing precipitation patterns, as well as for tracking severe storms and
weather fronts.
2.1.2. Temperature Data
Temperature data, along with relative humidity, also can provide signiﬁcant insight into public
health concerns. Soebiyanto, Adimi, and Kiang [9] determined that temperature was a primary variable
associated with seasonal inﬂuenza transmission. Surface temperature is a fundamental variable related
to water resources, drought conditions, vegetation survival, insect overwintering survival, heat stress,
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and disease-vector species ranges. Giovanni has remotely-sensed land surface temperature data
from the Moderate Resolution Imaging Spectroradiometer (MODIS), atmospheric temperature data
from the Atmospheric Infrared Sounder (AIRS), model and assimilated model (GLDAS and NLDAS)
temperature data, and high-resolution temperature data for speciﬁc regions. An example of such
research was presented in Shen et al. [10], which described the pioneering data portal built for the
Northern Eurasian Earth Science Partnership Initiative (NEESPI). Changes in this region, such as
higher temperatures and increased ﬁre outbreaks, were described.
2.1.3. Air Quality Data
Another area of public health concern is air quality. There are several regularly accessed variables
related to air quality in Giovanni. Likely the most used are Aerosol Optical Depth (AOD) data products,
which are acquired by MODIS and the Ozone Measuring Instrument (OMI). AOD indicates the optical
clarity of the atmospheric air column, with higher values indicating more scattering and absorption by
particles and chemicals in the atmosphere. Because of the direct relationship between AOD and some
kinds of air pollution, particularly the frequently monitored PM2.5 and PM10 particle size fractions,
AOD data variables have been primary resources in many different studies. Two examples are Li,
Shao, and Buseck [11] on the effects of biomass burning aerosols on haze in Beijing, China, and Lu et
al. [12] on sulfur dioxide emissions and trends in eastern Asia. AOD also has been used to track the
regional impact of smoke from wildﬁres, which can be transported hundreds of miles from its source
(Figure 1). Prados et al. [13] provides a comprehensive review of the use of air quality-related data sets
in Giovanni.

Figure 1. MODIS Aerosol Optical Depth (AOD) image showing the large area of elevated aerosol
concentrations northeast of Moscow (yellow), stemming from massive wildﬁres that erupted in the hot
summer of 2010. The daily AOD data was acquired for the period 27–31 July 2010, and averaged over
this time period with Giovanni.

OMI is also an important source of other atmospheric chemistry data. The potential health
signiﬁcance of stratospheric ozone depletion is well-known, and OMI ozone data are integral to that
research. OMI also provides a useful nitrogen dioxide (NO2 ) data product, which can be used to track
wildﬁre locations and movement, as well as air pollution sources resulting from the combustion of
fossil fuels. Sergei Sitnov has been a proliﬁc user of Giovanni, using the system to publish several
papers on NO2 and air quality in Russia. One such study looked at the weekly pattern of air quality
and its relationship to meteorology in the environs of Moscow [14]. Another air quality indicator
chemical species is carbon monoxide (CO), acquired by AIRS.
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2.2. Tier 2 Data Parameters
Tier 2 health-related variables in Giovanni are:

•
•
•
•
•
•

Chlorophyll concentration (phytoplankton)
Euphotic Depth
Sea Surface Temperature
Ozone (O3) Erythemal Ultraviolet (UV) Daily Dose
Normalized Difference and Enhanced Vegetation Indices (NDVI/EVI)
Soil Moisture

2.2.1. Ocean Data
It may not be immediately apparent why oceanic phytoplankton chlorophyll concentrations are
useful for health-related research. However, this data type actually has one of the longest associations
with public health of any that has been provided by the GES DISC. This is due to the fact that Vibrio
cholerae, the bacterial species responsible for cholera, has a stage in its life cycle when it infests copepods,
a zooplankton species that feeds on phytoplankton. Thus, ﬂood-related blooms of phytoplankton can
provide a fertile ground for the proliferation of copepods and V. cholerae. Coastal Zone Color Scanner
(CZCS) data were used in the 1980s to examine a cholera outbreak related to a phytoplankton bloom in
the Bay of Bengal. These data in Giovanni can be used for cholera research, and to examine vectors of
seafood contamination (“red tides” and other Harmful Algal Blooms, HABS), ﬁsh mortality, and severe
storm effects. The use of ocean remote sensing data to study cholera outbreaks has been described
previously [15–17].
Phytoplankton patterns also are related to ﬁshery success or failure. Because ﬁsh constitute the
major protein source for many coastal populations, these data too can have public health ramiﬁcations.
Blooms also can indicate where someone should not ﬁsh; Van Holt showed that shellﬁsh in areas with
consistently elevated chlorophyll concentrations have more undesirable organisms clinging to their
shells than in lower-chlorophyll zones [18]. Euphotic depth, a measure of water clarity, has been used
for water quality studies and reports, and can indicate offshore ﬂood effects. Sea surface temperature
(SST) is directly related to water quality and phytoplankton growth, but indirectly it is related to
coastal precipitation, storms, ﬂooding, and the health of coral reefs. The Caribbean SERVIR (Sistema
Regional de Visualización y Monitoreo) program used MODIS SST from Giovanni extensively in their
research report “Sea Surface Temperature Trends in the Caribbean Sea and eastern Paciﬁc Ocean” [19],
published in 2011 to provide a baseline study for the impacts of these events on the population of
countries in Central America, northern South America, and the Caribbean Sea.
2.2.2. Ozone Data
As noted earlier, OMI data is an obvious choice to examine stratospheric ozone depletion and the
Antarctic “ozone hole” depth and extent. But the Erythemal Daily Dose data product, which describes
the impact of ultraviolet radiation exposure on humans, has been used in some unique ways. Serrano,
Cañada, and Moreno [20] used this data product to quantify the dangers to youth skiers of signiﬁcant
exposure to ultraviolet radiation.
2.2.3. Vegetation Indices
NDVI and EVI, both indices of vegetation greenness and ground cover, are also potentially useful
data types for health research, as is soil moisture. These indices indicate the extent and intensity of
drought, and thus are related to water resources and agricultural success. Kiang et al. [3] employed the
vegetation indices in modeling malaria occurrence in Thailand, as they are relevant to land use and
mosquito breeding environments. High resolution (5.6 kilometer) NDVI and EVI data are currently
available in the Monsoon Asia Integrated Regional Study (MAIRS) high resolution monthly data portal.
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2.3. Tier 3 Data Parameters
Tier 3 data types may be related to weather and climate, with effects on public health and
well-being. Many of these data types measure quantities that are important to water resources:

•
•
•
•
•
•
•
•

Snow Depth
Snow Mass
Snowfall Rate
Snowmelt
Fractional Snow Cover
Snow/Ice Frequency
Wind Speed
Runoff

The current drought besetting western states of the United States, which some meteorologists
describe as commencing in the year 2000, is having observable effects on snow in the mountain ranges,
particularly those of California. As this will have ramiﬁcations for the management of water resources,
and also impact wetland areas, the use of Giovanni to monitor such changes may be warranted.
Furthermore, heavy snows can lead to ﬂoods, which may be predictable from snow depth data and
observable with runoff data. Trends in snow parameters also may be indicators of climate change
impacts and shifts in freeze and melt timing. A Giovanni time-series prepared for the NASA Data
Investigations for Climate Change Education (DICCE) project [21] demonstrated how Giovanni could
be used by teachers and students in New Mexico. Figure 2 shows a 1979–2010 monthly snow mass
time-series for the mountainous area of northern New Mexico, a major source area for the Rio Grande
River. Reduced snow mass from 1995–2005 is clearly visible.
The data tiers described above are necessarily broad classiﬁcations. Data types can have varying
relevance to particular diseases, and research conducted on the connections between diseases and
environmental factors must consider the spectrum of potential relationships. For example, snow
depth or mass is rarely important for malaria incidence, but it is an important variable for malaria
in Afghanistan. NDVI is not related to inﬂuenza, but is important for many vector-borne diseases,
while AOD can be signiﬁcant for respiratory diseases (such as inﬂuenza), but not for vector-borne
diseases. Regional (particularly coastal) SST has been shown to be very relevant to cholera, while
basin-scale SST is related to rainfall, and thus may have a relationship to diseases with a precipitation
or hydrological connection.

Figure 2. Monthly time-series of Modern Era Retrospective-analysis for Research and Applications
(MERRA) snow mass data, plotted with Giovanni, for the central mountainous region of northern New
Mexico, USA.
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3. Inﬂuenza Example
The following example demonstrates how Giovanni was integral to the use of remote sensing
data in studying the relationship between inﬂuenza and meteorological parameters, and further shows
the capability of these parameters in predicting inﬂuenza activity. The burden of inﬂuenza, and how it
is related to meteorological conditions, will be described ﬁrst.
Inﬂuenza is an acute respiratory infection that can rapidly spread worldwide in seasonal
epidemics. It approximately infects 5%–15% of the world population and causes up to 500,000
deaths each year [22]. In the United States, the economic cost of inﬂuenza epidemic is estimated to be
around US$71–167 billion per year [22]. The epidemic timing varies across latitude, further suggesting
the role of meteorological and environmental factors on inﬂuenza transmission. In the temperate
region, inﬂuenza epidemic occurs during the winter time [23,24]. However, the seasonality and pattern
of inﬂuenza epidemics in the tropics are less deﬁned: from year-round high inﬂuenza activity, peaks
that coincide with rainy seasons, to multiple peaks in a year [23,25–27]. Animal and laboratory studies
have indicated that low temperature and humidity—consistent with wintertime conditions—provide
suitable conditions for efﬁcient transmission and longer virus survivorship [28,29]. In the tropics,
rainfall is often associated with higher inﬂuenza activity although the direct causal relationship remains
unclear. It is postulated that rainfall promotes indoor crowding that in turn, increases the probability
for aerosol- and contact transmission [30].
In this study, inﬂuenza occurrence in ﬁve countries with either temperate or tropical climates was
analyzed. The countries we studied were the Netherlands and New Zealand in temperate climate
zones, and the Philippines, Vietnam and Sri Lanka in tropical climate zones. Inﬂuenza data was
obtained from the World Health Organization Flu Net [31] for each country. Data was obtained for at
least 3 years (Figure 3). Precipitation data was obtained from NASA’s TRMM via Giovanni (TRMM
3B42 product). Brieﬂy, the TRMM 3B42 product combines precipitation estimates from TRMM and
other satellites as well as gauge analysis to produce daily precipitation at ﬁner scale [32]. Near surface
(2 m) speciﬁc humidity was obtained from Global Land Data Assimilation System (GLDAS), also
archived in Giovanni. The Giovanni system was used to automatically download and subset the data
based on the rectangular boundary of the study area. Output from Giovanni was an ASCII ﬁle of
the aforementioned geophysical parameters, tagged with latitude, longitude and time. Spatial and
temporal averaging was then performed on the retrieved data, as described below. The ASCII output
format made it easier to do post-processing with statistical software (R), where we developed our
model. Hence, the Giovanni system allowed us to effectively retrieve the dataset without the need to
download or store large-sized HDF ﬁles. Ground stations were the source of minimum temperature
data [33]. Due to the limitations of TRMM spatial coverage, precipitation data for the Netherlands was
obtained from ground stations.
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Figure 3. Weekly inﬂuenza positive (in %) and meteorological parameters averaged across study
period. Bar plot shows the percentage of inﬂuenza positive. TMIN is minimum temperature (◦ C), SH
is Speciﬁc Humidity (g/kg) and PRCP is precipitation (1 cm).

The weekly proportion of respiratory samples that tested positive for inﬂuenza acted as an
inﬂuenza activity indicator. Logistic regressions were then developed for each study location, with
minimum temperature, precipitation and speciﬁc humidity (averaged from current to previous 3
weeks) as covariates. The previous two weeks of inﬂuenza activity, and a third order polynomial
function of the week number, were also included as covariates. Backward variable selection was then
applied to obtain a parsimonious model (a model with as few covariates as possible). A more detailed
description of the model can be found in Soebiyanto et al. [25].
Figure 3 plots the weekly inﬂuenza activity and meteorological parameters, averaged across the
study period. Out of the three tropical study locations, Vietnam had larger variability in both minimum
temperature and speciﬁc humidity. In the temperate locations, the Netherlands had larger variability
in these two parameters (as compared to New Zealand). Precipitation in the tropical locations showed
varying seasonality, while it was evenly distributed throughout the year in the temperate locations. The
plots of the inﬂuenza positive proportion (Figure 3) showed that inﬂuenza peaks during wintertime
in the temperate locations: around February–March in the Netherlands (Northern Hemisphere) and
July–August in New Zealand (Southern Hemisphere). At this time, both temperature and speciﬁc
humidity were also at their minimum values (Figure 3). In the tropics, the seasonality was not as
well-deﬁned. On average in the tropics, higher inﬂuenza activity appears to be associated with higher
temperature, speciﬁc humidity, and precipitation values.
Results from the logistic regression models (Table 1) indicated that minimum temperature
was inversely associated (p < 0.05) with inﬂuenza activity in Sri Lanka (Odds Ratio (OR) = 0.59,
95% Conﬁdence Interval (CI) = 0.39–0.90). Speciﬁc humidity was signiﬁcantly associated (p <
0.05) with inﬂuenza activity in all locations with varying relationships. Proportional associations
were found in all three tropical locations (OR range of 1.13–1.47), while inverse associations were
found in the two temperate locations (OR = 0.79 (0.67–0.95) in the Netherlands, and OR = 0.41
(0.29–0.58) in New Zealand). Here, proportional association indicates that an increase in the speciﬁed
meteorological parameter was associated with an increase in inﬂuenza activity. Inverse association
indicates an increase in a meteorological parameter was associated with a decrease in inﬂuenza activity.
Precipitation, meanwhile, was not signiﬁcantly associated (p > 0.05) with inﬂuenza activity in any of
the locations.
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Table 1. Multivariate regression between influenza positive proportion and meteorological parameters.
Bold font indicates significance at α = 0.05 levels, RMSE indicate root mean squared error and Corr. Coeff.
is the correlation coefficient between the observed and predicted influenza positive proportion. The
models were adjusted for previous weeks’ influenza activity, seasonality and other possible nonlinear
relationships (modeled as a polynomial function, up to degree of 3, of the week number). When OR is
not shown, the variable is not selected by the backward selection (not included in the final model).

Philippines
Sri Lanka
Vietnam
Netherlands
New Zealand

Odds Ratio (95% Conﬁdence Interval)
Min. Temp.
Precipitation Speciﬁc Humidity
◦
( C)
(mm)
(g/kg)
1.13 (1.07, 1.19)
0.59 (0.39, 0.90)
1.47 (1.11, 1.97)
1.15 (1.09, 1.20)
0.79 (0.67, 0.95)
1.00
0.41 (0.29, 0.58)
(0.99,1.01)

Training
RMSE
0.064
0.048
0.054
0.139
0.147

Model Performance
Prediction
RMSE
Corr. Coeff
0.048
0.831
0.055
0.503
0.079
0.730
0.136
0.803
0.141

0.618

The inverse relationship between inﬂuenza activity and minimum temperature in Sri Lanka,
and speciﬁc humidity in the temperate locations were consistent with experimental studies that
indicated such conditions (low temperature and humidity) were suitable for longer inﬂuenza virus
survivorship and more efﬁcient transmission [28,29]. Findings on speciﬁc humidity in the tropical
locations were in contrast to those in the temperate locations. These were consistent with other
studies in the tropics [23,26,27]. The proportional association with speciﬁc humidity may indicate an
indirect relationship with inﬂuenza activity, similar to precipitation. Indoor public places may provide
opportunities for crowding when it rains or when humidity is high, and thus may enhance contact,
aerosol, and droplet transmission.
We only ﬁnd an association with minimum temperature in Sri Lanka, and not in the rest of the
tropics and temperate study locations. In the temperate region, minimum temperature is often highly
correlated with speciﬁc humidity. Hence, minimum temperature could be related to inﬂuenza in a
similar fashion as speciﬁc humidity, but our model did not select this parameter, as it may not give
the best model performance. This was consistent with another study showing that the relationship
between inﬂuenza and temperature in the temperate United States was not as statistically strong
as that of inﬂuenza and absolute humidity [24]. Meanwhile, temperature in the tropics typically
remains relatively similar throughout the year without strong seasonality pattern. Therefore it was not
associated with inﬂuenza, which was also observed in another study for tropical regions [23].
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Figure 4. Regression models prediction of inﬂuenza positive proportion during the indicated period.
The black line is the observed data (validation dataset, not used in training the models), and the red
line is the model prediction with grey shades indicating the 95% Conﬁdence Interval (CI).

The resulting models (one model in each study location) were then used to predict inﬂuenza
activity during the ﬁnal year of the data (Figure 4). These data sets were not used in training the
models. The estimated inﬂuenza activity could be seen to reasonably follow the observed curves. Root
mean squared errors (RMSE, Table 1) were less than 0.15 (inﬂuenza activity in this study was expressed
in proportion). The correlation coefﬁcients (Table 1) between the estimated and observed inﬂuenza
activity showed a good agreement between the two (mean = 0.7, range = 0.5–0.83).
In conclusion, this analysis showed speciﬁc humidity as an important determinant for inﬂuenza
activity across the climate zones. In temperate climate zones, inﬂuenza activity increased with
decreasing speciﬁc humidity; the reverse was observed in the tropical locations. The former is
consistent with low temperatures and low humidity occurring in winter, when inﬂuenza activity is
elevated in temperate climate zones. It was also demonstrated, in Figure 4, that regression models
which include meteorological, seasonal, and autoregressive inputs can be used to predict inﬂuenza
activity relatively well. Hence, it is possible to use projected inﬂuenza activity as a guide for planning
future prevention efforts. Short-term weather forecasts can be used to estimate inﬂuenza in the
following week, whereas climate models can be used to assess how inﬂuenza activity and timing may
change with climate over the next decades.
4. Conclusions
The multitude of remotely-sensed data parameters available in Giovanni, provide many potential
research opportunities for examination of relationships between environmental factors and public
health issues. Our example, an investigation of possible relationships between inﬂuenza activity and
three variables—temperature, speciﬁc humidity, and precipitation—demonstrates how having such
data types readily available for rapid subsetting and download in Giovanni, can enable the research
process for researchers who are not necessarily familiar with the details of satellite remote sensing.
This example does not fully demonstrate the capabilities of Giovanni’s basic analytical functions, such
as data variable maps, time-series, or Hovmöller diagrams, which can also be used in research. With
due attention to the possibility of non-causal statistical correlations between environmental data and
public health data, Giovanni provides an easy and rapid way to access and use NASA’s Earth science
resources in the health science sector. Furthermore, as climate change results in differing patterns of
disease transmission and occurrence, Giovanni’s analytical capabilities can be exploited to observe
related changes in environmental factors.
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Abstract: Controlling dengue virus transmission mainly involves integrated vector management.
Risk maps at appropriate scales can provide valuable information for assessing entomological risk
levels. Here, results from a spatio-temporal model of dwellings potentially harboring Aedes aegypti
larvae from 2009 to 2011 in Tartane (Martinique, French Antilles) using high spatial resolution
remote-sensing environmental data and ﬁeld entomological and meteorological information are
presented. This tele-epidemiology methodology allows monitoring the dynamics of diseases closely
related to weather/climate and environment variability. A Geoeye-1 image was processed to extract
landscape elements that could surrogate societal or biological information related to the life cycle of
Aedes vectors. These elements were subsequently included into statistical models with random effect.
Various environmental and meteorological conditions have indeed been identiﬁed as risk/protective
factors for the presence of Aedes aegypti immature stages in dwellings at a given date. These conditions
were used to produce dynamic high spatio-temporal resolution maps from the presence of most
containers harboring larvae. The produced risk maps are examples of modeled entomological maps
at the housing level with daily temporal resolution. This ﬁnding is an important contribution to the
development of targeted operational control systems for dengue and other vector-borne diseases,
such as chikungunya, which is also present in Martinique.
Keywords: dengue; remote-sensing; risk mapping; Aedes aegypti; medical entomology

1. Introduction
Dengue is an infectious disease caused by one of the four serotypes (DEN-1 to DEN-4) of the
dengue virus. It is transmitted by the bite of infected Aedes female mosquitoes and primarily occurs
in urban areas. Even if the mortality rate is low among human populations, dengue is considered as
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one of the most important mosquito-borne viral disease due to its extensive geographic spread (125
endemic countries) with 50 to 200 million annual infections [1].
In Martinique (French Antilles), six dengue epidemic waves occurred during the last 20 years.
More than 41,000 clinical cases were reported during the penultimate epidemic in 2010, accounting
for approximately 10% of the island population. In this region, the Aedes aegypti mosquito is the
single identiﬁed vector for the transmission of dengue virus to date. This mosquito breeds mostly
in artiﬁcial domestic or peridomestic containers ﬁlled with clean water with little organic debris and
low concentrations of inorganic nutrients [2,3]. In Martinique, potential breeding sites include (i)
ﬂower pots with saucers, detritus, and debris, abandoned cars and tires, badly maintained gutters,
discarded old domestic appliances or pools that may be all ﬁlled-up naturally with rainfall; (ii)
containers such as drum barrels that may be deliberately placed under gutters or in yards to collect
rain water for watering/cleaning purposes; (iii) rarely, containers that can be artiﬁcially ﬁlled-up when
watering. Antivectorial and mosquito nuisance control are managed by a public organization (Service
de Démoustication et de Lutte Antivectorielle, SD-LAV). Since 1991, the SD-LAV has collected information
on dengue vectors with an additional effort during outbreaks.
No speciﬁc treatment is available for dengue, and no operational vaccine is currently available [4].
Controlling virus transmission thus mainly consists of integrated vector management: (i) information
is provided to the inhabitants to avoid the creation of potential larval habitats; (ii) source reduction
occurs via the physical destruction of the potential/positive breeding sites; and (iii) insecticide spraying
mainly occurs during epidemics. It is also important to note that it has been shown that for dengue
vectors, “targeting only the most productive water container types (roughly half of all water holding
container types) was as effective in lowering entomological indices as targeting all water holding
containers at lower implementation costs” [5]. In this context, good knowledge of the entomological
conditions in a given area and during a given period of time is a prerequisite for implementing
efﬁcient control. Unfortunately, entomological data are seldom collected longitudinally, and available
data often provide only a snapshot of a rather continuous phenomenon. Risk maps at appropriate
scales can provide surrogate data and valuable information regarding a spatio-temporal evaluation of
entomological risk. Mapping at global scales may co-exist with ﬁne scale or local mapping to establish
local control strategies.
From global/regional to local scales, the heterogeneity of spatial and temporal distributions
of dengue vectors/cases is partly led by weather/climate conditions (e.g., rainfall amount, relative
humidity, and temperature), environment/landscape (e.g., vegetation and soil types) or human
activities (e.g., transportation, urbanization, and waste management). Subsequent modeling of
entomological/epidemiological dengue risk may beneﬁt from the use of remote-sensing (RS)
information that may provide appropriate ecological, meteorological, and geographic outputs. Choices
may be made among available satellite products at various temporal, spectral, and spatial scales. In
recent years, satellite products have been used to map numerous vector-borne diseases [6–10], and
these products were recently proven to provide useful information for modeling Aedes aegypti or Aedes
albopictus distribution [11–19], human dengue cases distribution [20,21] or the potential for future
dengue vector or disease expansion [22–24].
The present study involves mapping the risk of the presence of Aedes aegypti immature stages
around houses. This condition is necessary but not sufﬁcient for dengue fever emergence given the
numerous factors interplaying between the presence of Aedes larvae and dengue cases (rate of adult
mosquito emergence, human-vector contact, human population movements, and acquired immunity
to circulating serotype). Indeed, it has been argued that “mapping and spatial modeling based
on mosquito presence or abundance data should be viewed as only representing potential dengue
risk” [25]. Therefore, the larval maps of the present study will be referred to as “entomological dengue
risk maps”. Recipients of such maps should include the vector managing units that subsequently focus
control interventions in places and times where/when the risk of vector presence is highest.
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The practical and conceptual approach of tele-epidemiology could then be applied to the
spatio-temporal mapping of entomological dengue risk in urban settings in Martinique. It has been
developed and patented by the French Spatial Agency (CNES) and its partners [26,27]. The approach
involves monitoring and studying the spatio-temporal dynamics of human and animal diseases that
are closely related to weather/climate and environment variability. It relies on the identiﬁcation of
an experimental unit, which serves as the “object” that must be identiﬁed/characterized to properly
assess the levels of risk. This unit is based on the sound knowledge of the biological and physical
processes that underline the presence/densities of immature and adult vectors. It is thus widely
dependent upon the disease being investigated. For example, this experimental unit is a pond (~1 ha)
when studying Rift Valley Fever entomological risk [28] and a water body or aggregates of small water
bodies (~0.1 ha) when studying urban malaria entomological risk [29]. Then, appropriate choices of
satellite data and dynamic models must be assessed along with extensive use of in situ measurements.
Three observations underpinned the present study. Firstly, if the potential Aedes aegypti breeding
habitats could not be directly detected using satellite images even at very high spatial resolution,
their speciﬁc environment could be mapped. Indeed, the dwelling and yard conditions may reﬂect
local habits regarding the maintenance of private yards/gardens and their close surroundings that
may be associated with the presence of containers that retain water. Secondly, estate characteristics
(i.e., shading and tidiness of a house and its yard) have been identiﬁed as determinants of the
presence/abundance of Aedes aegypti immature stages and eggs [18,30–32]. Thus, the characterization
of ﬁne-scale environments could provide information on the risk factors for the presence of dengue
vector immature stages in areas where containers are present. Thirdly, meteorological conditions
mainly drive the temporal dynamics for container ﬁlling as well as entomological dynamics (e.g.,
eggs hatching and larvae development). Consequently, the experimental unit here has been deﬁned
as the house with its nearby environment studied on one speciﬁc date. The state of such units was
then described with details at the ﬁeld level (i.e., ground entomological investigations), meteorological
level (high temporal resolution ground observation station), and environmental level (i.e., high spatial
resolution RS data). The main objective here was to model in space and time the houses considered to
be so-called “positive” for Aedes aegypti immature stages from 2009 to 2011 in Tartane (Martinique,
French Antilles) by using RS environmental data and ﬁeld meteorological information. This modeling
was performed to produce high spatio-temporal resolution dengue entomological risk maps.
2. Multi-Disciplinary Data and Methods
2.1. Studied Site and Period
The city of Tartane (14◦ 45 29.24”N, 60◦ 55 10.56”W) belongs to the Caravelle Peninsula, which is
located northeast of Martinique. This area has historically served as a ﬁshing cove with small and
low-rise dwellings surrounded by small gardens or yards. The city center is near the seaside, whereas
other sections are located uphill. The population is made up of ~3000 inhabitants. The area is a tourist
attraction and includes many vacation accommodations. The studied site is approximately 8 km2
(Figure 1). Several dengue outbreaks, including one that occurred in 2010, have started in Tartane,
possibly due to favorable entomological conditions [33]. Although dengue epidemics “typically” last
from July to December, viral circulation in 2010 was noted in early February, peaked in June and lasted
until the end of the year. The studied period thus included this epidemic and ran from June 2009 to
August 2011.
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Figure 1. The Martinique Island, the studied area, and the six studied sections (black rectangles
numbered 1 to 6) on the Tartane Peninsula.

2.2. Entomological Data
The SD-LAV conducts entomological surveillance in Martinique and thus regularly records
mosquito information in the houses of the island municipalities [34]. All of the available records were
selected from the SD-LAV databases for the studied period and area. Each record was associated with
a given inhabited house visited on one of the following dates: 19/06/2009, 01/10/2009, 22/10/2009,
09/11/2009, 22/02/2010, 23/02/2010, 05/03/2010, 23/08/2011, 29/09/2010, and 02/12/2012. The
records contained information regarding the number and type of domestic and peridomestic containers
as well as the presence of Aedes aegypti immature stages (i.e., all larvae stages and pupae). As the
records did not contain geographic coordinates, only the records that could have been retrospectively
plotted with a global positioning system (GPS) were maintained in the ﬁnal database. Plotting was
performed during July 2012 by the operators who conducted the 2009–2011 ground surveys and was
based on the recorded name of the inhabitant and a deep knowledge of the area. Types of domestic
or peridomestic containers include drum barrels, tanks, waste-bins, ﬂower pots and saucers, gutters,
tires, discarded appliances, and pools. Sampled houses are positioned in Figure 2. From their spatial
distribution, six sections were identiﬁed as shown in Figure 1.

Figure 2. Map of the sampled houses.

The ten different dates covered different seasons of the year. A total of 117 houses were visited
(i.e., 88 houses visited once, 18 twice, 10 thrice and one visited four times), representing approximately
12% of the total number of houses in the studied area. Thus, the number of observations, i.e.,
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experimental units, was 158. A total of 88 out of those 158 experimental units were positive for
the presence of peridomestic water-ﬁlled containers (from one to 11 containers per house at a given
date). Thirty experimental units were Aedes larvae-positive (19% of all experimental units and 34% of
all water-positive experimental units). Among all types of water-ﬁlled containers, large containers
and drum barrels were most frequently identiﬁed as Aedes larvae positive with 57% and 51% positive
observations, respectively. These containers were noted at 82% of the total number of positive
breeding sites.
2.3. Meteorological Data
In Martinique, the summer rainy season (July to November) is characterized by frequent and
heavy rainfall and maximum temperatures of approximately 32 ◦ C, whereas the dry season (February
to April) exhibits maximum temperatures of approximately 30 ◦ C. These seasons are separated by two
intermediate seasons. Rainfall amounts are heterogeneous on the island, ranging from approximately
1500 mm to greater than 4000 mm in the mountainous area. The year 2009 was exceptionally hot with
minimal rainfall except on the Atlantic coastline. In 2010, temperatures were also high particularly
during February and March. February was almost completely dry. Heavy precipitation started in early
June followed by a very dry period. Again, the year 2011 experienced hot temperatures. However,
2011 was the wettest year of the 2009–2011 period with basically no dry season.
Daily temperature and humidity (minimum, maximum, and mean values) as well as precipitation
amounts were provided for the present study by Météo-France. They were recorded at the observing
station located in the Caravelle Peninsula. Yearly precipitation levels recorded during 2009, 2010, and
2011, were 948 mm, 1408 mm, and 1823 mm, respectively. Several variables were calculated from
the raw data, added to the entomological database, and matched according to the date of the ground
surveys as follows:
-

total rainfall amount for the 2-, 3-, 4-, ..., to 30-day period before each entomological ground
investigation date;
average of temperature and relative humidity for the 2-, 3-, 4-, ..., to 15-day period before each
entomological ground investigation date.

2.4. Satellite Images and Environmental Data
A Geoeye-1 optical image with clear sky was acquired on 13/03/2011. Data included four spectral
bands at a 0.41-m spatial resolution (blue, green, red, and near infrared). The image was projected in
WGS 84, UTM Zone 20 N and geometrically corrected using the 50-m spatial resolution elevation map
(IGN BD ALTI® ) from the French National Geographic Institute IGN (Institut National de l’Information
Géographique et Forestière). Image processing was performed using ENVI 4.8 and ENVI EX (Exelis
Visual Information Solutions). Other available geographic data included IGN topographic map (IGN
BD TOPO® ) and cadastral map (IGN BD ADRESSE® ). Slope and objects height maps at 1-m spatial
resolution were available through Litto3D® (IGN, Service Hydrographique et Océanographique de la Marine,
Direction de l’Environnement, de l’Aménagement et du Logement—Martinique, Agence des Aires Marines
Protégées), which was produced from airborne LIDAR measurements.
Three vegetation and soil indicators were derived from the Geoeye-1 image (Table 1).
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Table 1. Environmental indicators calculated from the Geoeye-1 image at 0.41-m spatial resolution.
Environmental Indicator

Spectral Bands Combination *

NDVI (Normalized Difference
Vegetation Index) [35,36]

N IR−red
N IR+red

NDWI Mac Feeters (Normalized
Difference Water Index) [37]

green− N IR
green+ N IR

ANDWI (Adapted NDWI Mac
Feeters Index)

blue− N IR
blue+ N IR

Description
Values increase with the presence
and density of vegetation. A value
superior to 0.2 typically
corresponds to a vegetated area.
Negative values indicate
non-vegetated features, such as
barren surfaces (rocks and soils),
water, built-up areas or asphalt.
It delineates open water features
while eliminating the presence of
soil and terrestrial vegetation
features. Values increase with the
presence of water and decrease
with the presence of vegetation.
Using the blue band, this adapted
NDWI Mac Feeters maximizes the
detection of water.

* NIR: Near infrared; SWIR: Short wave infrared.

A three-step classiﬁcation procedure was applied to produce the Land Use and Land Cover
(LULC) map of the studied area. Firstly, a supervised maximum likelihood pixel-based classiﬁcation
was performed in ENVI 4.8 based on a set of training areas covering 5.4% of the total surface of
the image. For each identiﬁed LULC class, a set of training polygons were digitized by an operator
who photo-interpreted the Geoeye-1 image. The spectral signature of each class was then built by
the software. Each pixel was assigned to the class having the highest probability to be the correct
one based on those spectral signatures. No exclusion threshold was deﬁned, so every pixel of the
studied zone was classiﬁed. Some validation regions were also digitized, and they covered 4.7% of the
image total area. They were used to calculate the kappa coefﬁcient, which provides a measurement
of the classiﬁcation accuracy. This coefﬁcient was 0.91, indicating a good agreement between the
resulting LULC classes and the validation areas. Secondly, as improvements could be expected in
the classiﬁcation accuracy of some elements of the landscape, an object-oriented classiﬁcation was
performed. Segmentation, merging objects, and implementation of rules (area, convexity, average
values of bands...) were undertaken in the ENVI EX Feature Extraction module. The quality of this
classiﬁcation was assessed by photo-interpretation, and it was thus concluded that the roofs and the
swimming pools were accurately classiﬁed. Thirdly, a ﬁnal classiﬁcation was produced by merging
both pixel and object classiﬁcations using a decision tree. It included fourteen land-cover classes: i.e.,
ﬁve for vegetation, including “trees”, “sugar cane”, “stubbles”, “lawn”, “sparsely vegetated soil”, ﬁve
different types of roofs, “sand”, “asphalt”, “swimming pools”, and “sea/ocean”. A merged class for
all roof types was also created.
2.5. Geographic Information System (GIS)
A GIS was built using ArcGIS 10.0 (Environmental Research Systems Institute, Redlands, CA,
USA) to characterize the experimental units deﬁned in the Introduction. All 117 surveyed houses were
plotted, and environmental indices, LULC map, and elevation data were added as geo-referenced
layers. Each single house of the Caravelle Peninsula was isolated as an object based on the LULC map.
The plot around each house was identiﬁed using the IGN cadastral map.
Environmental variables, i.e., the minimum/maximum/mean for the three indices, the slope and
the object height and the areas of each LULC class, were computed for each surveyed house. This was
accomplished for each plot and for the 50-m and 100-m radius buffer zones around the individual
houses. The Euclidian distance from the house to the ﬁrst patch of each LULC class as well as the area
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of houses (assumed equal to the area of their roofs) and plots were calculated. These data were merged
with the entomological database for each house.
2.6. Modeling Strategy
The overall database included the entomological, environmental, and meteorological variables
described above. Each record was associated with one house visited on one date, i.e., with one
experimental unit. The chosen scenario (Figure 3) included the following two steps that involved the
investigation of driving environmental and meteorological factors:
-

-

Step 1: the presence of one or several water-ﬁlled container(s) in the vicinity of a house at a given
date, independently of the presence or not of Aedes aegypti immature stages. This involved the
detection of the water-positive experimental units;
Step 2: the presence of Aedes aegypti immature stages exclusively in the experimental units
that held one or several water-ﬁlled container(s). This involved the detection of the Aedes
larvae-positive experimental units. No reference to the larval density was included.

Given that the number of domestic water containers was very low in the area, only the
peridomestic containers were considered.

Figure 3. Scenario retained for dengue entomological risk mapping.

2.7. Statistical Analysis and Risk Mapping
Statistical analyses were performed using Stata 11 (Stata Corporation, College Station, TX,
USA). Logistic regression analyses to explain the outcomes from both steps above were ﬁtted at
the experimental unit level using environmental and meteorological indicators as possible explanatory
variables. For each model, uncorrelated variables with p-values < 0.25 from univariate analyses were
candidates for multivariate analyses. Selection among the high number of co-linear variables, i.e.,
meteorological and environmental variables that were created at several time and space scales, was
performed by minimizing the AIC (the Akaike Information Criterion) in univariate analysis as well as
by choosing variables with the best biological input. A manual backward stepwise selection procedure
was applied in the ﬁnal model to select variables with p-values < 0.05. The sampling scheme implied
that some autocorrelations could exist between observations given that nearby observations could
be more similar than distant ones due to the presence of more similar surroundings. In the case that
the local environment was not fully considered by the explanatory variables, a random effect was
added to the models at the level of the section. Model validity was assessed using the full sample and
Receiver Operating Characteristic (ROC) curve (i.e., representation of sensitivity against 1-speciﬁcity
or true positive rate versus false positive rate, thereby providing the discriminative value of a test). It
should be noted that the small amount of observations did not allow validity assessment of the models
with a subset of observations. The cut-off value was chosen to maximize sensitivity and speciﬁcity.
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Robustness was assessed using six sub-models of each ﬁnal model ﬁtted by separately omitting the
experimental units of each section.
The linear equations derived from the ﬁnal models allowed for the prediction of outcomes at
the non-surveyed experimental units, i.e., other Tartane houses and dates other than the dates of the
surveys. We have chosen to undertake mapping for each day of the 2010 year to visualize the seasonal
variability. The explanatory variables of the ﬁnal models (Steps 1 and 2) were extracted from the GIS
for every single building of the area. Meteorological independent variables that were signiﬁcantly
associated with the outcomes were calculated for each day of 2010. Then, the equation of Step 2 was
applied to the buildings that were predicted as water positive in Step 1. The results were daily maps
of the houses harboring Aedes larvae-positive container(s). These maps were merged into composite
monthly maps that included the number of days for which each house was predicted to be Aedes
larvae positive.
3. Results and Discussion
3.1. Results
3.1.1. Step 1. Modeling the Water-Positive Experimental Units
In univariate analysis, several environmental and meteorological variables were signiﬁcantly
associated with the presence of water-ﬁlled container(s) in the experimental units. These environmental
parameters included the area of the class “sparsely vegetated soil” in the plot, area of the class “tiled
roof” in the plot, area of the class “swimming pool” within a 50-m buffer, slope of the plot, mean object
height in the 100-m buffer (with positive sign), as well as area of the class “lawn” within the 50-m buffer,
area of the class “sand” within the 50-m buffer and distance to the class “sparsely vegetated soil” (with
negative sign). Some rainfall, temperature, and humidity variables were also positively or negatively
associated with the presence of one or several water-ﬁlled container(s) in an experimental unit.
In multivariate analysis, the area of the class “sparsely vegetated soil” in the plot and the total
rainfall during the 4-day period before the day of the ﬁeld visit were positively associated with the
outcome, whereas the area of the class “lawn” within the 50-m buffer around the house was negatively
associated with the outcome (Table 2). The section random effect was not statistically signiﬁcant in the
ﬁnal model. In addition, the six sub-models ﬁtted by separately omitting the experimental units of
each section provided similar coefﬁcients compared with the ﬁnal model. The area under the ROC
curve was 0.72 (95% conﬁdence interval: 0.64–0.80). A total of 103 experimental units out of 158 were
correctly predicted (65%). The sensitivity was 63%, and the speciﬁcity was 69%. The positive predictive
value was 71%, and the negative predictive value was 59%.
Table 2. Remote-sensing environmental and ground meteorological variables signiﬁcantly associated
with water-positive experimental units. Multivariate logistic regression analyses with section random
effects are provided (Step 1).
Explanatory Variables
Surface of the class “sparsely
vegetated soil” in the house plot
(per 10 m2 )
Surface of the class “lawn” within
the 50-m buffer around the house
(per 100 m2 )
Total rainfall during the 4-day
period before ﬁeld visit (per 10 mm)
section random effect

Coefﬁcient
95% Conﬁdence Interval
158 Experimental Units, 6 Sections

p-Value

0.10

[0.02; 0.19]

0.017

−0.10

[−0.17; −0.03]

0.007

0.26

[0.07; 0.46]

0.007
0.498
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3.1.2. Step 2. Modeling the Aedes Larvae-Positive Experimental Units
In univariate analysis, several environmental and meteorological variables were associated with
the presence of Aedes larvae-positive container(s) in the experimental units that held water-ﬁlled
container(s). Those environmental variables included area of the class “tree” within the 50-m buffer,
mean height of the houses within the 50-m buffer, mean NDVI within the 50-m buffer (with positive
sign), as well as area of the class “asphalt” within the 50-m buffer, area of the class “swimming pool”
within the 50-m buffer, and area of the class “tiled roof” within the 50-m buffer (with negative sign).
Some rainfall, temperature, and humidity factors were also positively or negatively associated.
In multivariate analysis, the mean of the maximum humidity recorded during the 5-day period
before the day of the ground investigation was positively associated with the outcome, whereas the
area of the class “asphalt” within the 50-m buffer around the house was negatively associated (Table 3).
The section random effect was not statistically signiﬁcant in the ﬁnal model. In addition, the six
sub-models ﬁtted by separately omitting the experimental units of each section provided very similar
coefﬁcients compared with the ﬁnal model. The area under the ROC curve was 0.74 (95% conﬁdence
interval, 0.63–0.86). A total of 64 experimental units out of 88 were correctly predicted (73%). The
sensitivity was 70%, and the speciﬁcity was 74%. The positive predictive value was 58%, and the
negative predictive value was 83%.
Table 3. Remote-sensing environmental and ground meteorological variables signiﬁcantly associated
with Aedes larvae-positive experimental units among units that hold water-ﬁlled container(s).
Multivariate logistic regression analyses with section random effects are provided (Step 2).
Explanatory Variables

Coefﬁcient
95% Conﬁdence Interval
88 Experimental Units, 6 Sections

Surface of the class “asphalt” within
the 50-m buffer around the house
(per 100 m2 )
Mean of maximum humidity during
the 5-day period before ﬁeld visit
(per 1%)
section random effect

p-Value

−0.10

[−0.17; −0.04]

0.003

0.27

[0.07; 0.48]

0.008
0.209

3.1.3. Application of the Scenario (Step 1 + Step 2)
Final predictions from the chosen scenario are displayed in Table 4. A total of 132 experimental
units out of 158 were correctly predicted (84%). The sensitivity was 57%, and the speciﬁcity
was 90%. The percentage of correctly classiﬁed predictions ranged from 67% to 92% depending
on sections. The positive predictive value was 57%, and the negative predictive value was 90%
(false positive rate = 43%; false negative rate = 10%).
Table 4. Final predictions of the scenario versus ﬁeld data: number of Aedes larvae-positive experimental
units versus number of Aedes larvae-negative experimental units.
Prediction from Scenario
Number of Aedes
Larvae-Negative
Experimental Units

Field Data

Number of Aedes
larvae-negative
experimental units
Number of Aedes
larvae-positive
experimental units
Total

84

Number of Aedes
Larvae-Positive
Experimental Units

Total

115

13

128

13

17

30

128

30

158
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3.1.4. Predictive Entomological Risk Mapping in Tartane
Both steps of the scenario were successfully applied to every building (983) of the studied area
at each day of the 2010 year to generate high spatio-temporal resolution entomological risk maps.
The resulting composite monthly maps are displayed in Figure 4 and Supporting Information. None
of the buildings was predicted as being Aedes larvae-positive for 100% of the days in 2010. A total
of 126 buildings were predicted to have less than 10 Aedes larvae-positive days in the year, among
which 28 were predicted to always be negative for Aedes larvae (0 positive days in the year). Maximum
entomological risk was found in section 5 (see Figure 1, top right corner). The risk was decreased in
sections 1, 2 and 4 (same risk) as well as section 6 and 3 (see Figure 1, top right corner) with yearly
ﬁgures among the sections ranging from 77% to 15% Aedes larvae-positive experimental units. June
and September 2010 exhibited the highest predicted entomological risk (45% and 44%, respectively,
of the number of experimental units were predicted as Aedes larvae positive), whereas February
and December were predicted with the lowest risk (17% and 18%, respectively, of the number of
experimental units were predicted as Aedes larvae positive).

Figure 4. Monthly entomological risk maps from the modeling experiment based on data from January
until December 2010. The number of predicted Aedes larvae-positive days for the 983 buildings within
the studied area is provided (see color code at bottom left).

3.2. Discussion
In the present study, the practical and conceptual approach of tele-epidemiology, which was
developed by the CNES and its partners, was used to generate spatio-temporal high-resolution
entomological risk maps for the presence of Aedes aegypti immature stages in Tartane, Martinique. The
experimental unit was the single house and its close surroundings studied at a speciﬁc date. This
unit was proven to be an appropriate scale for mapping risk, which is consistent with the suggestion
that entomological dengue risk would best be measured at the household scale [38]. Environmental
and meteorological data, which are synergetic drivers of mosquito presence and density, were both
included for modeling the presence of dengue vector larvae. Ecological data has also been used as a
surrogate for sociological and behavioral information. The resulting maps are examples of modeled
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entomological risk maps at the dwelling level with daily temporal resolution. These maps highlight
the spatio-temporal variability among the houses that contained Aedes larvae-positive container(s).
3.2.1. A Two-Step Approach
A two-step approach was performed to closely link entomological modeling to the biological,
physical, and societal mechanisms that drive (i) the presence of water-ﬁlled containers and (ii) larval
development. Each step involved distinct physical and biological mechanisms, so these steps were
separately considered. The presence of containers around houses is related to population behavior and
socio-economic/socio-cultural aspects, whereas the presence of larvae in those containers is associated
with ecological and meteorological factors that impact their biological cycle.
Modeling of the houses harboring one or several water-ﬁlled container(s) at a given date was
achieved using two predictors from the Geoeye-1 image and one ﬁeld meteorological variable. Firstly,
the surface of the class “sparsely vegetated soil” in the house plot was positively associated with
the water-positive experimental units. Secondly, the surface of the class “lawn” within the 50-m
buffer around the house was negatively associated with the outcome. Both variables represent
garden maintenance given that houses surrounded by lawn are likely to be well maintained. On one
hand, containers or waste-bins that could be ﬁlled with precipitation should occur less frequently in
well-maintained environments. On the other hand, an individual’s socio-economic level may reﬂect
the need to collect rainfall water in drum barrels to save money. In contrast, collecting rainfall may also
be related to environmental-friendly behavior. Thirdly, the total rainfall during the 4-day period before
the ﬁeld visit was logically a risk factor for the presence of water-ﬁlled container(s) given that most of
the containers, either intentionally or not, were ﬁlled with rainfall. Artiﬁcial ﬁlling of containers, which
rarely happens, was not considered in this study. Nevertheless, large containers and drum barrels,
which serve as major Aedes larval sites (82% of the total number of positive sites), were not artiﬁcially
ﬁlled and were correctly accounted for in the analysis.
Modeling of the houses harboring one or several Aedes larvae-positive container(s) among the
sampled houses having water-ﬁlled container(s) was achieved using one predictor from the Geoeye-1
image and one ground meteorological variable. Firstly, the surface of the class “asphalt” within the
50-m buffer around the house was negatively associated with the outcome. This variable was strongly
inversely correlated with the NDVI, which evaluates the density of vegetation. Many studies have
highlighted the association between shade potentially provided by vegetation and the presence of
Aedes immature stages [30,39,40]. Shade may lower the very high water temperatures that have been
speciﬁcally recognized as a negative factor for the presence of Aedes aegypti larvae [3]. Vegetation may
also provide nutrients for larvae via leaves falling in the water [41], whereas nectar could serve as food
for adult mosquitoes [42]. In Martinique, Aedes aegypti is mainly endophilic, so vegetation probably
does not serve as a resting site. Although the scale of the associations between shade and Aedes aegypti
have been established at 2–3 m using ground data [40], the results of the present work corroborate
previous studies that used remote-sensing images. Indeed, the presence of trees within a 30-m radius
buffer zone was associated with adult Aedes aegypti abundance in Arizona [18], and niche modeling
using Landsat 7 images (with 30-m spatial resolution) predicted the areas suitable for Aedes aegypti
breeding sites in Colombia [11]. Nonetheless, the class “asphalt” likely provided more information
than a NDVI variable given that this class was retained in the ﬁnal statistical model instead of any
NDVI variable. Indeed, asphalt surroundings, which are related to high temperatures and evaporation,
may also be unfavorable for allowing the breeding sites to persist long enough to be suitable for full
cycle larval development. Secondly, the mean of maximum humidity for the 5-day period before the
entomological record was positively associated with the presence of Aedes larvae-positive container(s)
in the experimental units. The association was robust given that the variables for the 2- to 14-day
period before the entomological record were also signiﬁcantly associated with this outcome. Similar
results were noted in Brazil [43] and Australia [44]. Humidity is positively correlated with precipitation
and negatively correlated with evaporation. Thus, humidity may be related to an increased presence
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of water in the containers, thereby increasing the probability of complete larval development. This
ﬁnding is consistent with previous works that have highlighted the association between rainfall and
Aedes aegypti [45–48] or included rainfall data as predictive variable for modeling dengue risk [24].
3.2.2. Scales and Resolutions
Very high spatial resolution remote-sensing environmental variables and high temporal resolution
ground meteorological variables were included. The ecological factors were temporally static (i.e.,
one value for the whole period), but they provided spatial dynamic as these variables were extracted
from a very high spatial resolution satellite image (GeoEye-1 0.41 cm). The urban environment in
Tartane remained quite stable during the studied period, justifying the use of one unique satellite
image. On one hand, the majority of the LULC classes were appropriately deﬁned by this unique
image (buildings, asphalt, sea, swimming pools, sand, sugar cane, stubbles, and trees) given that
they are not seasonally impacted. On the other hand, with regard to lawns, sparsely vegetated soil,
and soil and vegetation indices that vary according the seasons, one unique image only provided
a snapshot of the landscape. However, even static environmental data provide useful information
for describing experimental units. Indeed, lawn and sparsely vegetated soils were identiﬁed as ﬁnal
explanatory variables at the ﬁrst step of modeling, wherein environmental factors aimed to describe
socio-economical and behavioral inputs. Using one unique image did not prevent from highlighting
useful information; for example, the existence of a lawn during a dry season indicated that the garden
was particularly well maintained, which reinforced the probability of the absence of water-ﬁlled
containers. On the contrary, meteorological factors were spatially static (i.e., one value for the whole
studied area was obtained from a ground observation station). However, these factors were extracted
at a ﬁne temporal scale (daily), thereby providing temporal dynamics. Regarding the size of the
studied area, it was difﬁcult to obtain variability in meteorological data apart from installing ground
devices in the different sections or accessing ground radar data (about 1 km spatial resolution). Indeed,
even remotely sensed rainfall data (e.g., Tropical Rainfall Measuring Mission (TRMM) and Rainfall
Estimation (RFE)) do not provide heterogeneity in such small areas due to their spatial resolution
(0.25◦ for TRMM and RFE). Nevertheless, a recent study has revealed that it is crucial to consider the
variability of rainfall amounts when modeling vector distribution, but the scales were beyond the size
of the studied area [49].
3.2.3. Accuracy and Validity of Models
Given that the number of observations was limited, the validation was not based upon datasets
different from those used to ﬁt the models. The fact that 84% of the experimental units were correctly
predicted is thus probably overestimated. The positive predictive value of the two-steps scenario was
57%, and the negative predictive value was 90% (false positive rate = 43% and false negative rate
= 10%). From a larval control operational point of view, this scenario is very powerful to limit the
amount of time spent on the ground by preventing the teams from visiting a large number of negative
houses. However, the predictive ability to detect positive houses should be improved given that a
large proportion of risky houses are missed.
Bias could have been introduced in the models given that ground data were not collected on
the same dates for each section. In addition, some sections were preferentially investigated during
rainy/dry seasons. Nevertheless, analysis of the resulting risk maps indicated that the sections that
were followed mainly during rainy or dry seasons exhibited no particular pattern in terms of prediction
of Aedes aegypti larvae presence. Indeed, although an entirely environmental model could not have
been ﬁtted due to this bias, the presence of meteorological variables in the models served as seasonal
adjustment. In addition, the six sub-models which were ﬁtted at both steps by separately omitting the
experimental units of each section provided estimates similar to the ﬁnal models. The latter indicates
that none of the sections signiﬁcantly modiﬁed the modeling results. Finally, the fact that the section
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effect was not signiﬁcant at both steps of the analysis revealed that the explanatory variables managed
to represent the environmental heterogeneity of the dataset.
3.2.4. From Entomological Risk Maps to Ground Control Actions
Models should be used to spatially and temporally prioritize prevention where the risk is the
greatest [38]. On the one hand, entomological data are rarely collected in a routine fashion in a
given area. When ﬁeld studies are undertaken, they often provide only a snapshot of a continuous
phenomenon. Risk maps are then expected to provide continuity for enhanced risk evaluation. On
the other hand, maps that are available at the household level could facilitate the detection of “key
premises” [50,51] for efﬁcient control. Indeed, houses with an increased number of Aedes larvae-positive
days in a month could be targeted for the destruction of breeding sites and dispersal of information to
human populations to decrease the logistic burden. The resulting maps of the present study could
subsequently be used as a tool for Aedes aegypti larvae control operational systems based on updated
satellite images and meteorological information. Indeed, the equations resulting from the ﬁnal models
at both steps could be applied in the same area at other dates or even in other similar settings if
the same LULC classes could be extracted from very high-resolution images. Although such image
processing is time consuming, a unique image could be used to predict the entomological risk for
several years in urban areas that are not experiencing rapid expansion. A prerequisite would involve
testing the validity of any extrapolated predictions with new ground data. In any objective of using risk
maps to assess dengue epidemiological risk, the association between the spatio-temporal distribution
of immature stages and dengue disease should be evaluated in this area of Martinique. Indeed, a
review paper highlighted various studies that have demonstrated this direct association as well as
other studies that failed [25]. It is highly probable that additional layers of information should be
added to those entomological maps, including pupal productivity or adult (infected) vector densities as
well as human factors (acquired immunity, human-vector contact, population movement and distance
to epidemic areas).
4. Conclusions
The present study revealed that environmental information at a ﬁne spatial scale obtained using
very high-resolution satellite images coupled with ﬁeld meteorological data at a ﬁne temporal scale
were successfully highlighted as explanatory variables for the presence of Aedes aegypti larvae in Tartane,
Martinique. Daily entomological predictive risk maps of the presence of Aedes aegypti larvae-positive
container(s) were generated at the level of individual houses. As it has been often advocated, focusing
interventions in the places and periods with maximum risk is paramount to enhanced allocation of
limited resources and improved dengue control. In this context, such entomological risk maps may be
considered as one of the tools available, and tele-epidemiology may be applied. Finally, the approach
presented in this paper can be applied to assessments of the emerging chikungunya entomological risk
levels in Martinique given that Aedes aegypti is also the vector for this disease [52].
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Abstract: Chlorophyll-a (chl-a) levels in lake water could indicate the presence of cyanobacteria,
which can be a concern for public health due to their potential to produce toxins. Monitoring of chl-a
has been an important practice in aquatic systems, especially in those used for human services, as
they imply an increased risk of exposure. Remote sensing technology is being increasingly used to
monitor water quality, although its application in cases of small urban lakes is limited by the spatial
resolution of the sensors. Lake Thonotosassa, FL, USA, a 3.45-km2 suburban lake with several uses for
the local population, is being monitored monthly by traditional methods. We developed an empirical
bio-optical algorithm for the Moderate Resolution Imaging Spectroradiometer (MODIS) daily surface
reﬂectance product to monitor daily chl-a. We applied the same algorithm to four different periods of
the year using 11 years of water quality data. Normalized root mean squared errors were lower during
the ﬁrst (0.27) and second (0.34) trimester and increased during the third (0.54) and fourth (1.85)
trimesters of the year. Overall results showed that Earth-observing technologies and, particularly,
MODIS products can also be applied to improve environmental health management through water
quality monitoring of small lakes.
Keywords: chlorophyll-a; cyanobacteria biomass; empirical algorithms; remote sensing

1. Introduction
Besides traditional multiple uses of inland waters by mankind, urban lakes also provide services,
such as storm-water buffer, waste removal and recreation [1]. Because of such multiple uses and
services, the deterioration of water quality in urban lakes has been a serious ecological and social
problem that can severely affect human health [2]. Indeed, the public health implications of surface
water quality are among the main concerns related to aquatic systems. In inland waters in general,
one of the greatest problems is the eutrophication process caused by the increase of nutrient inputs.
This process has been affecting the ecological health of many shallow lakes worldwide [3], and urban
lakes are not an exception in this category. This condition is enhanced by the increasing shortage of
available water resources, growing urbanization and the lack of a water governance system, which
affects mainly recently urbanized countries. These and other human-related factors, along with climate
variations and rising temperatures, have been suggested as possible factors triggering an increasing
trend in cyanobacteria abundance [4]. Among the problems caused by eutrophication, special interest
is placed on the toxins and taste and odor production by some species of algae and cyanobacteria. Such
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toxins can enter the body via oral, dermal and inhalation routes through drinking water, freshwater
food consumption and recreational water activities. Moreover, they can poison or even kill humans
and animals that consume contaminated water and food [2,3]. Although low concentrations of toxins
from cyanobacteria and algae may be adequately removed from the source water by conventional
water treatment, the same may not be the case with high initial concentrations [5]. In Florida, an
increased risk for liver cancer has been associated with residence within the area served by a surface
water treatment plant as compared with residents living in contiguous areas [6].
The ﬁrst scientiﬁc report of animal contamination from a harmful algal bloom (HAB) related
to cyanobacteria occurred in 1878 by George Francis [7]. He reported a HAB in Lake Alexandrina
(Australia) and observed that after animals drank its water, they were poisoned and rapidly died. The
author even observed the time that cyanotoxins took to cause death in different animals: in sheep,
from six to eight hours; in horses, from eight to twenty-four hours; in dogs, from four to ﬁve hours,
and in pigs, from three to four hours. One of the ﬁrst reported cases of human casualty associated with
cyanobacteria and their toxins came about in 1996, in the city of Caruaru, PE, Brazil, where exposure
through kidney dialysis led to the death of approximately ﬁfty patients [8]. This disaster raised the
awareness of water quality managers, environmental agencies, policy makers and the general public
to the problem of HABs. Likewise, this incident warned about the need for a reliable and constant
monitoring of HABs by environmental and public health programs. The World Health Organization’s
(WHO) Working Group on the Protection and Control of Drinking Water Quality identiﬁed cyanotoxins
as an issue requiring urgent attention. In the United States, 22 hospitalizations out of two hundred
and ninety-six cases were reported by the Center for Disease Control and Prevention (CDC) during the
years 2009–2010 [9].
Phytoplankton primary production has been regarded as a reliable and accurate indicator
to monitor eutrophication and HABs [3]. In turn, several research studies have conﬁrmed that
chlorophyll-a (chl-a) is a universally acknowledged indicator of phytoplankton abundance and trophic
state due to its visible manifestation and for being part of the eutrophication process [10,11]. Thus,
chl-a concentration has been long applied as an indicator for water quality monitoring of inland waters.
Although chl-a is relatively easily measured in comparison to algal biomass, traditional methods consist
of ﬁeld water sampling and laboratory analysis, which are usually costly and time consuming [12].
Consequently, water quality monitoring is not conducted with enough regularity, which, in turn, may
lead to limitations in the study of the environmental dynamics.
Because of these facts, there is rapidly growing interest in the application of satellite remote
sensing technology in environmental management. The reasons for such interest are based on
several advantages, such as: (1) the synoptic view of the satellite images, which allows the user
to retrieve information from large geographic areas; (2) the acquisition of data from places that are
otherwise difﬁcult to access; (3) the temporal resolution, which can provide a historical dataset allowing
the users to retrieve information from the past [13]. Consequently, remote sensing technology has
been increasingly used to facilitate the decision-making process of environmental managers and
policy makers.
Numerous studies have focused on deriving chl-a concentration information from remote sensing
satellites in inland water bodies [11,12,14,15]. However, there are several limitations related mainly
to the sensor resolutions required to monitor aquatic systems with such high spatial irregularities
and often small areas. Ogashawara et al. [14] addressed the problem of spatial, temporal and spectral
resolutions of satellite images in the monitoring of inland waters. Regarding spatial resolutions, the
authors studied a small water body in which the use of a sensor with low spatial resolution caused
high interference in the signal from adjacent (not targeted) features. The authors also discussed
the importance of spectral resolution, since for turbid inland waters, the bio-optical models are
usually based on the optical properties located at the red and near-infrared (NIR) regions of the
spectrum [16–18]. These algorithms used the ratio of the chl-a reﬂectance peak around 700 nm (NIR) to
the reﬂectance near 675 nm, which is the red chl-a absorption band [19,20]. The temporal resolution is
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also a very important aspect of remote sensing estimation of chl-a in aquatic systems, because of the
quick responses of chl-a to changes in the environment; thus, a good temporal resolution is crucial for
consistent water quality monitoring.
The objective of this study was to assess the applicability of the Moderate Resolution Imaging
Spectroradiometer (MODIS) daily product of surface reﬂectance (MOD09GA) to detect chl-a
concentration in a small inland lake, using as a case Lake Thonotosassa, a suburban lake in Tampa, FL,
USA, which has experienced episodic blooms of blue-green algae (cyanobacteria) [21]. We justify the
use of the MOD09GA by its spatial resolution (500 m), which is higher than the spatial resolution of the
spectral bands usually used in ocean color algorithms. Moreover, since this is a daily product, it could
improve the temporal monitoring coverage for algal blooms in this aquatic system, which currently
occurs on a monthly basis for three sampling stations by traditional methods. Besides ecological
concerns for this lake’s water quality, there are public health concerns related to its designated use for
human recreation and the fact that the outﬂow of this lake discharges into the Hillsborough River and,
ultimately, into the water reservoir that provides the drinking water supply to the City of Tampa.
The speciﬁc goals of this study were: (1) to evaluate the use of the most common ocean color
algorithms applied on MODIS Level 0 products for the estimation of chl-a estimations; (2) to evaluate
the use of 1-km spatial resolution MODIS spectral bands in the retrieval of chl-a; and (3) to propose an
empirical algorithm for chl-a concentration estimation in Lake Thonotosassa with seasonal calibrations
using the MOD09GA product. These goals were motivated by our intention to propose a more
consistent monitoring of chl-a (both temporally and spatially) for public health management in this
lake, further developing a methodology that could be applied to generate the appropriate algorithms
to be used in similar lakes in other areas.
2. Materials and Methods
2.1. Study Site
The study site for this research is Lake Thonotosassa (28◦ 03 N, 82◦ 16 W), which is located in a
suburban area in Hillsborough County, Florida, USA (Figure 1). The lake is supplied mainly by the
runoff from surrounding citrus groves and from Baker Creek, an improved drainage canal originating
in Dover, Florida [22]. The lake has a surface area of 3.45 km2 , with a mean depth of 3.5 m and a
maximum depth of 5.1 m. The water temperature in Lake Thonotosassa varies from 14 to 34 ◦ C during
the year, with a mean of approximately 25 ◦ C. Short-term thermal stratiﬁcation (less than 5 ◦ C from the
surface to bottom) and hypolimnetic oxygen deﬁcits occur in the deeper parts of the lake during the
warmer months (May–October) [23]. Cowell et al. [22] showed that the lake was in advanced stages of
eutrophy by analyzing its limnological characteristics. The authors observed that the eutrophication
process occurred because of 15 years of artiﬁcial enrichment by organic wastes from domestic sewage
and citrus processing plants. Their ﬁndings showed that inorganic nutrient levels were high, as well as
oxygen deﬁcits in the hypolimnion and at the mud-water interface. The phytoplankton community
was large and dominated by cyanobacteria that generate a primary productivity rate comparable to
those of grossly polluted lakes.
The high eutrophication levels in Lake Thonotosassa got the attention of policy makers, and
consequently, the Environmental Protection Commission of Hillsborough County (EPCHC) has
monitored its water quality since 1975. According to the Southwest Florida Water Management District
(SFWMD) [21], the annual averages for total phosphorous concentrations for Lake Thonotosassa for
the period of 1992–2000 varied from 0.3 to 0.77 mg/L. Average annual total nitrogen for the same
period ranged from 1.8 to 4.1 mg/L. These high concentrations of nutrients led to high algal biomass
(chl-a concentrations), which has ranged from 62 μg/L to 179 μg/L during the same period. Under
current state standards, average chl-a levels greater than 20 μg/L are considered indicative of poor
water quality for aquatic life in Florida lakes [24].
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2.2. Dataset
2.2.1. Limnological Dataset
The water quality data from Lake Thonotosassa used in this study were collected and provided by
the EPCHC. Data were collected monthly as part of routine water quality monitoring programs from
three sampling stations, one located at the inlet, another at the middle and a third one at the outlet
regions of the lake (see Figure 1 for the locations). Such a monitoring program also covers Tampa Bay
and water bodies in its watershed. In this study, we used measurements of total phosphorus (TP),
total nitrogen (TN) and chl-a concentration, which were collected during the time period between
2001 and 2011. Monthly water samples were analyzed by the EPCHC laboratory, which is a National
Environmental Laboratory Accreditation Program (NELAP) certiﬁed laboratory. Water quality analyses
were conducted using a combination of Environmental Protection Agency (EPA) and American
Public Health Association (APHA) standard methods, following quality assurance and quality control
(QA/QC) guidelines from both methodologies and all NELAP QA/QC rules. The TP concentration
was determined following the EPA 365.4 methodology; the TN concentration were calculated by the
sum of the total Kjeldahl nitrogen (TKN) and nitrate/nitrite nitrogen, where TKN was determined
by EPA 351.2 and the nitrate/nitrite nitrogen concentration by Standard Methods 4500 NO3 F (SM
4500 NO3 F) [25]. The Chl-a concentration was determined by Standard Methods10200 H (SM 10200
H) [25], using acetone and a tissue grinder. More details on the methods of the laboratory analysis and
sampling of in situ data have been described previously [18,26,27].

Figure 1. Location of Lake Thonotosassa in the State of Florida, USA, and the location of sampling
points from the Environmental Protection Commission of Hillsborough County.

2.2.2. Remote Sensing Products
The remote sensing dataset consisted of two MODIS products. The following MODIS data were
used: Level 0 MODIS data (L0_LAC) at a 1-km spatial resolution and Surface Reﬂectance Daily L2G
at a 500-m spatial resolution (MOD09GA). MODIS L0 data were provided by NASA’s Ocean Color
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Products through their web portal [28]. MOD09GA data were provided by NASA’s Earth Observing
System Data and Information System (NASA/EOSDIS) through the Reverb web [29] portal. To process
the L0 MODIS products to Level 3 products, we used the SeaWiFS Data Analysis System (SeaDAS) [30].
The MODIS Reprojection Tool (MRT) was used to re-project the MOD09GA dataset to the UTM
coordinate system with the WGS-84 datum as the reference. The reﬂectance values were calculated
using the scale factor of MOD09GA for the MOD09GA Collection 5 products acquired on the same
day of the limnological collection from 2000 to 2011.
2.3. Ocean Color Algorithms Evaluation
Ocean color algorithms for MODIS usually use the spectral bands with 1-km spatial resolution.
As is widely known, such a resolution is not useful for retrieving information from small inland
aquatic systems, due to the mixing signal from other targets being different from the intended water
body. Nevertheless, we used them for the purpose of comparison with our proposed algorithm. We
evaluated three ocean color algorithms implemented in SeaDAS to show how MODIS 1-km bands
could not retrieve geochemical data from Lake Thonotosassa.
2.3.1. Algorithms Used for Evaluation
We evaluated three existent chl-a algorithms, which are freely available from SeaDAS: the
ocean color 3-band ratio (OC3M) [31], the Garver-Siegel-Maritorena model (GSM) [32] and the
generalized inherent optical property (GIOP) [33]. OC3M is a fourth-order band ratio algorithm
of remote sensing reﬂectance (Rrs ), which can use two different band ratios: Rrs 443/Rrs 547 or
Rrs 448/Rrs 547 [31]. The GSM is an optimized semi-analytical algorithm that simultaneously retrieves
inherent optical properties (IOPs) from spectral measurements of normalized water leaving spectral
radiance (nLw (λ)) [32]. The GIOP model uses the spectral behaviors of several optically-active
constituents (OACs) in the water column to apply in an inversion process. This process is based
on ﬁnding the optimum set of eigenvalues between the modelled Rrs and MODIS Rrs using the
Levenberg-Marquardt optimization scheme [33]. These three algorithms are presented and described
in Table 1.
Table 1. Functional form of MODIS chl-a algorithms. OC3M, ocean color 3-band ratio; GSM,
Garver-Siegel-Maritorena; GIOP, generalized inherent optical property.
Algorithm

Reference

OC3M

[31]

GSM

[32]

GIOP

[33]

Functional Form
chl − a =
2
3
4
10( a1 + a2 R+ a3 R + a4 R + a5 R )
a phy, i = chl − a· a∗phy
chl − a =

a phy, ii
a∗phy

From the table, R is the chosen band ratio; a1 , a2 , a3 , a4 and a5 are coefﬁcients from the polynomial
equation with the following values: 0.2424, −2.7423, 1.8017, 0.0015 and −1.2280, respectively; aphy,i is
the absorption coefﬁcient of phytoplankton, which is substituted in the GSM model for the functional
form; aphy,ii is the absorption coefﬁcient of phytoplankton derived from the GIOP model (Equation (2));
and aphy * is the average speciﬁc absorption coefﬁcient of phytoplankton calculated from Morel [34]
and implemented in SeaDAS.
The GSM uses Equation (1) to retrieve the chl-a concentration, absorption coefﬁcient for dissolved
and detrital materials (aCDM ) and the particulate backscatter coefﬁcient (bbp ) at 443 nm. The parameters
for the algorithm (Equation (1)) were obtained through simulated annealing, which is a global
optimization technique [32].
LωN (λ) =

tF0 (λ)
n2w

2

∑ gi

i =1



bbw (λ)+bbp (λ0 )(λ/λ0 )−η

bbw (λ)+bbp (λ0 )(λ/λ0 )−η + aw (λ)+chla ph ∗(λ)+ aCDM (λ0 )exp(−S(λ−λ0 ))
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where t is the sea-air transmission factor; F0 (λ) is the extraterrestrial solar irradiance; nw is the index of
the refraction of the water; gi is a ﬁtting coefﬁcient from Monte Carlo simulations of an idealized ocean
by Gordon [35]. The GIOP algorithm uses the GSM algorithm [32] estimations of several inherent
optical properties, such as: the aphy * , the speciﬁc absorption coefﬁcient of non-algal particles (aNAP * ), the
speciﬁc absorption coefﬁcient of colored detrital matter (aCDM * ), the colored detrital matter absorption
coefﬁcient slope (SCDM ), the particle-speciﬁc backscattering coefﬁcient (bbp ) and the backscattering
coefﬁcient slope (Sbp ).
2.3.2. Level 0 MODIS data (L0_LAC)
The three previously described SeaDAS chl-a algorithms were evaluated using MODIS-Aqua L0
products. The products were atmospherically corrected by the Management Unit of the North Sea
Mathematical Models (MUMM) algorithm using its default settings. This model for atmospheric
correction was chosen because of its application for turbid waters, which is enhanced by the
replacement of the usual assumption of zero water-leaving radiance in the NIR bands. Thus, it
is substituted by the assumption of the spatial homogeneity of the reﬂectance ratio (748/869), which is
used for aerosol and water reﬂectance within an image [36].
2.4. Algorithm Development
As the goal of this research, we developed an empirical algorithm for Lake Thonotosassa, FL,
USA. The development process was divided into two parts: the band selection and the calibration and
validation of the algorithm.
2.4.1. Band Selection
Once the evaluation of the three algorithms implemented with L0_LAC data was completed,
we evaluated the use of MOD09GA data, which has a spatial resolution of 500 m, to estimate the
chl-a concentration. In order to select the spectral bands from MOD09GA (Band 1 to Band 7) to be
used in the algorithm, we ﬁrstly divided the images into 4 periods: January to March; April to June;
July to September; and October to December. We used this seasonal distribution of the data, because
aquatic systems respond differently to weather and seasonal conditions. Therefore, for each period,
we analyzed the correlation among the spectral bands and chl-a concentration. We also evaluated
the use of band ratios through the web tool, Interactive Correlation Environment (ICE), available
at www.dsr.inpe.br/hidrosfera/ice [37]. This web tool builds a two-dimensional correlation plot of
the radiometric measurement (i.e., surface reﬂectance from the MOD09GA) and its relation to the
interesting biogeochemical component (i.e., chl-a). This two-dimensional correlation plot is important
for band selection, because of its capability to cover all possible band ratios, making it a useful tool for
the analysis of hyperspectral measurements with a large number of spectral bands.
2.4.2. Model Evaluation
We split the dataset in two groups: the ﬁrst one using MOD09GA products from 2000 to 2007,
which was used to calibrate the models; and the second using MOD09GA products from 2008 to
2011. Thus, we validated the calibration coefﬁcients derived from a linear regression of the calibration
dataset in the validation dataset. We also used error estimators, such as the bias, normalized bias
(NBias), root mean squared error (RMSE) and normalized root mean squared error (NRMSE), which
were calculated according to the equations in Table 2. The described methodology (Section 2) of this
work is summarized in Figure 2, which shows a schematic ﬂowchart of the entire work.
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Table 2. Error estimators used in this study. NBias, normalized bias.
Estimator

Formulas

( yi − xi )

Bias
NBias

yi,

RMSE

RMSE =

( yi − xi )

max − yi, min


1
n

NRMSE =

NRMSE

n
2
∑ ( yi − xi )
i =1
RMSE
yi, max −yi, min

Note: yi and xi are the measured and predicted chl-a concentration, respectively. In the i-th sample, yi,max and yi,min
are the maximum and minimum chl-a concentrations, respectively.

Figure 2. Flow chart of the methodology used to develop an empirical model for chl-a estimation in
Lake Thonotosassa. SeaDAS, normalized bias; ICE, Interactive Correlation Environment.

3. Results and Discussion
3.1. Environmental Characteristics
The limnological variables in the water column for the 11 years of monthly analysis showed
different responses in the three stations located in Lake Thonotosassa. The average chl-a concentration
was lower (15.37 μg/L) at the inlet and higher (154.68 μg/L) at the outlet of the lake. The same pattern
was observed for the average TN concentrations for the three sampling stations—a low (1051.07 μg/L)
concentration at the entrance and a high (2785.69 μg/L) concentration at the outlet. For the average
TP concentration the opposite pattern was found with a high average TP concentration (535.04 μg/L)
at the entrance and a low concentration (329.20 μg/L) at the outlet. Table 3 summarizes the statistics
for these variables. The mean ratio TN:TP was very low at the inlet (1.96) and almost four-times
higher at the middle (8.82) and outlet (8.46) sampling points. Such increasing ratios of TN:TP along the
transect between the inlet and the outlet indicate an increasing trend in the TN concentration, while a
decreasing trend in the TP concentration along the same transect. Table 3 summarizes the statistics for
the limnological variables used in this manuscript.
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Table 3. Summary statistics for chl-a (μg/L), total nitrogen (TN) (μg/L), total phosphorus (TP) (μg/L)
and the ratio TN:TP for the monthly water samples analysis of Lake Thonotosassa from 2000 to 2011.

chl-a
TN
TP
TN:TP

Inlet

Middle

Outlet

Mean ± SD (Min–Max)
15.37 ± 25.91 (0.3–163.54)
1051.07 ± 429.80 (31–3010)
535.04 ± 263.48 (58–1994)
1.96 ± 1.15 (0.61–7.21)

Mean ± SD (Min–Max)
146.48 ± 57.45 (4.4–373.8)
2675.10 ± 1,215.92 (843–9300)
302.96 ± 158.46 (47–1030)
8.82 ± 4.25 (0.10–23.51)

Mean ± SD (Min–Max)
154.68 ± 61.30 (2.2–339.4)
2785.69 ± 1,342.21 (978–9159)
329.20 ± 171.93 (40–1204)
8.46 ± 4.32 (2.45–22.26)

To relate these limnological analyses to cyanobacteria biomass (CBB), we applied an empirical
algorithm developed by Beaulieu et al. [38] to predict CBB. Such an algorithm was developed based on
data from approximately 1100 lakes from the entire continental United States. The authors divided the
dataset according to basin type (shallow or deep lakes, as well as natural ones or reservoirs). For each of
these basin types, it was possible to generate several relations, that of a shallow natural lake being the
one corresponding to Lake Thonotosassa. The predictive models of CBB based on the shallow natural
lake type and TN and TP concentrations (in μg/L) are shown in Equations (2) and (3), respectively.
CBB = −1.08 + 1.17 log10 TN

(2)

CBB = 1.19 + 0.76 log10 TP

(3)

Figure 3 shows the results of the application of both equations for the three sampling points for
the estimation of CBB. Based on TN, Figure 3A shows a lower CBB concentration at the inlet (blue line)
as compared with that at the middle (green line) and the outlet (red line). Figure 3B represents the CBB
estimation based on TP, which shows the TP trend line at the inlet (blue line) being the highest during
most of the study period. For both cases, an estimation of CBB concentration for any time point with
TN and/or TP data was observed. Since we do not have in situ data for cyanobacteria, these results,
together with the data on chl-a concentrations (Figure 3C) and the history of cyanobacteria bloom in
the lake, strongly suggest the presence of cyanobacteria.
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Figure 3. Time series of cyanobacteria biomass (CBB) estimations from (A) TN and (B) TP at the three
sampling points, (C) data on measured chl-a concentrations.

However, Figure 3A,B shows different patterns for the cyanobacteria presence among the three
regions. Figure 3A, based on Equation (2), showed a lower CBB at the inlet as compared with the
other two monitoring sites, while Figure 3B shows the opposite. To better evaluate the presence of
cyanobacteria in Lake Thonotosassa, we analyzed the TN: TP ratio (shown in Table 3), since TN:TP
ratios have been associated with the concentration of cyanobacteria in lake water [5]. Although it
has been proposed that low ratios of TN:TP lead to a higher cyanobacteria concentration [39,40],
the opposite case has also been proposed, where low ratios of TN:TP may rather be the result of a
high cyanobacteria presence, due to the possible ability of cyanobacteria to pump out phosphorus
from enriched sediments [41]. Furthermore, other studies have supported alternative explanations,
according to which other factors, such as nutrient variations, rather than low ratios of TN:TP, could be
the main triggers of higher cyanobacteria concentration or toxic blooms [42].
In our study case, Table 3 shows the inverse relationship between the trends in TN and TP along
the inlet-outlet transect and the direct relationship between the trends of chl-a and TN along it. This
could in fact suggest that cyanobacteria are an important contributor in the overall chl-a concentration
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in the water column of the lake. Such a hypothesis could be explained as a consequence of the
well-known ability of cyanobacteria to ﬁx nitrogen [39]. Cyanobacteria would be favored over other
species of phytoplankton by conditions of relatively limited nitrogen and abundant phosphorus in the
water supply to the lake [43,44]. Depending on nutrient ﬂuxes and the sink capacity of the sediments,
it is possible that as water ﬂows from the inlet to the outlet of the lake, the ratio between TN and TP in
the water column gradually changes as cyanobacteria uptake TP from the solution and ﬁx nitrogen in
solution. Indeed, it can be noticed from Table 3 that both the TN:TP ratio and the chl-a concentration
are lowest at the inlet, presumably because at that site, the inﬂow water with the lowest TN:TP ratio
has just entered the lake and has not had enough retention time yet to affect the cyanobacteria; thus, the
chl-a concentration is low. The middle and outlet sites monitor lake water with a longer retention time;
thus, there is a longer opportunity for cyanobacteria to increase in abundance by taking advantage
of the still low TN:TP ratio. Although such a ratio has increased by the time the water reaches the
middle and outlet, it is still low and, therefore, still nitrogen limiting and, consequently, favorable for
cyanobacterial growth. This could explain the higher chl-a concentration at the middle and outlet sites.
According to the nutrient limitation criteria suggested by Brezonik [45] and the results of
Table 3, Lake Thonotosassa is a nitrogen-limited environment. Such criteria propose that lakes
with TN:TP ratios less than 10 are nitrogen-limited, while those lakes with ratios greater than 30
are phosphorus-limited, and those ranging between 10 and 30 are balanced (both nutrients are
limiting). This, along with the episodic blooms of cyanobacteria reported at the lake [21], agree
with the associations reported in the literature between cyanobacteria and low TN:TP ratios [5,40].
Furthermore, the fact that both the TN: TP ratio and chl-a concentration increase together from the
inlet to the middle does not coincide with the proposition of Xie et al. [41] that a low TN:TP ratio is a
result of a high cyanobacteria concentration, in which case, a lower TN:TP ratio would be expected
with more chl-a.
It seems plausible that the TN:TP ratio has indeed an effect on the cyanobacteria in the lake water,
which would be mostly the case from the TN:TP ratio of the inﬂow water [43,44]. This highlights
the importance for management plans to focus on the reduction of phosphorus inputs as a way to
prevent cyanobacteria blooms and consequent public health issues. As we have indicated, since it is
highly plausible that in our study case that the chl-a is importantly composed of cyanobacteria, the
importance of monitoring chl-a in a more consistent manner as a way to monitor the effectiveness of
such management plans is evident.
3.2. Ocean Color Algorithms Performances
Figure 4 shows the application results from the three algorithms, used for comparison, in a
MODIS-Aqua L0 image acquired on 14 April 2006, over the State of Florida. As expected, none of the
three algorithms were able to retrieve chl-a concentrations from Lake Thonotosassa. The OC3M was the
only algorithm that could perform chl-a estimation in the MODIS L0 product (Figure 4). However, such
an estimation was not useful for inland aquatic systems, mainly due to the size of the water body and
consequent issues with spatial resolution. Accordingly, this algorithm has been reported previously
to be able to retrieve some variation of chl-a in Tampa Bay, Florida, a body of water covering about
1000 km2 at a high tide, but even in that case, its performance was considerably lower as compared
with a 1-km spatial resolution MODIS chlorophyll ﬂuorescence line height (FLH) product [18]. The
use of GSM and GIOP could not retrieve any spatial variation of the chl-a concentration. These results
agree with those found by Tilstone et al. [46], who evaluated the same algorithms for the eastern
Arabian Sea coast and similarly found that OC3M had the best performance among the same three
algorithms. These observations highlight the need to develop water quality products with a higher
spatial resolution for the study and monitoring of small aquatic systems.
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Figure 4. OC3M application using SeaDAS 7.02 on a MODIS-Aqua L0 product.

3.3. Locally-Tuned Algorithm
3.3.1. Band Selection
Upon conﬁrming the unsatisfactory results from the MODIS-Aqua L0 1-km product, we used
the MOD09GA product with a spatial resolution of 500 m to develop empirical models. However, the
single spectral bands from the MOD09GA product were not suitable for water color studies either,
since they cannot detect the small spectral variations required [14]. We compared chl-a concentration
against MOD09GA reﬂectance to analyze their relationship using the reﬂectance from single bands.
Table 4 shows the correlation for each spectral band of MOD09GA (days without cloud cover over Lake
Thonotosassa) to the chl-a concentration per period of the year using the calibration dataset. As shown
in Table 4, algorithms based on a single band were not useful for estimating the chl-a concentration in
Lake Thonotosassa during the last six months of the year.
Table 4. Coefﬁcient of determination (R2 ) for chl-a (μg/L) and reﬂectance values from each band for
four periods of the year: January to March (JFM), April to June (AMJ), July to September (JAS) and
October to December (OND).

Band 1 (620–670 nm)
Band 2 (841–876 nm)
Band 3 (459–479 nm)
Band 4 (545–565 nm)
Band 5 (1230–1250 nm)
Band 6 (1628–1652 nm)
Band 7 (2105–2155 nm)

JFM

AMJ

JAS

OND

0.07
0.00
0.15
0.25
0.03
0.02
0.01

0.67
0.71
0.62
0.58
0.67
0.70
0.71

0.00
0.01
0.01
0.00
0.00
0.00
0.00

0.00
0.01
0.00
0.00
0.01
0.00
0.01

Different spectral bands were found to be the most correlated for each period. The highest
correlations were observed in the April to June (AMJ) period, which is also the period of the year
with higher chl-a concentrations (179.36 μg/L). For the periods with a low chl-a concentration, July
to September (JAS) (126.83 μg/L) and October to December (OND) (132.12 μg/L), the R2 was low.
Finally, the January to March (JFM) period, which presented a higher R2 as compared to JAS and
OND, but lower R2 as compared to AMJ, presented a chl-a concentration greater than that of JAS and
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OND, but lower than that of AMJ (148.49 μg/L). These observations demonstrate the need for seasonal
calibrations of the empirical algorithms.
To understand the physical principles behind the algorithm development, we plotted the average
reﬂectance spectrum for each period (Figure 5). No relationship between chl-a concentration and the
reﬂectance peak at Band 2 (in the NIR) was observed. The highest reﬂectance value was detected in
the OND period, with an average chl-a concentration of 132.12 μg/L, followed in order by the JAS,
AMJ and JFM periods with average chl-a concentrations of 126.83 μg/L, 179.36 μg/L and 148.49 μg/L,
respectively. It was concluded from this lack of correlation that single bands were not useful for the
estimation of chl-a concentration.
As a next step, band ratios among the seven spectral bands were tested. The importance of
using band ratios lies in the fact that the specular reﬂection from water under wavy conditions gets
suppressed by the ratio architecture of this type of algorithm, which cancels out the specular reﬂection
from the two bands used in the ratio [47]. To analyze all possible band ratios, we used the ICE [37] to
generate two-dimensional correlation plots of the R2 between chl-a concentration and band ratio values.
ICE was previous described in Section 2.4.1, and more information can be found in [37]. Figure 6
shows the plots for the four seasons analyzed using the calibration dataset.
As shown by the four 2D correlation plots in Figure 6, the best performances are obtained from
the ratio between Band 1 and Band 4 or Band 4 and Band 1 (the highest R2 on the 2D color correlation
plot for all of the periods; Figure 6A–D). Band 1 is located in the red channel around 675 nm, where
there is an important chl-a absorption feature. Another reﬂectance peak of chl-a is located at Band 4 in
the green channel around 550 nm. With attention to this, the algorithm we proposed here for all four
seasons is shown in Equation (4):
B − B4
(4)
Chl − a ≈ 1
B1 + B4
where B1 is related to MOD09GA reﬂectance from spectral Band 1 and B4 is related to MOD09GA
reﬂectance from spectral Band 4.

Figure 5. Average reﬂectance spectra of MOD09GA for each seasonal period.
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Figure 6. 2D correlation plots of MOD09GA spectral bands using ICE [37]. (A) JFM; (B) AMJ; (C) JAS;
(D) OND.

3.3.2. Calibration and Validation
The algorithm was seasonally calibrated using MOD09GA data from 2000 to 2007. A linear
calibration was performed for each period to retrieve its slope and intercept. Table 5 shows the
calibrations coefﬁcients, indicating an average performance for most of the periods, with R2 of 0.53,
0.56 and 0.67 for the JFM, AMJ and JAS periods, respectively. Nevertheless, a clearly lower R2 (0.06)
was detected for the linear calibration in the OND period.
Table 5. Calibration coefﬁcients for the algorithm for each period.

JFM
AMJ
JAS
OND

R2

Slope

Intercept

p-Value

0.53
0.56
0.67
0.06

−426.81
−289.51
357.46
−148.15

144.78
137.72
137.18
125.87

0.003
0.008
0.012
0.440

It can be observed from the 2D correlation plots in Figure 6 that the relationship between
reﬂectance and chl-a concentration in the OND period did not present any R2 higher than 0.08.
The same was observed by applying the proposed algorithm with a very low R2 with a very high
p-value (0.440). As can be appreciated from Table 5 and Figure 7, the models were better calibrated for
the ﬁrst three periods: JFM, AMJ and JAS. Figure 7C shows a positive slope during the JAS period,
while all of the others ﬁgures (Figure 7A–C for periods JFM, AMJ and OND, respectively) present a
negative slope. Such a negative slope can be explained by the algorithm structure, which is sensitive
to the absorption of phytoplankton in the red channel, as well as the phytoplankton reﬂectance peak
in the green channel. Conversely, a positive slope indicates an increase in the signal in the red channel,
which is related to a cyanobacteria pigment known as phycocyanin (PC) with a ﬂuorescence peak at
650 nm. Such a ﬂuorescence peak is close to the center of MODIS Band 1. This circumstance causes an
increase in the signal of this band at high cyanobacteria concentrations. Moreover, the JAS period is

104

ISPRS Int. J. Geo-Inf. 2014, 3, 1234–1255

usually related to the summer, where several cyanobacteria cases are reported mainly due to the high
temperature observed in this season.
The linear calibrations depicted in Figure 7 were used in the validation process with MOD09GA
data, which covered the period from 2008 to 2011. The coefﬁcients of the calibration (slope and
intercept from Table 5) were applied on the surface reﬂectance data derived from the MOD09GA
product. The error estimators in Table 2 were used to evaluate the performance of the model. Table 6
shows the error estimators for the four periods of the year.
Table 6. Errors estimators used in the validation dataset for each period.

Bias
NBias
RMSE
NRMSE

JFM

AMJ

JAS

OND

38.58
0.23
45.2
0.27

91.46
0.27
112.08
0.34

52.94
0.46
62.02
0.54

25.53
1.74
27.16
1.85

The variation in the error estimator from period to period of each year can be appreciated in
Table 6. Both NBias and NRMSE indicated lower error estimators for the periods with higher chl-a
concentrations (JFM and AMJ) as compared with those periods with lower chl-a concentrations (JAS
and OND). These errors could be related to the atmospheric correction of the MOD09GA product,
which is based on the utilization of look-up tables (LUTs) of top of atmosphere (TOA) reﬂectance
values [48]. This is needed to retrieve surface reﬂectance properties on the basis of given TOA
reﬂectance values and atmospheric parameters [48]. Hence, the accuracy of using MOD09GA depends
on several aspects, such as the accuracy of sensor calibration, input atmospheric parameters, LUTs and
operational implementation of correction for bidirectional reﬂectance distribution function effects [49].
More details about the atmospheric correction used in the MOD09GA product can be found in Vermote
et al. [48]. The NRMSE results, though, agree with Cowell et al. [22], which identiﬁed more abundant
green algae (Chlorophyceae) in Lake Thonotosassa during the spring and early summer months, while
blooms of blue-green algae (mainly Anabaena spiroides) were during the summer. This phytoplankton
dynamic enhanced the accuracy for the ﬁrst two trimesters, which received lower errors. During
the third and fourth trimester, Cowell et al. [22] identiﬁed the occurrence of diatom blooms (mainly
Stephanodiscus hantzschii). This could explain the high errors, since diatoms have a different spectral
shape with higher reﬂectance values, and their steep spectrum decreases from 412 to 510 nm [50]. As
shown by Ogashawara et al. [14], this range of estimator errors for chl-a concentration estimation from
a MOD09GA product is reasonable. This assumption is mainly based on the spectral resolution of the
seven ﬁrst MODIS bands, which were not the ideal for water color studies, since they are not able to
collect the signal from important sections of the water leaving radiance spectra.

105

ISPRS Int. J. Geo-Inf. 2014, 3, 1234–1255

Figure 7. Linear regression plots of the calibration between model values and chl-a concentration for
each period of the year. (A) JFM; (B) AMJ; (C) JAS; (D) OND.

Moreover, several studies using more appropriate MODIS spectral bands for water color analysis
still have presented similar or poorer error estimator results. Le et al. [51] used MODIS Bands 11
(526–536), 12 (546–556) and 14 (673–683), which have a narrow range that meets the chl-a-speciﬁc
spectral range of reﬂectance and absorption. Using these spectral bands, the authors produced an
RMSE (%) of 36.5%, and they also attributed a value of 39.6% of the error to the red-green ratio
algorithms as acceptable for estuaries.
3.4. Possible Applications
The development of empirical algorithms for the monitoring of chl-a concentration for Lake
Thonotosassa can lead to several environmental and public health applications. Ogashawara et
al. [14] demonstrated the usefulness of applying empirical algorithms to retrieve a time-series of
chl-a concentration to improve the monitoring in regions with a considerable lack of data acquisition.
Although Lake Thonotosassa is monitored monthly, the possibility of having more frequent data is
important, because water quality parameters can change rapidly. Furthermore, a monitoring method
based on ﬁxed locations may not be representative of the mean chl-a concentration in the lake, as other
locations of potential interest within the lake are not considered. Thus, the use of MOD09GA, which is
a daily product, can improve the frequency of monitoring water quality, mainly algal blooms, further
providing the feasibility to cover areas within the lake not included in the routine monitoring plan.
As indicated by calculations according to Beaulieu et al. [38] and by the analysis of in situ data for
TN:TP ratios, there is an important indication that cyanobacteria are a core component of the chl-a
present in Lake Thonotosassa. As growing populations in urban and suburban areas increasingly
rely on lakes for ecosystem services, such as recreation, aesthetics, culture and storm-water drainage
and treatment [1,52], the use of practical time- and cost-effective methodologies to monitor water
quality is accordingly becoming more imperative. The risk of cyanobacteria presence in urban lakes
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and consequent potential danger to public health amply justify the implementation of water quality
monitoring programs. These programs are important, since human intoxication from cyanotoxins,
such as microcystin, does not occur only through the ingestion of drinking water or food. It can also
occur through recreational dermal contact during aquatic activities, such as practicing aquatic sports,
bathing, swimming and diving [53]. Moreover, these activities also promote accidental ingestion of
water, which is a concern, since ingestion of even a small quantity of cyanotoxins can have serious
health consequences [54]. Therefore, in a broader scope, chl-a monitoring in general is an increasingly
important need. The web tool procedures and remote sensing techniques used in this study were
shown to be useful for applications to water chl-a monitoring or algal bloom identiﬁcation in Lake
Thonotosassa. Furthermore, the proposed approach and procedures can also be applied to develop
customized remote sensing methodologies in other lakes with similar environmental conditions.
This initiative can improve local water governance systems, as well as can be an important tool for
environmental and public health managers. Additionally, the community as the major stakeholders
could be trained in the use of remote sensing technology to be involved in the monitoring process in a
sustainable low-cost approach.
4. Conclusions
Our analysis of in situ data of the changes in TN: TP ratios and chl-a concentration along the
ﬂow transect covering the three monitoring sites suggests the presence of cyanobacteria in Lake
Thonotosassa. To validate these ﬁndings, an analysis through the TN and TP relations established
by Beaulieu et al. [38] along with chl-a concentration highlighted the presence of cyanobacteria.
Considering that some cyanobacteria species have the ability to produce toxins (which can be
dangerous to human health through different routes of entry) along with the potential risk of exposure
(as this lake is located in a suburban area and discharges into the Hillsborough River, which is the main
source of municipal water supply for the City of Tampa), the importance of implementing monitoring
programs in this water body is clear. Such a practice could anticipate and prevent related health issues
in the community interacting with the lake.
Remote sensing techniques, such as bio-optical modeling, are an alternative to qualitatively
monitoring of biological activity through chl-a concentration. Using MODIS-Aqua L0 products and
SeaDAS, we implemented three ocean color algorithms that resulted in non-suitable products, due to
the use of spectral bands with low spatial resolution, which were unable to identify small water bodies.
Since they are global algorithms and originally modeled for oceanic waters, our empirical model
especially designed for a small inland lake was shown to improve the results. We used MOD09GA
(500 m) data to develop an empirical chl-a bio-optical model based on the band selection provided by
2D color correlation plots of R2 between band ratios and measured chl-a concentration. We grouped 11
years of MOD09GA data by trimester and calibrated the algorithm for each of these time periods. The
NRMSE for the ﬁrst trimester of the year was 0.27, while for the second, third and fourth trimester, it
was 0.34, 0.54 and 1.85, respectively. These results showed a greater error during the fourth trimester of
the year, as compared with the other trimesters. This is probably explained by the presence of diatoms
during this period of time, which shows the need for the development of ﬁlters to remove the effect of
others water constituents. We also highlight here the need for seasonal calibration of bio-optical models,
as seasonal variability in the aquatic system can change the environment dynamics. Thus, we have
shown the applicability of remote sensing techniques to monitor water quality, even in small water
bodies, such as Lake Thonotosassa. Nevertheless, it is clear that the understanding of environmental
factors and their effects on seasonal variations are crucial for better algorithm calibration.
Although the spatial resolution from MODIS products is often not suitable for small water bodies,
it is still possible to acquire daily data to retrieve a long-term time-series from one pixel that ﬁts the
required conditions. This can be useful to monitor the effects on water quality from human activities in
the watershed and the progress of environmental management plans aimed at improving water quality.
This improvement is needed, since an adequate monitoring system for aquatic environments may
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imply high costs that make difﬁcult its implementation difﬁcult. Moreover, immediate management
options should be available to provide information for the population, especially for those who
depend on the aquatic environment. Remote sensing techniques showed here a high potential for the
environmental and public health management of inland aquatic systems. MODIS products constitute
a great help in understanding environmental dynamics in order to propose better environmental
and health policies concerning water resources. Thus, remote sensing can be an important tool for
environmental decision makers, which will inﬂuence the environment and human health.
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Abstract: The prevalence of obesity has increased dramatically in recent decades. It is an important
public health issue as it causes many other chronic health conditions, such as hypertension,
cardiovascular diseases, and type II diabetics. Obesity affects life expectancy and even the quality
of lives. Eventually, it increases social costs in many ways due to increasing costs of health care
and workplace absenteeism. Using the spatial patterns of obesity prevalence as an example; we
show how different geographic units can reveal different degrees of detail in results of analysis. We
used both census tracts and census block groups as units of geographic analysis. In addition; to
reveal how different geographic scales may impact on the analytic results; we applied geographically
weighted regression to model the relationships between obesity rates (dependent variable) and three
independent variables; including education attainment; unemployment rates; and median family
income. Though not including an exhaustive list of explanatory variables; this regression model
provides an example for revealing the impacts of geographic scales on analysis of health data. With
obesity data based on reported heights and weights on driver’s licenses in Summit County, Ohio,
we demonstrated that geographically weighted regression reveals varying spatial trends between
dependent and independent variables that conventional regression models such as ordinary least
squares regression cannot. Most importantly, analyses carried out with different geographic scales do
show very different results. With these ﬁndings, we suggest that, while possible, smaller geographic
units be used to allow better understanding of the studies phenomena.
Keywords: obesity prevalence; geographic scales; geographically weighted regression

1. Introduction and Problem Statements
Geospatial analyses of health data are often carried out using census tracts as the geographic unit
of analysis. This may have been largely due to two reasons. First, health data used to be released
only at aggregated levels because of the conﬁdentiality of patient data. Second, socioeconomic data
from governmental sources are not available at more detail level than census tracts such as census
blocks. Consequently, census tracts seem to have become the de facto unit of analysis for most studies
in geography of health.
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With the proliferation of the Internet, health data have become more accessible and are now being
generated in larger volumes than before. This leads to a need to assess if analyzing health data at the
scale of census tracts is sufﬁcient and if such unit of analysis fails to reveal geographic details that we
should have noticed. To that end, we report in this paper our analysis of obesity prevalence in Summit
County, Ohio, using both census tracts and census block groups as the units of analysis. We show that
there is often too much generalization when census tracts are used and census block groups would
have been a better choice for examining geographic disparities in obesity prevalence.
As an example for examining the impacts of different geographic scales on health studies, we chose
to study the issue of geographic disparity of obesity prevalence. Geographically weighted regression
models were built by using obesity prevalence as the dependent variable. Racial composition, income,
education, and employment were included as explanatory variables. The list of explanatory variables
was determined from the obesity literature and is by no means an exhaustive list.
The obesity prevalence data are derived from calculating body mass index (BMI kg/m2 ) that
incorporated the self-reported heights and weights on all driver license data obtained from the Ohio
Bureau of Motor Vehicles for years from 2008 to 2012. It should be noted that self-reported heights
and weights on driver licenses tend to become obsolete as time went on. Most license holders would
simply renew their licenses without updating their heights and weights. For this reason, we chose to
include only data for the license holders who were between ages of 16 to 21 when they ﬁrst had their
licenses issued.
Data for the explanatory variables were taken from American Community Survey 2011 from the
US Census Bureau. We acknowledge that these may not be the best data to use but for the purpose of
comparing analytic outcomes between those from using census tracts and those using census block
groups, they should serve the purpose well. We use the regression models to explore the relationships
between socio-economic characteristics of small geographic units and the geographic disparities in
obesity prevalence. Again, this method is used to facilitate the comparison between using census
tracts and using census block groups as units of analysis and is not suggested as the best model for
explaining the variations in obesity prevalence. Finally, as relationships between dependent and
independent variables may vary using data at different geographic scales, analyses may be subject to
what is known as the modiﬁable areal unit problem (MAUP) as discussed in Wong [1] In similar way,
issues of using pre-aggregated data for analysis of health geography have been discussed in Cockings
and Martin [2].
It should be noted that, while Summit County, Ohio, is used here as a case study. The results
from the comparisons are likely applicable to many other locations in the US because the demographic
proﬁle and the socio-economic proﬁle in the study area are very close to those of the national averages.
The prevalence of obesity among adults and children in the United States has increased
dramatically in recent decades (e.g., [3–8]). Obesity is a public health issue as it often causes many
other chronic health conditions, such as, hypertension, cardiovascular disease, and type II diabetes
(e.g., [4,9–13]). Obesity affects life expectancy, quality of lives, and, eventually, it increases social costs
in many ways due to increasing costs of health care, and workplace absenteeism, or presenteeism.
The basic cause of obesity is the imbalance between the amount of energy taken through eating
and drinking, and the amount of energy expended through metabolism and physical activity [14–19].
To offset excessive energy intake, increased physical activity is encouraged as a way to keep energy in
balance. However, energy imbalances appear to be facilitated by the characteristics of physical, social,
and economic environments.
As reviewed in Sobal and Stunkard [20], a strong inverse relationship between the geography
of socioeconomic status and the distribution of obesity exists, though slight variation was observed
between developing and developed societies. This trend was conﬁrmed by Zhang and Wang [21] from
their study of the trends in the association between obesity and socioeconomic status in US adults
from 1971 to 2000. McLaren [22] also concluded from reviewing 333 published studies that obesity was
found to be related to most widely used SES variables, such as education, occupation, and income.
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2. Data
In order to examine how the distribution of obese population may be related to area-speciﬁc
socio-economic characteristics, we assembled our database from a number of sources:
a.

b.

c.

Derived BMI data—data from a ﬁve-year cycle of all holders of driver’s licenses in Summit
County, Ohio was obtained from Ohio Bureau of Motor Vehicles (OBMV) for 2008–2012 for
public health purposes. Drivers in Ohio need to renew their licenses once every ﬁve years.
By including data (age, height, weight, and home address) of all adults (16 years and older)
in a ﬁve-year cycle, we basically captured everyone who had a driver’s license in the county
during the study period. It should be noted that this data set does not include derived BMI for
population age 15 and below or those who do not hold driver’s licenses. Over 480,000 addresses
and associated data were geocoded to latitude/longitude coordinates. BMI was calculated for
each record. Those records with BMI equal to and over 30 are selected and included in the
dataset of obese population as this study focuses only on the distribution of obese population.
Since self-reported heights are typically biased upward (≈1 inch) while self-reported weights
are biased downward (≈10 lbs) in large surveys such as those reported by Ossiander et al. [23],
the BMI’s from the OBMV data may underestimate the true prevalence of obesity in Summit
County. However, we have no reason to expect that the bias is large or strongly associated with
socio-economic status (SES). For this reason, we included in this study only records of license
holders who were between 16 and 21 of age at the time when their licenses were ﬁrst issued.
This, of course, still assumes that the self-reported weights and heights are still subject to the
same potential bias as stated earlier.
Socio-economic Data—we extracted the ﬁve-year data (2007–2011) from the American
Community Survey to form a data set that contains both census tract and census block group data,
including population counts, population counts with college or higher education attainment,
median family income, unemployment, and percentages of white population.
Census tract and census block group boundary ﬁles from the 2010 TIGER/Line ﬁles by the US
Census Bureau.

3. Analysis and Results
3.1. Spatial Distribution of Obese Population and Geographic Scales
After residential addresses of obese adult population were geocoded (i.e., BMI ≥ 30), they were
used to calculate obesity rates, deﬁned as the number of obese people per 1000 population, by census
block groups and by census tracts. The two maps in Figure 1 provide an overview of the geography of
obesity in Summit County, Ohio. Overall patterns from both maps show that higher obesity prevalence
levels are observed in and around the City of Akron, the most highly urbanized portion of the county
in the central part of the county. However, it should be noted that the spatial distribution of obesity
ratios by census block groups provides a much higher level of geographical detail and differences in
the results between the two geographical scale levels are clearly recognizable.
As shown in Figure 1a,b, in numerous parts of the county, block groups with very different
obesity prevalence levels were generalized when adjacent block groups were aggregated into tracts.
For example, in the northern most part of the county, it is clear that greater details of different levels of
obesity prevalence are shown by block groups but generalized into a less detailed pattern by tracts.
Similar generalization can be observed in other parts of the county.
Both scales are consistent in showing that the city center has very low rates. The low rates at
both scales are attributable to the fact that the city center has the youngest population. The center was
surrounded by areas with relatively high obesity rates, particularly to its east and west, and to a lesser
extent to the south. Although many block groups had relatively high rates, they did not ﬁll the areas
surrounding the center continuously to form contiguous patches, and some high rate block groups
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were relatively spread outside, including some to the southwestern corner of the county. However, at
the tract level, tracts with high rates were relatively contiguous, mainly because the block group rates
were averaged or smoothed over larger areas (tracts). Thus, spikes of high values for block groups
were lumped with neighboring units of lower levels, generating a smoother value surface over the
region, and thus values are more similar over space (i.e., larger positive spatial autocorrelation). This
spatial smoothing process was explained in great detail in Wong [1].

Figure 1. Obesity rates in Summit County, Ohio. (a) Census Tracts; (b) Census Block Groups.

3.2. Spatial Relationships between Obese Population and SES Attributes
To examine the socio-economic and geographical disparities of the obese population, we analyzed
the spatial relationships between obesity ratios and a set of carefully selected socio-economic (SES)
attributes, using both census tracts and census block groups. As suggested in Geographies of Obesity [24],
the socio-economic attributes that may inﬂuence obesity ratio include population density, racial
composition, educational attainment, income level, employment level, and other factors. Based on
these, we have assembled data from the 2011 American Community Survey (US Census Bureau) for
both census tracts and census block groups with the following variables for our analysis:

•
•
•
•
•

Population density (POPDEN)
Percent white population (RWHITE)
Median family income (MEDINC)
Percent with bachelor degree or higher (RGEBA)
Percent unemployed (RUNEMP)

Using these areal attributes as explanatory (or independent) variables and obesity rates as the
dependent variable, we ﬁrst explored to what degrees the variations in obesity rates at both block
groups (BGs) and tracts (TRs) levels can be explained by each of the independent variables. The results
showed that only three variables are statistically signiﬁcant in explaining the variation of obesity
rates at both geographical levels. These variables are education (RGEBA), income (MEDINC), and
unemployment (RUNEMP), as shown in Table 1. Lower educational attainment, lower income level,
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and higher unemployment ratios appear to be important in inﬂuencing the geographic patterns of
obesity prevalence. It is also worth noting that the race variable was not signiﬁcant. The adjusted-R2
values listed in Table 1 indicate that these regression models are relatively weak. However, it appears
that these SES variables can explain the variation in obesity rates better at the tract level than at the
block group level.
Table 1. Regression models with the highest adjusted-R2 values.

Bgroups

Tracts

Adj-R2

Regression Model

0.40
0.41
0.36
0.66
0.65
0.62

−RGEBA
−MEDINC
+RUNEMP
−RGEBA
−MEDINC
+RUNEMP

Higher correlation coefﬁcients are expected for larger areal units (TRs vs. BGs), as this is part of
the scale effect under the MAUP, and has been well documented and explained [25]. In short, more
aggregated data have less variation and smaller variance (and standard deviation). Lower in variance
(and standard deviation) will partly raise the correlation. Even at the TRs level, the R2 values are
not strong. One possible reason for low explanatory power of a regression model is the presence
of spatial heterogeneity. While the model may have captured the pertinent variables to explain the
outcomes, the relationships between the outcome and explanatory variables may vary across different
observations. Such variation often follows certain geographical patterns. To address this issue, we
used geographically weighted regression (GWR) [26,27] with the three explanatory variables at both
the block groups and tracts levels. The results are listed in Table 2, together with results from models
of ordinary least squares regression (OLS) with the same dependent and independent variables. We
used ArcGIS 10.1 [28] to perform the calculations for GWR models.
Table 2. Summary output from geographically weighted regression (GWR) and ordinary least squares
regression (OLS).
Obesity_Ratio = Function ( RGEBA, MEDINC, RUNEMP)
GWR
Block Groups
Tracts
OLS
Block Groups
Tracts

R2
0.4937
0.7301
R2
0.4415
0.6968

Adjusted-R2
0.4650
0.7070
Adjusted-R2
0.4378
0.6899

AICc
5101.32
1395.61
AICc
5114.80
1400.02

From Table 2, it can be seen that the overall adjusted-R2 value is higher at tracts level than at block
groups level (1.9 fold). Again, the larger R2 value at the tract level is expected due to scale effect as
in the case of ordinary regressions. In addition, AICc values are lower at the tracts level than at the
block groups level. This is true for both GWR and OLS, with only minor differences in adjusted-R2
and in AICc. The performance statistics of these two models suggest that the OLS model is reasonably
competent as compared to the local model using GWR because the AICc values of the OLS model are
smaller than that of the GWR model. However, we will demonstrate below that despite the guidance of
these model statistics favors the global OLS model, the local model has tremendous values in revealing
pertinent relationships that OLS models do not reveal.
GWR essentially uses a pre-deﬁned function to determine the level of inﬂuence that neighboring
units have on each geographic unit in the regression model. For example, for census block group, bi , a
pre-deﬁned function may be based on the distance decay concept so that block groups located farther
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away from bi are weighted less in the regression outcomes than the immediate neighboring block
groups of bi . The pre-deﬁned function can be adjusted to reﬂect particular phenomena based on their
spatial patterns.
Normally, the pre-deﬁned function is applied to all geographical units. When this is the case,
it is said to be using a ﬁxed kernel. An option in using GWR to analyze spatial relationships is to
vary the pre-deﬁned function according to the density of data points locally. In areas where the data
are spatially denser, the distance decay can be structured to reﬂect that in areas where the data are
spatially less dense. When using the varying distance functions, it is said to be using adaptive kernels.
In this study, we used adaptive kernel approach in our GWR models to reﬂect the uneven geographic
distribution of the model variables.
Below in Figure 2, the distribution of residuals, i.e., the differences between actual obesity rates
and the predicted obesity rates by the GWR models, shows no spatial autocorrelation in either TRs
or BGs. Global Moran’s Index values, a widely used index for measuring spatial autocorrelation, is
−0.016 (Z-score = −0.3737, Prob = 0.7086) for TRs and is 0.004 (Z-score = −0.1667, Prob = 0.8675) for
BGs, both are not statistically signiﬁcant at α = 0.025 level. The map by census tracts shows a more
generalized pattern than that by census block groups. On the map by block groups, we can easily
identify areas where such residuals are larger or smaller with much detail. The different levels of
details as displayed by tracts and block groups suggest that smaller geographic units may be better for
modeling SES and area disparities in health. Some small areas of concern may be hidden at the tract
level, but are exposed at the block group level.
From the geographically weighted regression model, it is possible to observe how a particular
explanatory variable inﬂuences obesity rates more or less across the study area. This is done by
mapping the regression coefﬁcients of the explanatory variables. Figure 3 shows the distribution of
coefﬁcient values for unemployment ratios in the model. It appears that the northern parts of the
county experienced increased obesity rates with increased unemployment ratios where the southern
and southeastern parts of the county shows the opposite trends. Again, results from using block
groups do show more spatial details than what tracts reveal. However, an important aspect of these
results is that unemployment and obesity levels have opposite relationships in different parts of the
region (the coefﬁcient ranges from −0.2 to 0.4), a situation that is difﬁcult to explain, but cannot be
revealed by the global regression model.
Also showing the spatial patterns of coefﬁcient values, Figure 4 suggests that educational
attainment (percent of population with bachelor degrees or higher) has a stronger impact on lowering
obesity rates in the northern parts than other parts of the county. This trend is better described with
block groups than with census tracts because it is much generalized in the tracts. In the City of Akron,
educational attainment makes less impact on obesity rates than in the northern part of the county.
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Figure 2. Spatial patterns of residuals from geographically weighted regression models, ObRates =
function (RGEBA, MEDINC, RUNEMP). (a) Census Tracts, (b) Census Block Groups.

Figure 3. Spatial patterns of regression coefﬁcients for unemployment ratios. (a) Census Tracts; (b)
Census Block Groups.
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Figure 4. Spatial patterns of regression coefﬁcients for educational attainment. (a) Census Tracts; (b)
Census Block Groups.

Again in Figure 5, which shows regression coefﬁcients for median family income in the GWR
model, tracts also generalize the spatial pattern of how median family income inﬂuences obesity
rates in Summit County. With block groups, the different levels of impacts on obesity rates by
median family income are shown by circular rings that center at the City of Akron—from a positive
inﬂuence of increasing median family income causing slight increases of obesity rates to a negative
inﬂuence of increasing median family income causing reductions in obesity rates. Comparing what
are shown by tracts and by block groups, the inﬂuences by median family income on obesity rates
do show signiﬁcantly different patterns on the western parts of the county. In addition, similar to the
unemployment variable, the coefﬁcient value ranges from −0.2 to 0.1, indicating that the direction
of the relationship is not uniform across the region. In other words, lower income level is related to
lower obesity rate in some areas (center and the east), but is related to higher obesity rate in other areas
(north and west).
Overall, our analysis showed that obesity rates are indeed affected by education attainment,
income level, and unemployment level. While such relationships are all statistically signiﬁcant for
the three SES variables included in GWR models, it is important to explore in more spatial details to
appreciate where inside the county we can expect such relationships to be stronger or weaker. Thus,
when making policies on how to promote health and how to allocate funding to different areas in the
county, for example, at neighborhood level, geographic disparities in health can be incorporated for
more effective outcomes.
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Figure 5. Spatial patterns of regression coefﬁcients for median family income ($1000’s). (a) Census
Tracts; (b) Census Block Groups

4. Discussion and Concluding Remarks
We have presented in this paper our analysis of obesity rates in terms of their spatial patterns and
their relationships to a set of selected socio-economic variables. Similar analytical procedures were
repeated for census tracts and census block groups to show that geographic resolutions do indeed
matter in such analysis.
While individual records for adults age 16 and 21 in Summit County, Ohio, as obtained from
Ohio Bureau of Motor Vehicles, were used in our study, it should be noted that this is not a 100%
coverage of all adult population in Summit County—this data set does not include those who chose
not to acquire driver’s licenses and those who failed to renew licenses. Furthermore, it is possible
that heights and weights obtained from self-reporting through driver’s license registrations are not
accurate. For example, a person’s height and weight at age 16 when ﬁrst acquiring his/her driver’s
license may be lower than his/her height and weight by age 20 before having to renew the license.
This is a well-documented phenomenon (for example, see [23]). However, BMI data as derived from
heights and weights reported to the Bureau of Motor Vehicles are probably the best and the most
complete data we can obtain. If more precise analysis is in order, adjustments should be made to
correct such under-reported bias.
Geographic resolutions do make a difference. In general, the higher the resolution, the more
details are revealed in the results of analysis. Analysis with data at lower geographic resolution may
run into the risk of obscuring potentially meaningful and informative processes operational only at
the ﬁner scale. To that end, please see Lam [29] for a discussion on different types of scale and their
effects on geographic studies. As a general rule of thumb, higher resolution analyses are preferred.
Unfortunately, the geographic resolution of analysis is often dictated by the availability of supporting
data. Although, in this study, data at the block group level were available and used, and these data are
of higher resolution than the corresponding census tract data, we need to also take into account the
quality of data in addition to the desirable levels of scale or resolution. If data at different geographic
resolution are of similar quality, it would be preferred to use those with more geographic details. It
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should also be noted here that, as more micro data (e.g., individual addresses or GPS coordinates,
etc.) are increasingly available, we argue that analyses should be performed at the highest geographic
resolution whenever possible and when the supporting data allow.
In our speciﬁc case, and probably our situation is also applicable to many studies in social sciences
and public health, we have to used ACS data, the only major source of data in the U.S. after 2000
census in order to obtain SES information of the social environment in which the subjects resided.
An important aspect of ACS data is the survey nature such that estimates, especially for smaller
geographical units, tend to be unreliable, often with relatively large margin of error [30].
As we prefer to conduct analysis with data of higher geographic resolution, and therefore using
block group data is preferable to reveal detailed geographical patterns, ACS data at block group level
have substantially larger error than their corresponding tract level data. Just take the median family
income variable as an example, the minimum, maximum, and average coefﬁcient of variation (CV)
of the variable are reported in Table 3 below. Clearly, the ACS estimates at the tract level are much
more reliable than those at the block group level. In fact, some of the estimates at the block group
level have their 90% margin of errors larger than the estimates. On the other hand, the quality of tract
level estimates is not ideal. Nonetheless, these tract estimates are more reliable. Thus, from the data
quality perspective, the tract level analysis we conducted and reported here probably offer results with
a higher level of conﬁdence. This higher conﬁdence level, unfortunately, has to be trade-off with a
lower geographical resolution in the analysis results.
Table 3. Summary of statistics of the coefﬁcient of variation (CV) for the variable median family income
from ACS at the census block groups and tracts levels.
Statistics for CV

Block Group Level

Tract Level

Minimum
Maximum
Average

0.0137
2.2572
0.2703

0.0250
0.8192
0.1305

Many obesity studies adopted census tracts as the de facto geographic unit of analysis. This
may be due to the obvious reasons of data availability and limits to computational resources. We
argue that census tracts may generalize spatial patterns too much and that census block groups or
smaller geographic units should be used whenever possible. Assuming equal in data quality, analyzing
geographies of obesity at a ﬁner geographic scale enables better decisions when formulating policies
to promote health for areas with health disparities.
The use of GWR also reveals new details in terms of spatial trends of how independent variables
are associated with dependent variables. These spatial trends cannot be uncovered by conventional
global regression models, such as ordinary least squares regression that provides only global trends
of the relationships between dependent and independent variables. For example, the varying spatial
trends of how unemployment ratios impact obesity prevalence as shown in Figure 3 would never be
discovered using only conventional regression modeling approaches.
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Abstract: We aimed to study the geographic variation in the incidence of COPD. We used health
survey data (weighted to the population level) to identify 56,944 cases of COPD in Manitoba, Canada
from 2001 to 2010. We used ﬁve cluster detection procedures, circular spatial scan statistic (CSS),
ﬂexible spatial scan statistic (FSS), Bayesian disease mapping (BYM), maximum likelihood estimation
(MLE), and local indicator of spatial association (LISA). Our results showed that there are some
regions in southern Manitoba that are potential clusters of COPD cases. The FSS method identiﬁed
more regions than the CSS and LISA methods and the BYM and MLE methods identiﬁed similar
regions as potential clusters. Most of the regions identiﬁed by the MLE and BYM methods were
also identiﬁed by the FSS method and most of the regions identiﬁed by the CSS method were also
identiﬁed by most of the other methods. The CSS, FSS and LISA methods identify potential clusters
but are not able to control for confounders at the same time. However, the BYM and MLE methods
can simultaneously identify potential clusters and control for possible confounders. Overall, we
recommend using the BYM and MLE methods for cluster detection in areas with similar population
and structure of regions as those in Manitoba.
Keywords: bayesian computation; chronic obstructive pulmonary disease; geographic epidemiology;
prediction; random effects; spatial cluster detection

1. Introduction
Chronic obstructive pulmonary disease (COPD) is a lung disease deﬁned by continuous airﬂow
limitation caused by small airway disease (obstructive bronchiolitis) and parenchymal destruction
(emphysema). The small airways narrow in response to chronic inﬂammation. As well, inﬂammatory
processes cause the deterioration of the lung parenchyma, which leads to a decrease in the elastic recoil
of the lung. As a result of these changes, the airways have a decreased ability to remain open during
expiration [1]. The biggest and most widely known risk factor of COPD is cigarette smoking [2]. Other
risk factors of COPD include occupational or environmental exposure to dust and hazardous gases,
for example when burning biomass fuel [3]. A family history (i.e., genetics), low socioeconomic status,
poor nutrition, asthma, and recurrent lung infections can also be risk factors for COPD [1,4]. Therefore,
COPD can be the result of a gene-environment interaction [1].
The impact of COPD is often underestimated by health authorities and government ofﬁcials [5]. In
Canada, one of the most overlooked chronic conditions is COPD. Patients suffering from a degenerative
lung disease are often misdiagnosed as having bronchitis, a cough or a respiratory tract infection [6].
In 2008, COPD was the leading cause of hospitalizations in Canada. As well, 18% of COPD patients
were readmitted to a hospital once within the year and 14% were re-admitted twice within the year.
These readmission rates were higher than any other chronic illnesses [6,7]. According to a Canadian
article [8], for severe COPD exacerbations or attacks, the average length of a hospital visit was 10 days
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with an estimated cost of $10,000. Within a single year, the estimated cost of moderate and severe
COPD exacerbations exceeds $730 million. This number is expected to nearly double by 2015 [8].
There are various treatments for COPD including antibiotics and chest physiotherapy. However,
early detection of COPD is crucial for a positive outcome [9]. Therefore, it is important to identify
trends in COPD incidence that may suggest further epidemiological studies to identify risk factors and
identify any changes in important factors. Trends may occur over a region and the focus of our paper
is to examine geographical variation in the number of people diagnosed as having COPD during 2001
to 2010 in the province of Manitoba, Canada.
A spatial cluster is deﬁned as a limited area within the entire study region which has a high
proportion of disease cases [10]. Possible factors related to diseases may be determined by discovering
disease clusters which may lead to an improved understanding of etiology. In fact, the identiﬁcation
of clusters may lead to further analyses to study how exposures and disease interventions are
connected [11].
Spatial cluster detection methods can be classiﬁed into two statistical approaches, a focused
approach or a non-focused (general) approach. The methodology of focused cluster detection
approaches is to locate regions with an excess number of disease cases in an area near a possible
cause (i.e., a toxic waste site) [12,13]. On the other hand, non-focused cluster detection methods
typically use various ways in order to discover areas with a high number of disease cases in the
entire study region [14–16]. The circular spatial scan statistic (CSS) [17], ﬂexible spatial scan statistic
(FSS) [18], and Bayesian disease mapping (BYM) [14] are all considered to be focused cluster detection
methods, whereas, the Besag and Newell (BN) [19,20] test and the maximizing excess event test
(MEET) [21] are classiﬁed as non-focused cluster detection procedures. Non-focused tests are used
to detect potential clusters in the study area, while focused tests are used to test the null hypothesis
of no spatial cluster against the alternative hypothesis that a spatial cluster exists. In other words,
the purpose of focused tests (CSS, FSS, BYM) is to ﬁnd possible clusters in an area of interest and the
aim of non-focused tests is to discover any signiﬁcant cluster without determining a speciﬁc area of
interest. These approaches were compared by analyzing childhood cancer data in the province of
Alberta, Canada [22]. Recently, a frequentist approach based on the maximum likelihood estimation
(MLE), via data cloning (DC) [23,24], was also proposed to obtain possible clusters [25] in an area of
interest. Another cluster detection method is the local indicator of spatial association (LISA) [26]. This
method is simple and easy to implement.
This paper is based on the focused cluster detection methods. In particular, the aforementioned
focused approaches (CSS, FSS, BYM, MLE, and LISA) are used to analyze a real dataset of COPD cases
in the province of Manitoba, Canada, from 2001 to 2010.
2. Methods
2.1. Study Subjects
This study was based on the Canadian Community Health Survey (CCHS) [27] from Statistics
Canada. The CCHS is a cross-sectional survey, which gathers information from the Canadian population
regarding health status, health care utilization and health determinants. The CCHS collects health
related data from individuals aged twelve and older in order to provide reliable estimates at the health
region level [27]. The information from the CCHS used in this study was the number of COPD cases in
the province of Manitoba, Canada, from 2001 to 2010. Eleven Regional Health Authorities, which are
further divided into 67 Regional Health Authority Districts (RHADs) are in charge of delivering health
care services to individuals in Manitoba. The RHADs are the geographic units used in our models and
all of the data used in the study are related to these RHADs which are labeled 1, 2, . . . , 67 for simplicity.
As well, a population-based centroid was provided for each RHAD, however, these centroids were not
necessarily geographic centres. Since the data used in the study was from a survey, appropriate weights
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(see Section 2.2 for more details) established by Statistics Canada [27] were applied to the data, which
was then aggregated over the study period from 2001 to 2010.
The population was stable in Manitoba from approximately 1.15 million people in 2001 to 1.20
million people in 2010. Region 38 had the smallest average population size of 920 people while region
62 had the largest average population size of 91,633 people. The mean and median population sizes
across the regions were 17,471 and 9466, respectively. The total number of COPD cases in Manitoba
was 56,944 with a mean of 850 and median of 504 cases. These observations are based on the weighted
results of COPD cases across the 67 regions.
The observed number of COPD cases and the expected number of COPD cases as well as the
population size of each region are important requirements for focused spatial cluster detection methods.
Adjustments may be made when the expected number of cases varies by different factors such as year,
age, and gender. The expected number of disease cases was then adjusted by year (1–10), age group
((0–5), (6–20), (21–40), (41, 88), (89+)) and gender (male, female). A review of the CSS, FSS, BYM, MLE,
and LISA spatial cluster detection methods is given in the Appendix A.
The ﬁve focused spatial cluster detection procedures (CSS, FSS, BYM, MLE, and LISA) have
different assumptions. Although the CSS, FSS, and LISA approaches are distribution free, it is assumed
that the number of disease cases follow a Poisson distribution in the BYM and MLE methods. As
well, while the number of regions to be included in the cluster must be speciﬁed for the CSS and FSS
methods, this is not a requirement for the BYM and MLE approaches. For the model-based cluster
identiﬁcation methods (BYM and MLE), if the model does not ﬁt the data well, the result can be
misleading. So, the deviance residual [28] should also be checked. While the expected number of disease
cases or the population of each region is required for the above methods, they are not a requirement
for the LISA method.
The University of Manitoba’s Research Data Centre approved the study, and Statistics Canada
approved administrative data access. ArcGIS version 10.0 (Environmental Systems Research Institute,
Redlands, CA, USA) was used to produce choropleth maps of risks.
2.2. Weighting Process
The weighting was completed by Statistics Canada using a detailed weighting process [27]. A
brief summary of this procedure is given here. First, the weighting depends on the sampling method
(area frame vs. telephone frame) used in each region. In the area frame an initial weight is assigned
based on the Labour Force Survey (LFS). Out-of-scope units (i.e., Dwellings that are under construction,
vacant, seasonal or secondary and institutions) are removed from the sample. As well, sub-clusters (i.e.,
Sub-sampling within a selected dwelling), larger sample sizes and non-response units are adjusted
for in the weighting process. In the telephone frame (the survey is conducted by telephone) an initial
weight is assigned as the probability that phone number will be selected, which depends on the
number of units sampled and the number of units available to be sampled. In this method, samples
are drawn every two months therefore, an adjustment factor is applied to reduce the weights of each
two-month sample so that the total sample is representative of the population only once. Similar to
the area frame method, out-of-scope numbers (i.e., Businesses, institutions, out-of-scope dwellings or
numbers that are not in service) are removed from the sample. Also, non-response units and dwellings
with multiple phone numbers are adjusted for in the weighting process [27].
The weights common to the area frames and telephone frames need to be integrated using an
adjustment factor α (0 < α < 1). Then a person-level weight is created by taking the inverse of the
probability a person in the selected dwelling will be selected, which depends on the number of
people in the household and the ages of those people. After the appropriate adjustment is made,
a “winsorization” trimming method is used to decrease any extreme weights that occur. Finally, a
calibration approach is used to ensure the weights are representative of the population estimates for
the different age groups and genders in each health region [27].
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2.3. Speciﬁc Hypotheses
We specify the alternative hypotheses for the CSS, FSS, BYM, and MLE approaches. We consider
multiple alternatives that are tested separately. Further, let RRi indicate the relative risk for the i-th
region within a cluster when compared with the region outside a cluster; the latter has RRi = 1 . For
example for cluster X , the RRi is given by

RRi =

3 i ∈ X
1 otherwise.

3. Results
The results of ﬁve different cluster detection techniques when applied to a COPD dataset in the
province of Manitoba, Canada, from 2001 to 2010 are shown and compared in this section.
Based on the 67 regions, four different clusters were tested: (1) a case of no clusters (called A); (2)
seven regions from the northern part of the province (called B); (3) seven regions from south-central
part of the province (called C); and (4) 12 regions which comprise the Winnipeg region (called D). For
A, no region was speciﬁed as a potential cluster. Moreover, the regions belonging to clusters B, C, and
D are: B = {31, 33, 34, 36, 38, 40, 41}, C = {27, 28, 29, 30, 50, 51, 52}, and D = {56, 57, 58, 59, 60, 61, 62, 63,
64, 65, 66, 67}. Since the LISA method does not depend on the expected number of observations, it
could only be applied to cluster A as the other clusters require the adjustment of the expected number
of disease cases for those regions inside the speciﬁed cluster.
The areas that are statistically significant (potential clusters) are shown for each cluster and each
method separately (Figures 1–4). The summary of cluster A, no region specified as a potential cluster,
is presented in Table 1. For the CSS and FSS procedures, the regions that are most likely to constitute
a disease cluster are presented, as well as the regions that are second and third most likely to be
considered as a cluster. For the BYM and MLE methods, a region is considered (and ranked) to be a
significant cluster if the lower limit of the credible/prediction interval follows the specified criteria. For
example, in the BYM method region 10 is most likely to be considered as a cluster and region 61 is least
likely to be considered as a cluster under the criteria that the lower bound of RR is greater than one. For
the LISA method, a region is determined (and ranked) to be significant if the p-value is less than 0.1.
The FSS method identiﬁed more regions as potential clusters than the CSS approach for cluster A,
although, the regions with potential clusters that were detected by the CSS method were also identiﬁed
by the FSS approach. The CSS approach detected regions {10, 43, 45, 61, 62} as potential clusters, and
the FSS method identiﬁed the same regions as the CSS method, as well as regions {1, 11, 12, 13, 14,
20, 21, 27, 46, 50, 51, 54, 56, 60, 64, 65}. The BYM and MLE methods identiﬁed regions {1, 3, 6, 10, 11,
12, 20, 21, 24, 27, 43, 45, 50, 54, 61, 62, 64, 65} as possible clusters. The only difference between the
results of these two procedures was the order of signiﬁcance for the potential clusters. As well, most of
the regions identiﬁed using these two approaches were also identiﬁed by the FSS approach and the
regions identiﬁed by the CSS technique were also detected by the BYM and MLE approaches. Note
that by evaluating the criterion of the RR values from greater than 1 to 1.5 or even 2, the number of
potential clusters decreases (Table 1). Based on the deviance residual plots for both the BYM and MLE
methods, we found that there is no serious lack of ﬁt in the model. The LISA method found regions {2,
7, 16, 24, 43, 56, 57, 58, 60, 62, 64, 67} to be possible clusters of COPD. This approach identiﬁed some
different regions to be potential clusters as compared to the other methods.
For the case of cluster B, none of the methods were able to detect all the regions in cluster B as
a potential cluster. However, the CSS method identiﬁed regions 10, 43, and 62 as a potential cluster
while the FSS method detected the same regions as the CSS method in addition to regions {11, 12, 13,
14, 20, 21, 27, 31, 45, 46, 50, 51, 54}. The BYM approach could identify regions {1, 3, 6, 10, 11, 12, 20, 21,
24, 27, 31, 43, 45, 50, 54, 61, 62, 64, 65} as potential clusters. The MLE method was also able to identify
the same regions as the BYM method in addition to region 19.
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Figure 1. Cont.
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Figure 1. The order of most likely clusters of COPD for the CSS, FSS, and LISA (based on the p-value)
methods, and the special effects of the regional COPD risks for the BYM and MLE methods; in the
case of cluster A. Major urban centre (Winnipeg region) is incorporated as an inset. (a) CSS; (b) FSS; (c)
BYM; (d) MLE; (e) LISA.
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Figure 2. The order of most likely clusters of COPD for the CSS and FSS methods, and the special
effects of the regional COPD risks for the BYM and MLE methods; in the case of cluster B. Major urban
centre (Winnipeg region) is incorporated as an inset. (a) CSS; (b) FSS; (c) BYM; (d) MLE.
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Figure 3. The order of most likely clusters of COPD for the CSS and FSS methods, and the special
effects of the regional COPD risks for the BYM and MLE methods; in the case of cluster C. Major urban
centre (Winnipeg region) is incorporated as an inset. (a) CSS; (b) FSS; (c) BYM; (d) MLE.
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Figure 4. The order of most likely clusters of COPD for the CSS and FSS methods, and the special
effects of the regional COPD risks for the BYM and MLE methods; in the case of cluster D. Major urban
centre (Winnipeg region) is incorporated as an inset. (a) CSS; (b) FSS; (c) BYM; (d) MLE.
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Table 1. The order of signiﬁcant regions for the LISA, CSS, FSS, BYM, and MLE methods for cluster A.
Method
Region
LISA
1
2
3
6
7
10
11
12
13
14
16
20
21
24
27
43
45
46
50
51
54
56
57
58
60
61
62
64
65
67

1
12
9
7
2
6
4
5
8
3
11
10

CSS
1
3
3
2
2
-

RR > 1.0

FSS
3
1
1
1
1
1
1
1
2
2
2
2
2
2
2
3
3
3
1
3
3
-

RR > 1.5

RR > 2.0

BYM

MLE

BYM

MLE

BYM

MLE

13
11
5
1
15
10
4
14
6
12
2
7
3
17
18
8
9
16
-

11
13
5
1
15
10
4
14
6
12
2
8
3
17
18
7
9
16
-

5
1
4
6
2
3
-

5
1
4
6
2
3
-

1
2
-

1
2
-

For cluster C, all four methods were able to detect all the regions of cluster C as a potential cluster.
Furthermore, the CSS method also identiﬁed regions {3, 10, 20, 21, 43, 45, 49, 62} as potential clusters
while the FSS method detected those regions identiﬁed by the CSS method in addition to regions {6,
11, 12, 13, 64, 65}. Both the BYM and MLE methods identiﬁed regions {1, 3, 6, 10, 11, 12, 20, 21, 24, 43,
45, 54, 61, 62, 64, 65} in addition to the regions in cluster C as potential clusters.
For cluster D, all four methods detected the regions belonging to the D cluster as a potential
cluster. In addition to the regions in Winnipeg (cluster D), the BYM and MLE approaches were also
able to detect some neighbours of Winnipeg (14 regions) as potential clusters. However, the CSS and
FSS methods only detected two regions, 10 and 43 as a potential cluster in addition to cluster D.
4. Discussion and Conclusions
We used ﬁve popular approaches in spatial epidemiology to identify potential clusters of
COPD cases in the Canadian province of Manitoba, Canada. These ﬁve methods have been used
extensively in the literature and are relatively comprehensive. These methods use different approaches
(non-parametric to parametric) to test for signiﬁcant clusters.
We considered four different alternative hypotheses to compare the results of the CSS, FSS,
BYM, and MLE methods. All four methods did a good job of identifying potential clusters for dense
populations (clusters C and D) but not for a dispersed population (cluster B). In general, the CSS
method identiﬁed a lower number of regions combined as a potential cluster compared to the FSS
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method, due to the non-circular shape of some regions in the province of Manitoba. A disadvantage of
the LISA method is that the results do not depend on the expected number of cases or the population
in each region. This is concerning since regions with high populations will likely have higher observed
numbers of disease, however, this is not taken into account when using the LISA method. Therefore,
the LISA method could only be applied to cluster A as cluster B, C, and D require the expected
numbers to be adjusted for the respective regions in a cluster. This may explain why the LISA approach
identiﬁed some different regions as potential clusters when compared with the other procedures.
A region was identiﬁed as a potential cluster if the lower bound of credible/prediction interval
of the estimated relative risk was larger than one for the BYM and MLE approaches. Different
decision rules may be deﬁned where the estimated relative risk (in terms of the credible/prediction
interval) would be larger or smaller than one [29]. One could also consider the exceedance probability
Pr( RRi > b) > c , where b can be 1, 2 or 3 and c may be a large value such as 0.90 [30]. For the LISA
method, a region was deﬁned to be signiﬁcant if the associated p-value was less than 0.1. However,
different decision rules could be used where the level of signiﬁcance is smaller than 0.1.
Here, three important factors, age, gender and year were used to adjust the expected number of
COPD cases in the province of Manitoba. Unlike the CSS, FSS, and LISA methods, we can extend the
model A2–A3 in the Appendix A, for both the BYM and MLE methods, to include other covariates
directly, which may be required for some applications.
We also note that the methods have different settings and assumptions, which motivate our
comparison. User-chosen settings are part of all cluster tests and different choices could lead to
different results. All ﬁve methods have been proposed for local clusters. Under the null hypothesis,
the number of COPD cases follows a Poisson distribution for the BYM and MLE methods, while the
test statistic for the CSS and FSS methods has an asymptotically χ2 distribution and the LISA method
uses an empirical distribution. These features motivated us to consider these important methods and
apply them to our COPD cases.
As limitations of this study, we assumed that our COPD cases are rare cases to be able to use the
Poisson model in the BYM and MLE methods. Also, we used survey data (weighted to the population
level) in our study. Strengths of the study include the evaluation of multiple cluster detection methods.
Overall, the potential clusters of COPD were located in the southern part of the province with the
exception of region 24, which was identiﬁed by the BYM and MLE methods (cluster A). According
to ﬁndings from Fransoo et al. [31], which are based on the Community Health Survey [27], binge
drinking and smoking levels are higher than the Manitoba average in the south-central part of the
province. As well, there are a higher percentage of people who consume low levels of fruits and
vegetables in this region, although these differences are not statistically signiﬁcant. Obesity levels
are signiﬁcantly higher than the Manitoba average in this region as well. In the south-eastern part of
the province binge drinking, exposure to second hand smoke, and overweight and obesity levels are
higher than the Manitoba average although the results are not statistically signiﬁcant [31]. These are
some possible health determinants that may explain the clusters of COPD in these regions. We found
that the BYM and MLE methods are the best approaches in terms of identifying potential clusters and
controlling for possible confounders (if any). These results may represent real increases in COPD or
may be due to unmeasured covariates that need to be adjusted for in the model. Further investigation
is needed to examine these ﬁndings, and also to explore the cause of these increases.
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Appendix A
Circular Spatial Scan Statistic (CSS)
The spatial scan statistic is widely used in the ﬁeld of epidemiology for a variety of purposes [32].
A circular window S is set on each region by the circular spatial scan statistic with the radius of the
circle ranging from zero to a pre-speciﬁed maximum distance d or a pre-determined maximum number
of regions J to be considered in the cluster. The window made up of the (j-1)-th nearest neighbours to
region i is denoted by Si:j ( j = 1, . . . , J ) . As well, S1 = Si:j ; i = 1, . . . , m; j = 1, . . . , J denotes the
set of all windows to be scanned by the circular scan statistic. A likelihood ratio statistic based on the
number of observed and expected cases inside and outside the circle is computed for each circle. Now,
L0 denotes the likelihood under the null hypothesis and Li (i = 1, . . . , m) represents the likelihood
under the alternative hypothesis. The null hypothesis states that there is no cluster in region i and
is tested against the alternative hypothesis that a cluster exists in region i based on its j-th nearest
neighbours. The likelihood ratio statistic is given by
max
i

Li
=
L0

Ci
Ei

Ci

N − Ci
N − Ei

N −Ci

I (Ci > Ei )

(A1)

where Ci denotes the observed number of cases inside a circle and Ei represents the expected number
of cases inside a circle. Also, ( N − Ci ) and ( N − Ei ) denote the observed and expected number of
cases outside the circle, respectively. The indicator function I (Ci > Ei ) is equal to 1 when Ci > Ei
and 0 otherwise. Circles with high likelihood ratios are identiﬁed as possible clusters [17].
Using SaTScan [33] or FleXScan [34] software, the CSS method can be applied. Generally, J is
chosen to include at most 50% of the population at risk, however, we used the FleXScan default which
is a maximum spatial cluster size of J = 15 . In order for the region to be part of the circle, the region
centroid had to be included in the radius of the circle.
Flexible Spatial Scan Statistic (FSS)
The ﬂexible spatial scan statistic works in the same manner as the circular spatial scan statistic but
now the shape of the potential cluster is ﬂexible while still being restricted to a small neighbourhood
of each region. By connecting adjacent regions, the ﬂexible scan statistic places an irregularly
shaped window S on each region. For any region i , the set of irregularly shaped windows of
length j , containing j connected regions including region i , can vary from 1 to the pre-determined
maximum J , where J is the maximum length of a cluster. Moreover, to prevent unlikely cluster
shapes, the joined regions are restricted to the subsets of the set of regions i and ( J − 1) -th nearest
neighbours of region i . The set of all windows to be scanned by the ﬂexible spatial scan statistic is then
S2 = Si:j(k) ; i = 1, . . . , m; j = 1, . . . , J; k = 1, . . . , k ij . The circular spatial scan statistic examines
J circles for any region i and the ﬂexible spatial scan statistic examines J circles plus all the sets of
connected regions whose centroids are found within the J-th largest concentric circle. Subsequently,
the size of S2 is much larger than S1 which is at most mJ . The test statistic used in the FSS method
under the Poisson assumption is based on the likelihood ratio test given in Equation (A1). Now, the
circle deﬁned in Equation (A1) refers to S2 instead of S1 . Using the FSS method, circles with high
likelihood ratio values are considered to be potential regions of disease clusters [18]. The FSS method
can also be applied using the FleXScan software [34] with the FleXScan default which is J = 15.
Bayesian Disease Mapping (BYM)
Identifying clusters can also be done through a Bayesian framework using Markov chain Monte
Carlo (MCMC) methods [14,15,35,36]. First used by Besag et al. [14], Bayesian disease mapping (BYM)
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is a modeling approach consisting of two parts. In the ﬁrst part of the model, it is assumed that the
cases follow a Poisson distribution with an area speciﬁc parameter θi Ei :
Ci ∼ Poisson(θi Ei )

(A2)

where the observed and expected number of cases in region i are given by Ci and Ei , respectively. The
second part of the model is achieved through
log(θi ) = μ + ηi

(A3)

where the relative risk ( RR ) in region i is given by θi , μ represents the overall mean ratio over the entire
region and ηi represents spatially correlated random effects. These spatial random effects are captured
using the usual CAR model. A variety of CAR models can be used by obtaining a collection of mutually
compatible conditional distributions p(ηi |η−i ), i = 1, . . . , m, where η−i = η j : j = i, j ∈ δi } and
δi refers to a set of neighbours for the i-th region [14]. We use the following general model for spatial
effects ηi :


η = (η1 , . . . , ηm ) ∼ N 0, Ση
Ση = ση2 ( Im − λη D )−1 P
where P is a m × m diagonal matrix with elements Pii = 1/ei ; D is a m × m matrix with elements
Dij = (e j /ei )1/2 if region i and j are adjacent and Dij = 0 otherwise; ei is the number of regions
adjacent to region i ; ση2 is the spatial dispersion parameter; λη measures the spatial autocorrelation,
1
−1
−1/2 DP1/2 ;
λmin ≤ λη ≤ λmax , where λ−
min and λmax are the smallest and largest eigenvalues of P
and Im is an identity matrix of dimension m . We refer to [37] for details of this proper CAR model.
Using vague prior distributions and within the Bayesian framework (MCMC), the parameters may be
estimated to produce posterior distributions for the parameters in the model [14].
A cluster is speciﬁed as a region where the estimated relative risk (in terms of the lower credible
set) is signiﬁcantly larger than one [38]. To apply this method, WinBUGS software [37] is used to
calculate the relative risk values.
Frequentist Approach Using Maximum Likelihood Estimation (MLE)
The data cloning (DC) approach is a computational algorithm to obtain the MLE for
hierarchical models [23,24]. This approach is based on the Bayesian computational method and
is used for frequentist purposes. This method involves independently repeating the observations
C = (C1 , . . . , Cm ) for L different individuals. Subsequently, these individuals all have the exact same
set of observations C which are represented by C(L) = (C, C, . . . , C) . The posterior distribution of
α = (μ, λη , ση2 ) conditional on the data C(L) is then given by


{ L(α, C)} L π (α)
π L ff|C(L) =
H ( C(L) )

(A4)


 
where the prior distribution on the parameter space is π (α) and H C(L) = { L(α, C )} L π (α)dα is the
normalizing constant. Also, { L(α, C )} L represents the likelihood
for L copies of the original data. As

 (L)
shown by Lele et al. [23,24], when L is large enough, π L (αC ) converges to a multivariate Normal
distribution with the mean given by the MLE of the model parameters and variance-covariance matrix
equal to 1/L times the inverse of the Fisher information matrix for the MLE. Hence, the sample mean
vector of the generated random numbers from Equation (A4) acts as an estimate of the MLE and an
estimate of the asymptotic variance-covariance matrix for the MLE 
α is given by L times the sample
variance-covariance matrix of the generated random numbers from Equation (A4). Lele et al. [24] also
provided various tests to determine the adequate number of clones L .
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Prediction of Relative Risk:
The prediction of relative risk (random effects) can be fairly problematic, especially in the

 

frequentist framework. One approach to estimate r using the data is to use

ʌ(R=r|C,Įො ) where

R=(RR1 ,…,RRm )' . However, the variability introduced by the model parameters estimate is not

captured in this approach. In the literature [39], it has been suggested to use the following density in
order to take into consideration the variation of the estimator,

f (C|r, α1 ) g(r|α2 )φ(α, 
α, I −1 (
α))dα
π (r|y) =
(A5)
H (C)
where α1  = μ , α2 = (λη , ση2 ) , f (·) and g(·) are Poisson and Normal distributions, respectively, and
φ(., ξ, Σ) denotes a multivariate Normal density with mean ξ and variance-covariance Σ . In this
paper, the prediction of the r was found using Equation (A5) through MCMC sampling. A disease
cluster is deﬁned as a region where the estimated relative risk (in terms of the lower prediction interval)
is signiﬁcantly larger than one. The dclone package [40] is utilized within the R software [41] in order
to calculate the relative risk values.
Local Indicator of Spatial Association (LISA)
Another method for identifying spatial clusters is a local indicator of spatial association (LISA)
statistic [26]. In general, for an observation, yi in the ith region, the LISA statistic is given by


Li = f yi , y Ji
where f is a function and the values observed in the J th neighbourhood of region i are given by y Ji . In
order to determine the statistical signiﬁcance of the spatial association at region i , the following must
be satisﬁed
Pr( Li > δi ) ≤ αi
where a critical value is given by δi and αi is a given level of signiﬁcance. Another condition of a LISA
statistic is the total of all LISA statistics in a region must be proportional to a global indicator of spatial
association. In other words,
∑ Li = γΛ
i

where Λ is an indicator of the global indicator with a scale factor deﬁned by γ . In order to test whether
there is statistically signiﬁcant spatial association over all the regions, the following statement must be
true [26]
Pr(Λ > δ) ≤ α.
A general LISA statistic may be used to test the null hypothesis of no spatial association against
the alternative hypothesis that spatial clustering exists across a region. However, the distribution of
the general LISA may be hard to ﬁnd. For this reason, conditional randomization or a permutation
approach is used to ﬁnd an empirical distribution. The randomization is done by holding the observed
value ( yi ) in region i constant and the remaining observed values across the entire study region are
randomly permuted and the value of Li is computed. This is done for each region in the study area.
The result is an empirical distribution function, which expresses the extent to which each observation
is considered to be extreme in comparison with the other observed values [26].
The LISA method is usually a simple method to apply, however, it is complicated by the fact that
the LISA statistics for individual regions may be correlated. For example, when regions i and k are
neighbours or have common elements in their neighbourhood sets, the corresponding LISA statistics,
Li and Lk will be correlated. Typically, it is extremely hard to derive the marginal distributions of
each statistic and therefore, the signiﬁcance levels must be approximated by Bonferroni inequalities or
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the method outlined by Sidák [42]. Using Bonferroni inequalities, the individual signiﬁcance levels
(αi ) are set to α/m and using Sidák’s method, they are equal to 1 − (1 − α)1/m , where the overall
signiﬁcance level is set to α and there are m comparisons. It has been suggested that m is taken to be
the number of observations n . However, this may result in bounds that are too conservative and in
fact very few observations may be deemed to be signiﬁcant clusters [26]. Further investigation is being
conducted to determine the best value for m . In our study this method is implemented in R [41] using
the ncf package [43].
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Abstract: Human health is part of an interdependent multifaceted system. More than ever, we have
increasingly large amounts of data on the body, both spatial and non-spatial, its systems, disease and
our social and physical environment. These data have a geospatial component. An exciting new era
is dawning where we are simultaneously collecting multiple datasets to describe many aspects of
health, wellness, human activity, environment and disease. Valuable insights from these datasets
can be extracted using massively multivariate computational techniques, such as machine learning,
coupled with geospatial techniques. These computational tools help us to understand the topology
of the data and provide insights for scientiﬁc discovery, decision support and policy formulation.
This paper outlines a holistic paradigm called Holistics 3.0 for analyzing health data with a set of
examples. Holistics 3.0 combines multiple big datasets set in their geospatial context describing as
many areas of a problem as possible with machine learning and causality, to both learn from the data
and to construct tools for data-driven decisions.
Keywords: geospatial; machine learning; Big Data; health; remote sensing; Holistics 3.0;
data-driven decisions

1. Introduction
For decades, experts in public health and the social sciences have recognized the geospatial
variation of populations; health is shaped by multiple factors, including healthcare, public health
systems, individual behaviors (e.g., smoking) and risk factors (e.g., obesity), socioeconomic factors
(e.g., income, education), the physical environment (e.g., air pollution), the social environment (e.g.,
social support), public policies and the “macro-structural” elements of society that shape this entire list.
Linking these data to resolve public health concerns requires accounting for non-linear multi-variate
relationships, as well as the spatial dimension of the data.
Decades of research have also attempted to isolate the speciﬁc factors that matter the most, not
only as an academic exercise, but to help policy makers set priorities in a decision-making environment
of limited resources. For example, in a speciﬁc community beset with high rates of chronic diseases,
should the city council or board of supervisors give priority to hospital budgets, expanding primary
care, passing laws to ban smoking indoors, addressing unemployment, strengthening schools, and so
on? All are clearly important, but which one or which combination matters the most and which will
give the best return on investment?
Posed with such questions, scientists have typically resorted to traditional statistical techniques,
such as regression equations, to try to quantify or model the relative importance of different factors.
This approach has shed insight onto some of the key factors, but also carries limitations, two of which
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bear mentioning here. First, these calculations often examine associations rather than causality: for
example, the fact that people who have not graduated from high school have worse health does not
mean that handing out diplomas will fully erase the disparity; rather, the educational level proves to be
a useful proxy. Second, the variables that researchers insert into their formulas are chosen selectively
based on the variables for which data are available and those that the researchers think are most
important to consider. For example, a researcher forced to choose whether to adjust for poverty, voter
registration or social trust will invariably choose poverty, because there is more evidence available
linking poverty to adverse health outcomes.
The a priori selectivity in choosing the variables to consider is partly a legacy of the age-old
scientiﬁc method (pose a hypothesis ﬁrst and then collect data to support or refute it), but partly a
practical necessity, because examining all of the data has previously often been an untenable option,
especially as the volume of available data has expanded. The advent of machine learning is removing
the second barrier at a time when the availability of “Big Data” is ascendant in all ﬁelds [1–6].
1.1. Big Data
Different people use the term Big Data in slightly different ways. However, the common idea is
large datasets in terms of the volume of data (e.g., because of temporal or spatial resolution and/or
coverage) and/or large in terms of the number of variables included. One of the prime differences in
the use of Big Data typically relates to: exactly how big is big?
For the speciﬁc examples used in this paper, these datasets also describe geospatial variations; the
number of variables ranges from tens to thousands of variables, and the number of records for each
variable ranges from thousands to many millions, covering both a snapshot in time as well as the daily
variation tracked for nearly two decades. This quantity of data would probably be classiﬁed as Big
Data by most investigators.
1.2. Machine Learning
Machine learning is a valuable set of tools for empirically estimating and classifying variables of
interest when we do not have a complete theoretical description of a process, but we do have useful
data. Further, we often would like to use these data to provide insights and/or help make decisions.
Machine learning encompasses a very broad range of algorithms (for example, neural networks,
support vector machines, Gaussian processes, decision trees, random forests, etc.) that can provide
multi-variate, non-linear, non-parametric regression or classiﬁcation based on a training dataset (i.e., a
set of examples to learn from) and give insight into the underlying topology of the data. This approach
allows the data to speak for themselves.
Machine learning has widespread and growing applications. A few examples of its daily use
include credit checking, use by Amazon and other online stores to suggest other products of potential
interest to consumers, Netﬂix movie suggestions, remote sensing applications, various Google tools
and inventory decisions made by large retailers, such as Walmart [7–9].
Machine learning has not yet made its large-scale entry into public health, but Big Data exist
widely in population health, a sea of data that can be mined in healthcare (e.g., electronic medical
records), public health statistics, census data on population living conditions, environmental hazards
and public programs. Within the past year, articles and entire theme issues of major medical journals
have called attention to the exciting opportunities that exist in applying machine learning to these
data sets. Organizations have launched prizes to encourage innovations in this area [10]. The federal
government has hosted four annual Health Datapalooza conferences born from efforts by the Obama
administration to “liberate” health data (http://healthdatapalooza.org/about/). Many of these
initiatives focus on creating decision support tools to track diseases, such as the early identiﬁcation of
infectious disease outbreaks or dashboards for tracking health conditions and costs, but the application
of machine learning to these datasets opens a much larger horizon.
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1.3. Holistics 3.0
We deﬁne Holistics 3.0 as (1) bringing together multiple datasets describing as many aspects of a
problem as possible, i.e., holistically describing the problem with data; (2) coupling this holistic
description of the problem with machine learning to build empirical decision support tools for
data-driven decisions; and (3) where relevant, augment the correlations and associations exploited
by machine learning to address the further issue of causality. Taken together this paradigm is called
Holistics 3.0 and is illustrated schematically in Figure 1.

Figure 1. A schematic illustrating the key components of Holistics 3.0: (1) multiple geospatial datasets
describing many aspects of a problem holistically; (2) use of machine learning to build empirical
decision support tools; and (3) augmentation by inferences about causality. Taken together, this
paradigm is called Holistics 3.0.

2. Mining Meaning from Data
Is unleashing a powerful computer to scan for associations across a wide net of countless variables
useful? Data-driven decisions can help policymakers, from clinicians to elected ofﬁcials, to identify
the factors that are most likely to improve health. Variables that have not been previously considered,
or even noticed, may hold the key to understanding important drivers of health outcomes that offer
new solutions and new understandings of how disease complications arise in the ﬁrst place. In many
of our previous machine learning studies, we ﬁnd that in many cases, an accurate description of the
problem requires us to simultaneously describe multiple aspects of the problem. Sometimes, this
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encompasses just ﬁve or six variables, but sometimes forty or more. There is usually not a single
“magic” variable; rather, we are typically faced with truly multi-variate problems, where many factors
must simultaneously be considered, which are often also non-linear. In many cases, we do not know
the functional form of the relationship (i.e., they are also non-parametric), and many times, the variables
may have non-Gaussian distributions.
Machine learning can help tremendously with just these types of problems, not only for identifying
key variables, but also in providing empirical tools, often of remarkable ﬁdelity. If we then add the
concept of causality as described by Judea Pearl [11], we have a very powerful paradigm for data-driven
decisions. Current understandings of the causal pathway for diseases have been built on the scientiﬁc
method, which has a strong legacy, but also carries the limitation of relying on human minds to choose
which variables (and hypotheses) are worthy of further study.
Machine learning offers an unprecedented opportunity to let the data speak for themselves,
without human presupposition, and to draw attention to previously unrecognized variables that
seem to have important associations with health outcomes and warrant further study under the
traditional scientiﬁc method to conﬁrm/refute the association. Machine learning thereby can augment
the scientiﬁc method by offering a more “open-minded” approach to hypothesis testing and scientiﬁc
lead generation that relies on the data to draw attention to intriguing questions. In this way, using
machine learning is more evidence-based than relying on a few individuals to selectively pick and
choose variables they “think” are important.
Apart from discovering new levers for improving health, machine learning also has the potential
to quantify the relative importance of levers already known to be important. For example, claims
that healthcare accounts for 10% of health outcomes are based largely on linear regression equations.
Machine learning can improve on this approach by not only providing a multi-variate, non-linear,
non-parametric regression, which requires no prior knowledge of functional form, but also providing
an objectively ranked list of the relative importance of the variables used in the regression.
Moreover, access to multiple big datasets required to perform machine learning also provides
a ready resource for policymakers who need quick access to descriptive statistics or trends for their
communities or special populations. For example, the Affordable Care Act (ACA) requires hospitals
to prepare community health needs assessments to maintain their nonproﬁt status with the Internal
Revenue Service. Hospitals across the country that have little experience in studying population
statistics are scrambling to ﬁnd colleagues in public health or community organizations that can be
contracted to produce these reports. The enormous insights available through machine learning would
enable health systems to proﬁle their communities at a level of detail not currently imaginable.
Large health systems are also forming accountable care organizations (ACOs) that, under the
ACA, are required to assume responsibility for the health of the population they serve. The impetus
behind ACOs is to encourage healthcare systems to identify new models of intervention, including
those that involve determinants of health outside the clinic, to prevent disease, reduce complications
and control costs. Most ACO leaders are currently relying on educated guesses to decide how best
to invest their dollars to improve population health [12]. Decision support tools based on machine
learning have the potential to arm decision-makers and policy-makers with more granular information
about the health of the population, the prevalence and geography of local factors that are shaping
community health and where the greatest potential return on investment might lie if conﬁrmatory
research supports a causal link.
3. Some Examples
Let us now examine two very different examples relevant to geospatial health that illustrate
this approach.
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Table 1. Health outcomes associated with particulate matter (PM) and ultra-ﬁne particles (UFP)
(modiﬁed from [13]).
Short-Term Studies

Health Outcomes

Long-Term Studies

PM10

PM2.5

UFP

PM10

PM2.5

UFP

xxx
xxx
xxx

xxx
xxx
xxx

x
x
x

xx
xx
xx

xx
xx
xx

x
x
x

xxx

xxx

xx

Mortality
All causes
Cardiovascular
Pulmonary
Pulmonary effects
Lung function, e.g.,
PEF
Lung function growth
Asthma and COPD
exacerbation
Acute respiratory
symptoms
Medication use
Hospital admission

xx

xx

x

xxx

x
x

Lung cancer
Cohort
Hospital admission
Cardiovascular effects
Hospital admission

xxx

xxx

xxx

xxx

xx

xx

x

xx
x

xxx
xx

x
x

xx

xx

xx

xx

xx

xx

x
x

xx
x

x
xx

Reproduction
Premature birth
Birth weight
IUR/SGA

x
xx
x

x
x
x

Fetal growth
Birth defects
Infant mortality
Sperm quality

x
xx
x

x
x

ECG-related endpoints
Autonomic nervous
system
Myocardial substrate
and vulnerability
Vascular function
Blood pressure
Endothelial function
Blood markers
Pro inﬂammatory
mediators
Coagulation blood
markers
Diabetes
Endothelial function

Neurotoxic effects
Central nervous system

x

xxx

xxx

xxx

xxx

xxx

xxx

xx
xx

xx
xx

x

x

x
x

xx

Legend: x, few studies (≤6); xx, many studies (7–10); xxx, large number of studies (>10).

3.1. Airborne Particulate Matter
With the increasing awareness of the many health impacts (Table 1) of particulate matter, ranging
from general mortality to speciﬁc pulmonary, respiratory, cardiovascular, cancer and reproductive
conditions, to name but a few, there is a growing and pressing need to have global daily estimates
of the concentration of ground-level airborne particulate matter with a diameter of 2.5 microns or
less (PM2.5 ). The Holistics 3.0 paradigm can be applied to existing NASA remote sensing datasets
coupled with meteorological analyses, demographic data and in situ observations to effectively meet
this need. We have already successfully employed machine learning to estimate the daily global PM2.5
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concentration on a routine basis. The approach uses a suite of remote sensing and meteorological
data products and ground-based observations of particulate matter at 8329 measurement sites in 55
countries (Figure 2) made between 1997 to the present to estimate the daily distributions of PM2.5 .
The many health impacts of PM2.5 depend on the airborne concentration at ground level, where
PM2.5 can be inhaled (Table 1). However, as can be seen in Figure 2, the spatial coverage has many
gaps, and in some countries, there are no PM2.5 observations altogether. This is largely due to the
costs involved in operating such a sensor network. Several studies have sought to overcome the
lack of direct PM2.5 observations by using remote sensing and satellite-derived aerosol optical depth
(AOD) coupled with regression and/or numerical models to estimate the ground-level concentration
of PM2.5 [14–32].
Many studies have shown that the relationship between PM2.5 and AOD is a multi-variate function
of a large number of parameters, including: humidity, temperature, boundary layer height, surface
pressure, population density, topography, wind speed, surface type, surface reﬂectivity, season, land
use, normalized variance of rainfall events, size spectrum and phase of cloud particles, cloud cover,
cloud optical depth, cloud top pressure and the proximity to particulate sources [17,18,20,27,29,33–51].
In some cases, such as for wind speed, the relationship is highly non-linear, and in many cases not
well characterized.
The picture is further complicated by the biases present in the satellite AOD products [52–56],
the difference in spatial scales of the in situ point PM2.5 observations and the remote sensing data
(several kilometers per pixel) and, ﬁnally, the sharp PM2.5 gradients that can exist in and around cities,
particularly in Asia.
Taken together, all of these factors naturally suggest that any successful regression must be
multivariate, non-linear and non-parametric. The natural choice is therefore machine learning, an
approach which excels in describing multivariate, non-linear, non-parametric problems. Machine
learning, does an outstanding job of providing a new PM2.5 product. Figure 3 shows the monthly
average of our machine learning PM2.5 product (μg/m3 ) for August, 2001. The average of the
observations at a given site are overlaid as color-ﬁlled circles when observations were available for at
least a third of the days. Notice the good agreement between the PM2.5 product and the observations
(i.e., the color ﬁll of the circles depicting the observations is in good agreement with the background
color depicting the new machine learning PM2.5 product).
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Figure 2. A map showing the 8329 PM2.5 measurement site locations from 55 countries (red squares)
that were used over the period 1997–present. The greatest density of sites is in North America, Europe
and Asia. However, there are also southern hemisphere sites in South America, South Africa, Australia
and New Zealand. The background color scale shows the global topography and bathymetry.

As would be expected in late summer, the eastern U.S. has much higher PM2.5 concentration than
the western U.S. Figure 3a is of Alaska and highlights common ﬁre zones associated with elevated
PM2.5 . Figure 3b,c show the good agreement between our product and observations. Figure 3d shows
the elevated PM2.5 with the heavily agricultural Central Valley in California, the highly populated Los
Angeles Metropolitan Area, the Sonoran Desert, one of the most active dust source regions in the U.S.,
the Four Corners Power Plants, some of the largest coal-ﬁred generating stations in the U.S., and the
Great Salt Lake Desert.
We are in the process of combining the daily particulate data product produced using machine
learning (an example is shown in Figure 3) and other environmental data products with the VA’s
Electronic Health Record (EHR) System to facilitate data-driven insights and decisions.
3.2. Life Expectancy and Socioeconomic Data from the U.S. Census
In 2012, the Center on Society and Health at Virginia Commonwealth University launched a
two-year study of factors that affect life expectancy in California census tracts with high poverty rates.
They calculated the life expectancy of thousands of census tracts in California, working with vital
statistics supplied by the California Department of Health. The researchers were using traditional
statistical techniques, such as regression equations, to study factors in these census tracts that might
affect life expectancy, such as healthcare and public health, the physical and social environment,
socioeconomic conditions of individuals and households and macrostructural resources. Their goal
was to see if these factors seem to differ in outlier census tracts with unexpectedly high or low life
expectancy given their poverty rate. The goal is to help elected ofﬁcials and other policymakers
identify assets that act positively to help poor communities buffer the adverse health effects of poverty.
The parsimony required for traditional methods, as discussed above, required the researchers to
handpicked a limited number of variables in each domain to enter into their regression equation.
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Figure 3. The monthly average of our prototype machine learning PM2.5 product (μg/m3 ) for August
2001. The average of the observations at a given site is overlaid as color-ﬁlled circles when observations
were available for at least a third of the days. Notice the good agreement between the PM2.5 product
and the observations. Furthermore, as would be expected, in summer, the eastern U.S. has much
higher PM2.5 concentration than the western U.S. (a) Alaska highlighting common ﬁre areas associated
with elevated PM2.5 ; (b,c) the good agreement between our product and the observations; (d) the
elevated PM2.5 with the heavily agricultural Central Valley in California, the highly populated Los
Angeles Metro Area, the Sonoran Desert, one of the most active dust source regions in the U.S., the
Four Corners Power Plants, some of the largest coal-ﬁred generating stations in the U.S., and the Great
Salt Lake Desert.

Building on this study, we conducted a parallel project to serve as a demonstration of the power
of machine learning. As a proof of concept, it was intentionally limited to one geographic area (the
State of California) and one domain in the researchers’ model: socioeconomic conditions in individuals
and households.
The 2007–2011 U.S. Census Bureau’s American Community Survey provides a rich data set
on socioeconomic conditions for individuals and households that are too extensive for traditional
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researchers to examine in total, but that are arrayed at the census tract level in a downloadable form
that supercomputers can easily analyze. The total number of variables available at the census tract level
is extensive: a total of 21,038 variables spread across 113 data ﬁles. Some of the variables are duplicated
in more than one ﬁle, and when these duplicates are removed, 18,528 unique variables remain. Some
of these variables have missing values for certain census tracts; if variables with missing values are
removed, then 13,065 variables remain. Although this is a staggering number of variables that most
conventional investigators would not even attempt to analyze, we easily used machine learning to
design a fully non-linear, non-parametric, multi-variate ﬁt of all 13,065 variables. We calculated the
bivariate statistical signiﬁcance of the individual correlation of these variables with life expectancy and
found that a staggering 10,339 variables had a p-value less than 0.05. The variables in the census are
not orthogonal, and aspects of the same information content are duplicated in many census variables.
If the p-value threshold is progressively decreased, we ﬁnd that, remarkably, seven variables have a
p-value of less than 10− 240 .
Whether we use all 13,065 variables or the 10,339 with a p-value of less than 0.05, or just the seven
variables with a p-value of less than 10− 240 , machine learning is able to do a good job of estimating
life expectancy. Two examples of the fully non-linear, non-parametric, multi-variate estimates of life
expectancy using Random Forests [57,58] are shown in Figure 4.
A few obvious take away messages were found.
First, the variables that machine learning highlighted as most important replicated classic
epidemiological studies in highlighting the importance of factors with known associations with
life expectancy—age, sex, race-ethnicity, income/poverty, and education—however, in addition, the
machine learning approach identiﬁed some additional key factors. Among the top 50, it identiﬁed
other factors that ranked very highly in importance, including: relocation (ﬁrst); employment,
especially in certain industries (third, seventh, eighth, 13th, 15th, 19th, 20th, 36th, 42th, 49th); occupied
housing (sixth, 11th, 16th, 18th, 21st, 31st, 50th); single-parent households (sixth, 12th); language
(14th); grandparents living with grandchildren (26th, 48th); and SNAP eligibility (38th). Whether
these variables are proxies for socioeconomic status or reﬂect unique inﬂuences on life expectancy
independent of classic social determinants of health requires further analysis beyond the scope of
this project.
Second, perhaps because key information in the census is duplicated many times, the ﬁt using
just seven variables was almost as good as that using all 13,065 variables, or the 10,339 with a p-value
of less than 0.05.
Third, as good as the machine learning ﬁt was, the slope of the scatter diagram is not exactly
one. This data signature indicates that additional key factors have not been considered. This is not
unexpected; this study focused only on the socioeconomic dimension and not other determinants of
health, such as environmental factors, like air quality, or dietary habits and access to health care. It is
clear that important factors related to life expectancy that need to be simultaneously accounted for are
healthcare, health behaviors, the social environment, the physical environment (including pollution)
and public spending on social and health services.
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Figure 4. Two examples of the scatter diagrams for fully non-linear, non-parametric, multi-variate
estimates of life expectancy: (a) 10,339 variables in the American Community Survey (U.S. Census
Bureau) with a bivariate p-value for life expectancy of less than 0.05; (b) seven variables in the American
Community Survey (U.S. Census Bureau) with a bivariate p-value for life expectancy of less than
10− 240 . Blue circles depict the training data. Red squares depict randomly selected, totally independent
validation data not used in the training. The green line is the ideal 1:1 line for a perfect ﬁt.

Therefore, we have seen that machine learning is a powerful tool for dealing with massively
multi-variate systems, for letting the data speak, for highlighting key drivers and for providing
objective tools that tell us when additional factors need to be considered.
3.3. False Positives
It is critical to recognize that correlation is not causation; further, when using machine learning
with many variables, there is always the possibility of false associations. The full analysis of such
possibilities are beyond the scope of this paper. However, one way to address these questions is
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some kind of experimental control in the data mining exercise, but a variety of other methods have
been proposed.
4. Summary
Human health is part of an interdependent, multifaceted system, with many aspects varying
geospatialy. The Holistics 3.0 paradigm that brings together data on as many aspects of a problem
as possible and combines it with machine learning (and where necessary, causality) is a powerful
tool for informing data-driven decisions that can incorporate and account for geospatial variations.
Key in this is allowing the data to “speak for itself” and the ability to process thousands of variables
simultaneously in a fully multi-variate, non-linear, non-parametric, non-Gaussian framework.
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Abstract: Complex biophysical, social, and human behavioral factors inﬂuence population
vulnerability to vector-borne diseases. Spatially and temporally dynamic environmental and
anthropogenic patterns require sophisticated mapping and modeling techniques. While many
studies use environmental variables to predict risk, human population vulnerability has been a
challenge to incorporate into spatial risk models. This study demonstrates and applies dasymetric
mapping techniques to map spatial patterns of vulnerable human populations and characterize
potential exposure to mosquito vectors of West Nile Virus across Chesapeake, Virginia. Mosquito
vector abundance is quantiﬁed and combined with a population vulnerability index to evaluate
exposure of human populations to mosquitoes. Spatial modeling is shown to capture the intersection
of environmental factors that produce spatial hotspots in mosquito vector abundance, which in turn
poses differential risks over time to humans. Such approaches can help design overall mosquito pest
management and identify high-risk areas in advance of extreme weather.
Keywords: risk mapping; mosquito-borne disease; dasymetric mapping

1. Introduction
The spread of vectors and growing number of vector-borne diseases pose a major threat to human
health. In order to prevent the spread of disease, it is advantageous to predict the risk of disease
transmission, both spatially and temporally. Geospatial technologies are commonly used to evaluate
patterns of vector or human case distributions, as well as estimate the risk of disease transmission based
on entomological, epidemiological, and environmental factors [1]. One limitation is that prediction
systems are often static and only predict risk at one particular time and place. This study has addressed
this shortcoming by predicting the risk of disease transmission from mosquitoes across Chesapeake,
Virginia, for the summer of 2003, following a broad scale ﬁeld surveillance campaign by this city’s
Mosquito Control Commission. In a situation where a disease or hazard is rare (and control-case studies
or cohort studies are impractical), analyzing trends in threats and coexistence of risk factors with
disease are fruitful approaches [2]. Using GIS techniques, spatial analyses were conducted in this study
to track the trends in competent vector species abundance and identify coincident population most
susceptible to mosquito-borne diseases and estimate relative risk of disease transmission to humans.
Predictions of human sensitivity and potential disease transmission have been recommended to
incorporate vector abundance and the immune status of the host population [3]. Such epidemiological
evidence is also translated into surveillance and control of vector species by local public health
agencies. In addition, the risk of exposure to mosquito-borne disease vectors may be estimated using
mosquito abundance values and the broad physiological factors of human vulnerability to disease
ISPRS Int. J. Geo-Inf. 2014, 3, 891–913; doi:10.3390/ijgi3030891153
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infection. Mosquito abundance values for this project were derived from a previously published
study measuring the abundance of competent mosquito vector species Culiseta melanura as well as
the combined abundance of Aedes vexans and Psorophora columbiae [4,5]. A. vexans and P. columbiae
share a habitat preference for ephemeral pools and therefore are referred to as the “ephemeral species”
throughout this paper. C. melanura is an important species in this region because it is the primary
enzootic vector of Eastern Equine Encephalitis (EEE) and is also a potential vector of West Nile Virus
(WNV). A. vexans is also another important potential epizootic vector for WNV. While several studies
use vector and environmental variables to estimate risk, many studies do not take into account human
vulnerability to these diseases or the temporal and spatial variability of vector abundance or human
demographics and activity spaces.
A primary objective of this study is to estimate human exposure to mosquito vector species capable
of disease transmission and human infection across a landscape. The City of Chesapeake, Virginia,
offers this setting with a populous urban to rural gradient and low topographic coastal location
adjoining extensive mosquito habitats that are exceedingly productive in the humid, subtropical
summer climate, including abundance of ephemeral pools, agricultural ditches, and container breeding
sites in urbanized areas. The second objective is to map the vulnerable human population in a manner
that depicts the most accurate distribution of the population and facilitates assessing potential vector
exposure risk. Using monthly mosquito abundance values and human population vulnerability data,
a monthly risk index is calculated which estimates the exposure to mosquito vector species. These
objectives underscore the overall goal of this study, to improve prediction of the risk of exposure
to mosquitoes across Chesapeake, Virginia, during the peak mosquito breeding summer months of
June to August. In addition, an achievable and practical result of this analysis includes a spatial risk
model that can be adapted to other regions to identify vector exposure for surveillance and control,
demonstrating geographic-targeting and more sophisticated, micro-level control measures [6].
A growing number of studies have predicted disease risk using geospatial methods (remote
sensing, spatial analysis, geovisualization, and other methods applying and integrating Geographic
Information Systems (GIS)). Statistical approaches to predicting outbreaks of West Nile Virus (WNV)
using land cover and environmental factors, for instance, have been developed for Indianapolis,
Indiana [7]. A spatial-temporal model was created that predicted disease risk from 2002 through
2007. This study found that the highest clusters of WNV outbreaks were located in agriculture and
grassland areas. Such cover types exhibited a relatively high moisture content and provided favorable
habitats for mosquito breeding. Discriminant analysis was used to ﬁnd the relationship between
environmental variables and disease. The results indicated that certain variables had a high impact on
WNV dissemination. Wetland size, agriculture area percentage, and stream length were all positively
correlated with WNV outbreaks. WNV infection potential has also been studied using a wide sample
of dead birds and human population data with cluster analysis to infer potential disease infection
hotspots [8]. In another empirical study combining LandScan gridded population data and Aedes
aegypti mosquito species distribution maps, correlation and monte carlo simulation analyses related
human mobility, vector abundance, and disease transmission [9]. Indeed, GIS and remote sensing
techniques have been used to assess mosquito-borne disease risk widely, even globally as in the case
for malaria risk [10]. NASA scientists at the Goddard Space Flight Center’s Healthy Planet program
developed a malaria transmission model that incorporates parasites, hosts, vectors, human factors,
and environmental factors. They also developed a risk model that predicts transmission intensity
using meteorological data. Remotely sensed imagery was used to identify potential breeding sites
of mosquito vectors in order to better focus mosquito control applications. Similar work pioneered
by Beck et al. investigated satellite remote sensing and GIS techniques to identify the risk of malaria
transmission in Chiapas, Mexico, for identifying villages with high vector-human contact risk [11].
Although GIS has been widely used for disease risk estimation, one limitation is the dearth of
human health data incorporated into risk models. However, vulnerability is an important factor that
can guide estimations of the risk of disease infection. Factors such as age, immune suppression, activity
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space and behavior patterns, and genetics inﬂuence a human’s risk of infection. The spatial pattern of
infectious and susceptible people to vector-borne diseases may be a critical determinant of exposure
and disease risk [12]. Using demographic and GIS data, this study estimates the population that is
most vulnerable to mosquito-borne exposure across the City of Chesapeake. Initial assessment of
vulnerability utilizes mapped U.S. Census block group demographics. Aggregating population density
to geographic units such as Census blocks, block groups, or tracts is a common method for creating
choroplethic maps of population data. One constraint of these maps is that the reader is left to assume
that all areas within a given geographic unit have equal population densities. However, this is usually
not the case and presents an impediment to understanding ﬁner scale patterns. If the spatial units are
too large, a commonplace occurrence in suburban to rural settings, the data spatial variation tends to
be reduced or overgeneralized [13]. Statistical techniques such as dasymetric mapping can be used
to show a more accurate distribution of the population by disaggregating spatial data in polygonal
areas to a ﬁner unit of analysis using ancillary data to help reﬁne locations of the population [14]. The
technique has been succinctly described cartographically, “dasymetric mapping depicts quantitative
areal data using boundaries that divide the mapped area into zones of relative homogeneity with the
purpose of best portraying the underlying statistical surface” ([15], p. 125). This method of mapping
transforms data from the arbitrary or choroplethic zones of data aggregation to a dasymetric map in
order to enhance and depict the spatial pattern of human population. The transformation of data from
the arbitrary zones of the source data to the meaningful zones incorporates the use of an ancillary data
set that is separate from, but related to, the variation in the statistical surface [16].
The most common dasymetric technique is the grid binary method in which ancillary classes
are regarded as either populated or unpopulated [15]. This particular study uses the “intelligent”
dasymetric mapping (IDM) approach to map human vulnerability [17]. The IDM approach takes data
mapped in polygonal “source” zones and a second, categorical grid data set, then redistributes the
polygonal population data to a set of target zones formed by the intersection of the source and ancillary
grid units. In this project, intelligent dasymetric mapping is used to display the vulnerable population
according to land cover classes. The ﬁnal output is a raster surface, which displays vulnerability
per pixel unit. This representation of the population provides a more accurate spatial representation
of the vulnerable population throughout Chesapeake as compared to coarser observational units in
choroplethic maps.
Tradeoffs in data collection, cartographic output, and spatial data representation must be
considered when selecting methods for spatial analysis and map symbolization. Most often, cadastral
boundaries or census data polygons are selected by default. There are several reasons why these
frequently chosen units are not always the most effective for mapping population data. For instance,
this approach may not be appropriate for showing population data over time, as census boundaries
may change over each censusing period in tandem with the population settlement pattern and
density [18]. Census data also pose a problem because these data often have an uneven spatial
distribution. Oftentimes, the cartographer may want to estimate the population within a smaller unit
of a census block. Dasymetric maps, on the other hand, can show a population at a much ﬁner scale
than a tract, block group or block, such as a grid derived from a satellite image in raster cells. Another
issue with census or vector data is that in some parts of the world, these data may not be current or
readily available [14]. Satellite imagery is available for all parts of the world and can be used to create
dasymetric maps of the population. Although dasymetric techniques are effective for creating thematic
maps, the lack of standardization of production methods has reduced the use of dasymetric maps in
GIS [15].
Because vector-borne disease incidence is intrinsically dependent on exposure to the disease
pathogen and vectors, human vulnerability indices must necessarily derive from overlays with the
mosquito abundance values in order to estimate risk. In such an approach, spatial overlay becomes
the critical proxy for potential spatial interaction between vectors and humans. The factors affecting
disease transmission are temporally dynamic, thus a mosquito vector exposure index is calculated
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on a monthly basis for June through August of 2003. Predictions were limited to the summer of 2003
due to the ample mosquito trap data available for these months. The selected year also provided an
ideal opportunity to analyze a large volume of local mosquito data collected during a relatively wet,
increasingly favorable breeding season. Further, the season preceded a landfalling hurricane (Isabel,
17–18 September 2003) whose aftermath elicited widespread aerial adulticide spraying (insecticide
for adult mosquitoes.) Hence, the summer of 2003 in Chesapeake provides a rich spatial data set for
surveillance of mosquitoes, before subsequently profound changes in mosquito surveillance reduced
the volume and spatial extent of mosquito observations (light traps, larval dips, nuisance reports,
and landing counts) in the study area. The summer months also represent the prime breeding period
for these mosquitoes, as the high temperatures and abundant precipitation create an ideal habitat
for mosquito populations to thrive. Six indices are calculated which represent the monthly potential
exposure to mosquito vectors from both groups of mosquito species. The exposure risk indices are
calculated on a raster grid on a pixel-by pixel basis.
2. Study Area
Chesapeake is an independent city, which comprises 88,000 hectares (340 square miles) of
Southeastern Virginia and a population of approximately 220,000 (estimated 2008) during the study.
The city is located in the coastal plain of Virginia and contains the northeastern portion of the Great
Dismal Swamp (Figure 1). Although it serves as a large reservoir of bird and mosquito vectors, the
Great Dismal Swamp was excluded from the study area because there are no permanent residents
in the swamp. Nonetheless, mosquito observations are reported from immediate surroundings, and
the extensive wetlands and non-tidal creeks, agricultural and stormwater ditches within Chesapeake
are conducive to mosquito breeding and therefore an extensive suitable habitat. The proximity of
these mosquito habitats to the urbanized areas of Chesapeake allows mosquitoes to easily encounter
and potentially transmit diseases to humans. Mosquito abundance was predicted to be high across
Chesapeake due to Hurricane Isabel, which made landfall in North Carolina on 18 September 2003 [19].
Chesapeake was also chosen as the study area for its noteworthy mosquito surveillance program. In
2003, the City of Chesapeake Mosquito Control Commission (CMCC) [20] collected mosquitoes using
56 CO2 baited light traps distributed among 28 permanent sites. Bi-weekly, monthly, and seasonal
totals of all species were collected and were made available to the research project. Mosquito captures
were collected and counted weekly from April through November of 2003 by a set of staff trained
in taxonomy. The mosquito counts were used to predict the mosquito abundance values that are
incorporated in the risk model. Focusing on the summer peak breeding months prior to Hurricane
Isabel, only the mosquito counts from June through August were used, as these months had sufﬁcient
capture data for statistical analysis. In addition, as concerns over potential WNV outbreak evolved,
dead birds, cases of Eastern Equine Encephalitis (EEE has historic prevalence in this area), and public
mosquito abatement service requests were georeferenced for possible analysis and comparison to
mosquito vector trap data and human population exposure.
3. Data and Methodology
3.1. Predicting Population Vulnerability to Disease Risk
To assess the population most susceptible to disease, a choroplethic map of population
vulnerability was created. Using 2000 U.S. decennial Census data and a set of augmented GIS point
vulnerabilities, the vulnerable population was estimated across Chesapeake. A choroplethic map was
created to depict the population mapped according to Census block groups. The vulnerable population
data were then partitioned into land use zones using dasymetric mapping techniques.
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Census block group statistics provided the initial baseline vulnerable population data. The elderly
are at greatest risk of developing severe disease after infection by a mosquito [21]. In addition, children
are also at high risk of disease infection owing to their underdeveloped immune systems [22]. To
predict the age density, a 2000 decennial Census polygon shapeﬁle was obtained and clipped to the
extent of Chesapeake, Virginia. The shapeﬁle included 2004 population estimates per block group.
2004 estimates were used due to the absence of Census data speciﬁc to 2003. To tally the elderly and
childhood population in our estimates, the sum of population was calculated for persons less than 5
years of age and greater than 50 years of age within each Census block group (Figure 2). Although the
typical age for elderly would classify at 65 years or above, there is research supporting the prevalence of
persons over 50 to exhibit symptoms, receive hospitalization, and incur a higher case-fatality ratio [23].
The combined total of these age groups per block group is shown in the choroplethic map in Figure 3.

Figure 1. Study area location City of Chesapeake, Virginia, a low-lying coastal plain situated adjacent
to the Great Dismal Swamp and extensive estuaries of the Chesapeake Bay. Map shows the Chesapeake
Mosquito Control District boroughs superimposed on a Normalized Difference Vegetation Index
(NDVI) image from Landsat Thematic Mapper, 29 July 2002. NDVI shows brighter green tones for
healthy vegetation.
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Figure 2. Census 2000 population age mapped as choropleths by block groups with point locations of
vulnerable populations (hospitals, daycares, schools, etc.) displayed using proportional symbols for
discrete population concentrations.

Figure 3. Vulnerable populations derived for Census block group in persons per hectare (estimated
using Equation (1)).

158

ISPRS Int. J. Geo-Inf. 2014, 3, 891–913

Census data are also limiting in that they reﬂect a “nighttime” population distribution. This
cannot account for daytime locations. Urban areas such as Chesapeake are known to experience diurnal
surging of population density with workplace and suburban residential commuting. In addition, sites
of frequent visitation that are non-domicile are not reﬂected in the Census, such as hospitals, child
care facilities, schools, and outpatient clinics. To account for this discrepancy, points of higher possible
vulnerable populations were sought for inclusion in the vulnerable population analysis. These locations
are considered particularly important given the large proportion of children and elderly populations
at these sites. Hospitals are also considered vulnerable due to the high number of people with
compromised immune systems. To complete the second step of vulnerability prediction, vulnerable
point facility location data was obtained from the City of Chesapeake Information Technology
Department. The data was obtained in the form of a GIS points shapeﬁle in which each feature
represents a vulnerable point location (Figure 2). The population of each hospital and elderly care
facility were included within the GIS data and counted as permanent residents. The population of
Chesapeake General Hospital, for example, was calculated by summing the total number of inpatients
and outpatients. School and daycare centers were also included, however, population counts for
these facilities were so sparse that additional count inquiry was limited to primary, elementary, and
intermediate schools. Determining the population of every daycare was cost-prohibitive across this
extensive area having over 250 permitted facilities. Nonetheless, inclusion of site-speciﬁc vulnerable
populations using these ancillary data and summing with Census data is believed to provide a robust
ﬁrst-order estimate, conservatively estimating the gross vulnerable population and reﬂecting a slightly
higher population that Census nighttime and undercounts would tend to include.
To calculate the ﬁnal vulnerable population within each block group, the population of each
vulnerable point was added to the previously calculated block group vulnerable population based on
point-in-polygon overlay. The ﬁnal output was stored as a polygon shapeﬁle (Equation (1)). In order
to reﬂect the total population in each block group, the vulnerable population was normalized using
the following equation and subsequently areally transformed from persons per block group to persons
per hectare:

ܲ ݊݅ݐ݈ܽݑ ൌ

ܲ݊݅ݐ݈ܽݑ௩

்ܲ ݊݅ݐ݈ܽݑ௧

(1)

Populationn = the normalized vulnerable population, per block group;
Populationv = the calculated vulnerable population, per block group;
PopulationTotal = total population of the block group.
3.2. Dasymetric Mapping of Population Vulnerability
In order to provide a more accurate depiction of how the demographic data is distributed within
each block group, dasymetric mapping techniques were used to redistribute the population based
on levels of urbanization. These methods were adapted from USGS work in the San Francisco Bay
region according to land cover type [12]. A 30 m pixel land cover grid from NOAA’s Coastal Change
Analysis Program (C-CAP) for 2001 was used as the ancillary layer for the dasymetric map. Initially,
the land cover data set consisted of 22 land cover classes. In order to map vulnerability according to
residential land use, the land cover types were separated into four classes: highly intensity developed,
low intensity developed, non-urban, and water (Figure 4). Using the ArcGIS dasymetric Mapping
Tool developed by the U.S. Geological Survey [24], the population density (Figure 3) was mapped
according to the reclassiﬁed and slightly aggregated C-CAP land cover types (Figure 4). The data were
redistributed based on a combination of areal weighting and the relative densities of ancillary classes
(i.e., the different land cover categories) for populating the target zones (Equation (2)).

159

ISPRS Int. J. Geo-Inf. 2014, 3, 891–913

݄ܿܽ݁ ݁ݎ݄݁ݓ
݊ݐͳ݉ݎ݂ ݏݏ݈ܽܿ ݕݎ݈݈ܽ݅ܿ݊ܽ ۓ
ۖ
ܣ௧ ܦ௧
ܻ௧ ൌ  ܻ௦ ቈ 
 ሺ݂ ݄݁ݐ݊݅݀݊ݑᇱ ݁ܿݎݑݏᇱ ݊݅݃݁ݎሻ
σୀଵሺܣ ܦ ሻ ǥ ሺܣ ܦ ሻ ۔
݅݀݁ݎ݁݀݅ݏ݊ܿ ݏ
ۖ
ە

(2)

Yt = the estimated count for target zone t;
Ys = the count of a source zone, which overlaps the target zone;
At = the area of the given target zone;
Dt = the estimated density of ancillary class c associated with the target zone.

Figure 4. Simpliﬁed Coastal Change Analysis Program (C-CAP) 2001 land cover types used as ancillary
spatial units for dasymetric mapping.

In some cases, cartographers may use their own domain knowledge to specify the value of Dc . In
this case, the value of Dc is computed using the percent cover method. This option allows the analyst
to select a threshold percentage and the zones whose percentage of coverage equals or exceeds that
threshold. In this case, the percent cover used was 80%. Once the n sample zones are selected, the
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estimated density of the ancillary class is derived (Equation (3)) in order to ﬁnd an average density
across representative zones.

ܦ ൌ

σୀଵ ܻ௦

σୀଵ ܣ௦

(3)

Dc = the estimated density of ancillary class c;
Ys = the count of a source zone;
As = the area of a source zone.
The population dasymetric map derived is computed on a 30 m pixel resolution grid (Figure 5).
In order to clearly represent the population across Chesapeake, population density is converted from
persons per pixel (in 30 m × 30 m pixels) to persons per hectare (Equation (4)).

௨௧ ൈ ଵ

Populationha 

ଽ ୫మ



Populationha = the population per hectare;
Populationp = the population per 30 m × 30 m pixel.

Figure 5. Dasymetric map of the composite population vulnerable to mosquito-borne diseases (natural
breaks classiﬁcation from very low to very high vulnerable population).
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3.3. Mapping Exposure to Mosquito Vectors
Using mosquito abundance values and the dasymetric map of the vulnerable population, a
monthly risk index could be calculated to quantify the exposure of human population to mosquito
vector species. Vector abundance maps were available by statistical estimation from multiple
regressions of trap data on environmental factors and habitat suitability and are published in prior
works [3,4]. The vulnerability index was overlaid onto predicted mosquito abundance grids to calculate
a monthly exposure potential index for both groups of species per pixel, with mosquito abundance
and human vulnerability input indices weighted equally in the risk formulas. All raster values are
represented in the form of co-registered 30 m pixel resolution grids. The mosquito abundance values
used to predict risk are shown in Figure 6.

Figure 6. Predicted monthly mosquito abundance (classiﬁed in quantiles).

A model was created which multiplies each pixel within the vulnerable population grid to the
corresponding mosquito abundance pixel. The model results in six raster grids representing the
monthly risk of disease infection from both groups of mosquitoes. The ﬁnal risk values for both groups
of mosquitoes were calculated using Equations (5) and (6).
Exposureep = (Populationh × Abundanceep )

(5)

ExposureCm = (Populationha × AbundanceCm )

(6)

Exposureep = the risk of exposure to the ephemeral species for a particular month;
ExposureCm = the risk of exposure to the C. melanura for a particular month;
Populationha = the vulnerable population per hectare;
Abundanceep = the rescaled abundance of the ephemeral species for the corresponding month;
AbundanceCm = the rescaled abundance of the C. melanura for the corresponding month.
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4. Results and Discussion
4.1. Human Vulnerability and Mosquito Vector Abundance
To assess the sensitivity and accuracy of the dasymetric mapping techniques, the raster surface
of vulnerability can be compared to the data mapped by block groups. The dasymetric map was
expected to provide a more spatially precise representation of population vulnerability as compared
to the Census block group choropleths. Indeed, the block groups show few distinct patterns of
vulnerability across Chesapeake (Figure 4). In general, the block groups indicate vulnerability mapped
at a coarse scale. Regions of high vulnerability are dispersed and highly concentrated at various
locations throughout Chesapeake in block groups, primarily highlighting the urbanized northern and
suburban central Chesapeake (Figure 2). Land cover data corroborate this gradient between northern
and central, suburban Chesapeake (Figure 3). However, compared to the block group map, the
dasymetric map shows a more detailed and ﬁne-scale spatial representation of vulnerability (Figure 7).
Again, the highly vulnerable regions are concentrated in the northern portion of the city, but a greater
ﬁne-scale pattern and interspersion representing variations are found along arterial transportation
routes, major suburban developments, and extensive creek and low ﬂoodplain areas. This pattern is
mainly attributed to the clustering of vulnerable locations such as schools and daycare centers and
surrounding neighborhoods in northern Chesapeake. Northern, urban Chesapeake is more developed
than other regions of the city and consequently has a greater population density.

Figure 7. Spatial overlay used to predict potential exposure to ephemeral species for June (a–c). The
exposure in June (c) is the product of (a) ephemeral species abundance for that month; and (b) the
dasymetric surface of vulnerable population in quantiles.

Two ﬁner scale patterns of vulnerability are evident across the city. First, regions covered in
water or rural areas are populated with a smaller number of vulnerable people. This was expected
since these regions are less developed and contain lower disease susceptible populations. Mosquito
control personnel interpret the ﬁne-scale patterns of mosquito abundance, vulnerable populations,
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and composite exposure to assist operational surveillance and abatement activities. In some cases,
the proximity of high abundance and high human populations may be amenable to spraying from
trucks. In other cases where risk is low to moderate, less frequent spraying or larvicide applications
are typically pursued. Second, the high risk indicated in the Western Branch area of Figure 7c has
typically spurred routine seasonal spraying, with particular attention to neighborhoods adjoining tidal
creeks and the zone between this part of the city and the Great Dismal Swamp. High to very high risk
is also noted in the north-central area of Chesapeake, the most urbanized area of the city adjoining
the City of Norfolk. Although ephemeral species abundances in the month of June are low, the total
population and areal density of human population is extremely high (much higher than the density in
the western and southern suburbs.)
Public health and mosquito control specialists treat highly urbanized and dense population
centers slightly differently from suburban populations. In this instance, the urbanized areas have
permanent surveillance operations in light trapping and inspection of urban ditches, culverts, storm
drains, and creeks prevalent in this area. In contrast, suburban surveillance typically comprises fewer
and wider spread light traps and the use of periodic roving trapping efforts, as well as a greater
dependence on nuisance reports and abatement requests to cover the much greater suburban area.
The indices developed here are thus trending toward a persistently higher risk in the more populous
urban centers, with more changeable risk in the suburban and rural zones. However, this index could
indicate bias that could be construed as a false positive in low mosquito abundance periods or a lack
of sensitivity during a rare high abundance bloom event. This concern is somewhat muted in the
instance of northern Chesapeake, which also has not only the densest human population, but also a
concentration of elderly. Such population densities can have profound effects on potential disease
exposure [3].
Other studies have used dasymetric techniques to map population density and have obtained
similar results. Many studies have found that dasymetric mapping provides a more accurate
representation of population distribution compared to conventional mapping techniques. One
study used dasymetric mapping to map population density in ﬁve counties within southeast
Pennsylvania [16]. Using areal weighting, block group demographic data was mapped according
to three classes of urban land cover. The dasymetric map raster was compared to vector population
data within block groups. In a similar ﬁnding [16], it was observed that within the urban core areas,
the choroplethic and dasymetric maps did not differ signiﬁcantly. However, in areas with parks and
cemeteries, the dasymetric map was signiﬁcantly more detailed. Similar methods were also used
to map the San Francisco Bay population by land cover type [13], but rather than using a three-tier
classiﬁcation system, that study used four classes of land cover. Correlation coefﬁcients indicated that
the daysmetric mapping method of representing block-group population density was more accurate
than the choropleth mapping method. Recent developments have also used address weighting (AW)
and parcel distribution (PD) to map rural populations within three North Carolina counties with a
focus on using local sources of ancillary data [25]. These mapping techniques are modiﬁcations of the
existing dasymetric mapping techniques, street weighting (SW) and limiting variable (LV) algorithms.
Statistical results indicated that AW and PD were appropriate for mapping rural populations, while
SW and LV methods were more effective for mapping the population within urban areas. Yet another
approach uses binary dasymetric mapping methods to interpolate populations across regions, such as
demonstrated in the county of Leicestershire, England [26]. ArcGIS spatial analyst tools were used
to reclassify raster pixel maps as populated or unpopulated. Weighting methods to map Census
data have also focused on streets to adjust population across areal units in Los Angeles County,
California [27]. Compared to simple aerial interpolation techniques, the dasymetric surface showed
a 20% increase in population accuracy. An even ﬁner scale and 3D cadastral-based data have been
applied to map the population of New York City [14]. This method disaggregates population data at
a high spatial resolution using cadastral data. For this study, residential units (RU) and residential
area (RA) were aggregated to the tax lot, block group, and census tract level. The census tract values
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were then disaggregated to the tax lot level and then re-aggregated to predict the values within each
block group. Cadastral-based Expert Dasymetric System (CEDS) derived population values are thus
more ﬁnely allocated population than census values within block groups. Our results using the
dasymetric mapping method corroborate these previously published techniques, highlighting the
technique’s potential to illustrate spatial variation and pattern among populations as compared to
choroplethic mapping.
4.2. Risk Maps of Mosquito Vector Exposure
The risk of exposure to mosquito vectors across Chesapeake from both groups of mosquitoes is
shown in Figure 8. The risk indices were scaled to show the level of risk for each month. To provide an
effective visualization of the risk indices, risk values were classiﬁed into quantiles while maintaining
each monthly index on the same relative scale. The actual units of risk are arbitrary and represent a
relative index ranging from low to high risk. It is apparent on examining the maps that the threat of
disease does not change signiﬁcantly from June through August of 2003. This is due to the relatively
static climate (warm and humid) conditions that persisted throughout the summer of 2003. The threat
of disease transmission was also very similar between the two species groups. A longer time series
or a period with more variable precipitation or weather events inducing mosquito population cycles
would have elicited greater temporal variability, as documented in preceding habitat suitability and
environmental modeling [4].
In particular, northern and central Chesapeake have a high risk of exposure to mosquitoes across
all summer months. These high risk areas are reﬂective of the dasymetric map of vulnerability
(Figure 5). The high risk regions coincide with regions predicted to have a relatively high vulnerability
to disease infection. Despite the elevated risk in these regions, absolute mosquito abundance was
predicted to be low in northern Chesapeake (Figure 6). The low number of mosquitoes may be due to
the high level of urbanization and less prevalent suitable mosquito habitats or human adaptations to
mitigate their abundance (especially reducing container breeding sites.) Although mosquito abundance
was estimated to be low in northern Chesapeake, disease transmission levels may nonetheless be
relatively high due the greater level of contact with humans in these developed areas. Indeed, cities
may generally exacerbate disease transmission by bringing a large number of people into intimate
contact with mosquito vectors [28]. Even with a supply of clean water, adequate shelter, and access
to health care, a high population density would greatly facilitate the spread of transmissible disease.
Despite the low number of swamps and ﬂoodplains in these developed regions, mosquitoes may still
come into close proximity of humans by other sources of standing water. Ae. Vexans and P. columbiae
are typically found in ﬂood plains where rivers overﬂow their banks, but signiﬁcant numbers can
be produced from virtually any area where water accumulates on an intermittent basis [29]. These
mosquitoes may breed in temporary water sources such as drainage ditches and tire ruts, which are
extensive in low-lying coastal plains such as Chesapeake.
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Figure 8. Monthly indices representing the risk of exposure to mosquito vectors for C. melanura and
ephemeral species (values classiﬁed using natural breaks and ﬁxed class breaks through time).

Prior to estimating the vulnerable population, it was expected that regions of high mosquito
abundance would coincide with regions of high risk. However, many regions observed to have a high
number of mosquitoes such as southern Chesapeake were predicted to have a lower relative risk of
exposure. The area surrounding the Great Dismal Swamp, for instance, was observed, as expected,
to exhibit high mosquito abundance. Nonetheless, this area exhibits a relatively low disease risk
owing to low resident populations. Recreational activities in such swamplands should be considered
a signiﬁcant caveat, as recreational activity spaces (boaters, hikers, bird-watchers, and paddlers) are
not characterized in this modeling. Such mosquito-abundant areas are mostly undeveloped and
therefore capable of supporting mosquito populations. The climatic variables such as temperature and
rainfall were calculated to have a greater effect on the mosquito trap counts in western Chesapeake
compared to the rest of the city [4]. These western areas are covered in either wetlands or croplands.
The immature stages of mosquitoes require water and therefore are often found in wetlands [30]. The
runoff from croplands can also support mosquito presence [31]. Despite these favorable conditions,
many of these rural areas have a low human population density and exhibit less total population at
risk of disease exposure. Hence, these results highlight that although mosquitoes can transmit disease
to humans, without exposure to the pathogen, the likelihood of disease transmission is decreased.
In order to compare the variation in risk from June through August, the differences in the monthly
risk indices were calculated. Each month’s risk values were subtracted from the following month’s
values to calculate the difference over each month. The results of this calculation are shown in Figure 9
It is clear that the most signiﬁcant changes in risk occurred in northern Chesapeake. The remaining
portion of the city did not show a signiﬁcant change in risk over the three-month period. From June
through July, the risk of exposure from C. melanura increased drastically in northern Chesapeake.
Conversely, the risk values for the ephemeral species decreased over this time period. Modest and
opposite trends are evident from July through August. For C. melanura, risk decreased in northern
Chesapeake, while the risk values for the ephemeral species increased. Overall, there was little
variation in risk between June and August. C. melanura showed minimal change, while the ephemeral
species showed almost no change in risk values.
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Validation of trends in abundance and population exposure is a challenging proposition in the
instance of rare disease and a complex mosaic landscape such as Chesapeake. No human cases of West
Nile Virus or EEE were reported in Chesapeake during the season studied. However, The Virginia
Department of Public Health later reported (2004) [32] that 20 pools of mosquitoes were found to be
positive for C. melanura infected with EEE, while 10 pools were positive for West Nile. Additional
surveillance and nuisance abatement request data were provided by the City of Chesapeake and offer
limited afﬁrmation of the risk mapped. While not validated, some studies have found that animal
cases can be accurate indicators of human disease prevalence [33]. Figure 10 depicts a composite of
available information, including total vector species trap counts over the season, dead bird reports
(a majority of crows), and cases of Eastern Equine Encephalitis (EEE) among horse farms. Although
an exhaustive map of horse farms was not available, EEE incidents are coincident with the highest
vector abundance data. Further, the abatement service requests and pattern of dead birds collected
(initially many of these were tested for WNV), also spatially conforms to the dasymetric population
map and human exposure risk. Figure 9 also illustrates the dilemma of solely relying upon discovery
of surveillance tools such as dead birds or resident reported abatement requests, as these patterns
reﬂect the abundance of humans and not necessarily the abundance of mosquito vector species.
It is difﬁcult to validate such risk models due to the low number of disease cases and
underreporting. Disease surveillance data do not record any actual human cases of WNV or EEE
occurring in Chesapeake in 2003. However, in 2003, 20 pools of mosquitoes were found to test positive
for C. melanura infected with EEE, while 10 pools were infected with C. melanura positive for WNV [32].
These corroborating data, combined with the usual under-reported and underdiagnosed nature of
WNV, suggest that C. melanura mosquitoes were an emerging health threat to Chesapeake in 2003. In
addition, bird, equine, and sentinel ﬂock cases of WNV and EEE were reported for this year. These
cases may not provide a validation of the model since the model estimates risk to humans, rather
than animal hosts, but they do lend some credence and afﬁrmation to the risk mapping approach.
A plausible spatial relationship can be seen between EEE cases and C. melanura abundance. In 2003,
the majority of EEE cases occurred in western Chesapeake, surrounding the Dismal Swamp, and our
abundance mapping of the EEE vector C. melanura was also predicted to be high in western Chesapeake
from June through August. The high predicted abundance of mosquito vectors, observations in traps,
and resident abatement requests also lend credence to inference of higher risk exposure.
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Figure 9. Change in monthly exposure risk values through the summer derived by calculating the
difference in the risk indices shown in Figure 8.

Dasymetric mapping is shown in this investigation to be effective at representing population data
as compared to mapping by areal choropleths such as Census block groups for population vulnerability
and exposure assessment. The choroplethic map of vulnerability in Census units (Figure 9) gives the
impression that the population is homogenously distributed within each block group, yet proportions
of each block group are extensively uninhabited. The dasymetric map on the other hand (Figure 8),
shows vulnerability at a ﬁner scale and with many localized patterns and concentrations among urban,
suburban, and rural settlements. By using pixels as the areal units rather than block groups, the raster
shows a continuous and variable surface of vulnerability. By integrating the “nighttime” population
values from the Census data with the point-based nodes of vulnerability to produce the vulnerability
index, the resulting population risk map is likely to have a higher accuracy than results generated
from considering the Census data alone.
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Figure 10. Seasonal mosquito vector trap counts, enzootic disease reports (dead birds and veterinary
surveillance of positive EEE horses), and public abatement service requests within Chesapeake, over
Landsat TM tasseled cap wetness index image for 29 July 2002.

This study afﬁrms the role of demographic data and spatial analysis for mapping and predicting
the risk of mosquito vector exposure. Due to the many factors affecting disease transmission, vector
abundance and exposure may not be positively correlated with general areal risk of exposure. Although
exposure to mosquitoes may be high in some regions across Chesapeake, disease transmission may
not necessarily be high due to the low population density in these regions. This study supports the
importance of incorporating human data in addition to climate data when predicting risk and may be
used as a guide to strategically allocate surveillance and control activities over space. Ancillary enzootic
data from dead birds and EEE cases as well as nuisance abatement requests support the inference of
geographic gradients of vector abundance and possible exposure risk. Future studies may consider
incorporating other human factors such as behavior, disease resistance, and socioeconomic data.
According to Daily and Ehrlich [28], “human demographic factors are key variables in epidemiology,
inﬂuencing the rate at which a population is invaded by new parasites, their chances of becoming
established, the rate of their spread, the evolution of their virulence, and the capacity of human
social structures (and other cultural traits) to coevolve in defense”. The lack of ﬁne-scale human
population data was considered a limiting factor in the initial development of dasymetric maps, yet
future studies should more carefully assess the role of scale in both vector abundance as well as
susceptible populations.
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Further considerations of disease transmission factors could improve similar research. For
instance, it is possible that scale issues of human settlements and activity species and the vectors
could be individually better understood and that ﬁne-scale data (of either factor) may not add
additional value to surveillance or control. Other factors, which inﬂuence vector exposure and
disease transmission, may also be incorporated into future studies. Deforestation, for instance, can lead
to environmental changes conducive to mosquito survival [30]. Vector competence, for example, could
also be used to help predict the rate of transmission, and studies have begun to explore the relationship
between West Nile virus, climate change [34], and speciﬁc vector competence of Culiseta incidens and
Culex thriambus [35] and the variation in vector competence of Culex pipens across California [36].
Further, climate change, particularly extreme heat, rainfall, and rising sea levels, is poised to alter the
habitats, suitability, and potential human settlement patterns in low-lying areas such as Chesapeake.
The geospatial methods used in this study may be beneﬁcial to other cities afﬂicted by vector-borne
diseases and extreme weather events. In rich and poor nations alike, cities are afﬂicted by a lack of
control over disease reservoirs and vectors [28]. Predicting where mosquito-borne diseases pose the
greatest risk to human health could improve spatial precision of mosquito control efforts and thereby
reduce costs and impacts of broader insecticide use. GIS has been demonstrated as highly useful in
emergency operational assessment of control methods, such as estimating areal needs for aerial or
ground-based spraying, including distance and drive-times [37].
5. Conclusions
As vector-borne diseases continue to persist, many researchers and healthcare ofﬁcials are
concerned with estimating and mapping disease risk. Many spatial risk assessments rely solely on
vector presence to predict disease risk. Using only vector presence to estimate risk can be constraining
because mosquitoes are inﬂuenced by many interacting factors, particularly climatic variables [33].
By incorporating human vulnerability into a spatial model of disease risk, geographic variations in
potential disease transmission can provide health surveillance and mosquito control ofﬁcials greater
information compared to monitoring vectors and environmental factors alone. By identifying high-risk
areas in advance, health ofﬁcials may also reduce disease transmission rates. Emergency managers can
target where to implement early-warning systems and risk management procedures in high mosquito
abundance habitats in proximity to vulnerable populations following hurricane landfall and ﬂooding
(e.g., aerial spraying, larviciding, and emergency shelter site selection). Knowing human exposure and
where infectious diseases are likely to emerge could also aid health practitioners in diagnosing and
treating patients promptly. With improved data and spatial analytic tools public health managers may
apply such spatial risk maps and models to their jurisdictions to reduce the chances of disease.
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Abstract: The concept of “peak event” has been used extensively to characterize inﬂuenza epidemics.
Current deﬁnitions, however, could not maximize the amount of pertinent information about the
probabilities of peak events that could be extracted from the generally limited available records. This
study proposes a new method of deﬁning peak events and statistically characterizing their properties,
including: annual event density, their timing, the magnitude over prescribed thresholds and duration.
These properties of peak events are analyzed in ﬁve counties of Florida using records from the
Inﬂuenza-Like Illness Surveillance Network (ILINet). Further, the identiﬁed properties of peak events
are compared between counties to reveal the geographic variability of inﬂuenza peak activity. The
results of this study illustrate the proposed methodology’s capacity to aid public health professionals
in supporting inﬂuenza surveillance and implementing timely effective intervention strategies.
Keywords: inﬂuenza-like illness (ILI); peak event; properties of peak events; crossing theory;
generalized Pareto distribution (GPD)

1. Introduction
Inﬂuenza, widely known as the ﬂu, is a highly contagious and acute respiratory disease. For a
typical season, inﬂuenza activity often peaks in one or more weeks when the observed number of cases
is noticeably higher than other weeks. These peak weeks incorporate a high proportion of inﬂuenza
cases during the entire epidemic and are referred to variously as “peak events” or “peak weeks”. The
properties of inﬂuenza peak events, such as timing, magnitude and duration, offer critical implications
in disease surveillance, dynamics and control policies [1,2]. For example, the potential magnitude of
peak events provides crucial information about the scale of an outbreak and suggests the amount of
health resources in response to the disease [3]. The frequency, timing and duration of peak events
offer a statistical basis for health insurance companies and long-term public health planning [4], e.g.,
the risk of more than one such event in a year and the length of time that each may persist. Because
of their signiﬁcance in epidemiology and planning, the study of such events has received increasing
attention in recent years [5–7].
Although the concept of peak events is widely used in inﬂuenza-related studies, their workable
deﬁnition remains under-studied. The traditional deﬁnition of “peak event” is an annual maximum.
Smith [8] deﬁned the “peak event” as the week with the greatest number of weekly inﬂuenza cases
during an inﬂuenza season. This widely used deﬁnition is straightforward; however, it has the
potential to exclude other events with epidemiological importance that may have occurred in a year
and to include the annual maximum in the sample, which really does not constitute an event of
epidemiological importance. Valuable information concerning epidemics, such as spatial variations,
dynamics and periodicity, cannot be derived from the generally short historic records by this deﬁnition.
Sakai et al. [9] slightly modiﬁed this approach by identifying the annual maximum of the smoothed
ISPRS Int. J. Geo-Inf. 2014, 3, 764–780; doi:10.3390/ijgi3020764173
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data. They incorporated information from weeks before and after the peak event by smoothing data
with a ﬁve-week unweighted moving average of weekly reported cases. The risk of this approach
is that it obscures the important characteristics of the greatest number of inﬂuenza-like illness (ILI)
cases in a week and may induce apparent periodic behavior in what could, in reality, be a random
process. More importantly, these existing deﬁnitions of peak events offer little consideration to spatial
heterogeneity, for instance, differences in demographics, and thus, the peak events alone are not
comparable between geographic areas.
The limitations of existing deﬁnitions call for a more sophisticated approach employing
spatially differentiated data that characterize weekly inﬂuenza activity and maximizing the pertinent
information that may be extracted from the limited available records. As the ﬁrst step in an on-going
study that seeks to establish associations between ILI peak events and potential factors, this study
aims to deﬁne ILI peak events and statistically characterize their properties: annual event density, their
timing, magnitude over prescribed thresholds and duration.
2. Materials and Methods
2.1. Study Area and Data
Florida experienced an average of 2900 estimated deaths per year from inﬂuenza over the past
decade [10]. In 2004, for example, inﬂuenza and pneumonia together were the eighth leading cause
of death reported by the Florida Department of Health (DOH) [11]. The Florida DOH estimates
that an inﬂuenza pandemic could infect up to 10 million [12]. Several factors encourage the rapid
transmission of inﬂuenza in the state: its developed tourism industry, high inter- and intra-national
immigration and high proportion of aged population and their living styles. Despite its sub-tropical
location and peninsular nature, much of Florida experiences periods of relatively low temperatures
and low humidity in winter. Nearly one third of the population, including a large proportion of
immigrants, resides in urban or suburban areas of three southeastern counties. Several interstates and
13 international airports, including Orlando and Miami, bring in tens of thousands of tourists each
year (38 million used air travel in 2000 alone).
Data employed in this study are obtained from the Inﬂuenza-Like Illness Surveillance Network
(ILINet), which conducts surveillance of weekly ILI outpatient cases [13]. The ILI case is deﬁned
as any combination of fever (≥38 ◦ C) and cough or sore throat, which may embed inﬂuenza along
with other conditions, such as colds and pneumonia. ILI activity collected through outpatient illness
surveillance provides important epidemiologic information for monitoring inﬂuenza activity and
supports inﬂuenza surveillance [14,15]. Weekly reports from ILINet are available dating back to 2001
in some counties; however, most counties did not have the necessary continuity of reporting at the
earliest stages. As representatives of environmental, demographic and social conditions in Florida,
ﬁve counties are selected for extensive study (Figure 1): the lengthy (2001–2012) historic data from
dominantly urban Broward (Fort Laderdale), Duval (Jacksonville) and Miami-Dade (Miami) counties,
as well as shorter (2006–2012) records for Orange (Orlando) and Hillborough (Tampa) counties.
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Figure 1. The ﬁve selected counties in Florida.

2.2. Methodology
Crossing theory states that the number of crossings of a threshold by a Gaussian process become
Poisson distributed the further the threshold lies from the mean of the process [16,17]. Results have
also been extended to non-Gaussian processes [18] and can be applied to estimate the characteristics of
ILI events. The magnitudes of events over the threshold and their durations can be approximated by
an exponential-like distribution, such as the generalized Pareto distribution (GPD) [19,20], which can
represent such data exhibiting both greater and lesser skew than the exponential itself. In combination
with the Poisson assumption, it implies that the annual maximum or “peak week” [8] follows a
generalized extreme value (GEV) distribution [19], the properties of which can be estimated from this
approach, if desired. In general, the criteria for adopting a speciﬁc distribution are; the goodness-of-ﬁt,
a strong theoretical basis and the relative ease of computation and interpretation. Although few
inﬂuenza-related studies have focused on the statistical properties of peak events, the proposed
approach has been extensively used in studies modeling extremes in various ﬁelds, including ﬂoods,
stock market returns and daily maximum temperatures [19–21].
The statistical properties of inﬂuenza events may all be deﬁned by the prescription of a
speciﬁc threshold. To facilitate spatial comparisons, this study deﬁnes the threshold in terms of
common percentiles of historic weekly ILI cases (i.e., deﬁned in the frequency domain); although for
epidemiological or planning purposes, the threshold could be deﬁned in the magnitude domain, in
terms of the total number of ILI cases of particular interest. Results extracted above the 80th percentile
level (0.20 probability of occurring in any week) are extrapolated to the more rarely experienced
levels equivalent to the 90th (0.10 probability) and 95th percentiles (0.05 probability) and compared
to the small available sample of historic events that exceed these higher levels. In this way, a larger
proportion of the limited available historic records can be utilized to characterize properties of ILI
events above levels commonly witnessed.
Deﬁnitions of events and the ﬂu year are established ﬁrst. Then, the variables of interest are
identiﬁed: (1) annual event density (events per year); (2) the timing (t) of each event; (3) the magnitude
of the peak event (τ = x − q0 ) during an event when the observed number of weekly cases (x) surpasses
the thresholds (q0 ); and (4) the duration of events.
2.2.1. Deﬁnitions of Events
Although thresholds (q0 ) are considered in terms of percentiles of historic weekly ILI cases
throughout the study, two deﬁnitions of the magnitudes of events are investigated. The ﬁrst includes
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all weeks with an absolute weekly ILI count greater than the prespeciﬁed threshold. In Figure 2a,
for example, all the eight ILI observations greater than the deﬁned threshold would be considered
(one or more observations of the magnitude per event). The second deﬁnition considers only the
week with the highest ILI count above the threshold within the period between successive up- and
down-crossings of the threshold level (one observation of the magnitude per event)—a local maximum.
In Figure 2b, only the three observations of local maxima would be considered. The properties of ILI
peak events are examined above a commonly witnessed 80th percentile level, although this approach
is applicable for any other reasonably high thresholds.
2.2.2. Deﬁnition of Flu Year
Since all ILI cases are likely to be recorded during the winter season, the use of a calendar year
deﬁnition would arbitrarily bisect a ﬂu season, producing a misleading aggregation of events from two
halves of consecutive and distinct seasons. To determine when ﬂu is least likely to occur in the historic
record (an appropriate point to start and ﬁnish a “ﬂu year”), the occurrence of ILI events throughout
Florida is analyzed using the mean (μ) and deﬁned fractions of the standard deviations (0.25σ, 0.32σ
and 0.5σ) of all weekly ILI cases. In terms of the mean weekly occurrence in all counties in Florida
(Figure 3), Week 29 (starting 15 July) is the week in which ILI cases are least likely by this measure and
is thus deﬁned as the beginning of the “ﬂu year”, noted hereafter as “Week 1”.

Figure 2. Deﬁnitions of magnitudes above the threshold. (a) Deﬁnition 1. (b) Deﬁnition 2. The blue
curve represents weekly inﬂuenza-like illness (ILI) cases; the red circle represents the selected peak;
and the orange line represents the threshold (q0 ).

Figure 3. The mean weekly occurrence of ILI events in all counties based on the deﬁned standard
deviations (0.25σ, 0.32σ and 0.5σ).
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2.2.3. Annual Event Density
Annual event density is deﬁned as the number of events per ﬂu year. The probability mass
function of the Poisson distribution is:
P(M) = e−Λ × ΛM / M!

(1)

where M is the number of events in a ﬂu year and Λ is estimated using the method of moments as the
mean number of events per ﬂu year:
Λ=K/N
(2)
K is the total number of events in N ﬂu years with complete yearly data in the historic records.
2.2.4. Timing of Events within a Flu Year
Due to the strong seasonal nature of ILI cases, the Poisson distribution is modiﬁed to exhibit a
time-dependent rate of event occurrence, λ(t):
P(m(t) = n) = e− λ(t) × λ(t)n / n!

(3)

where P(m(t) = n) is the probability of having experienced n events up to and including week t and λ(t)
is the mean number of events expected up to that time. As inﬂuenza outbreaks generally occur in a
particular season with some interannual variability, the timings of events are modeled by a Gaussian
distribution and λ(t), estimated as,
(4)
λ(t) = G(t: μ, σ) × Λ
where G(t: μ, σ) is a Gaussian distribution ﬁtted to the observed timing of ILI events, with μ being the
mean week of occurrences and σ their standard deviation.
2.2.5. Event Magnitude
The distribution of event magnitudes is ﬁt with a GPD [19,20]:

ܺ ͳΤ݇
ܨሺ ݔ ܺሻ ൌ ͳ െ  ൬ͳ െ ݇ ൰ ݇ ് Ͳ
ߙ

(5)

where X is the magnitude of the event over the predetermined threshold of interest. Completely
characterized by a scale parameter, α, and a shape parameter, k, the GPD is a generalization of both the
exponential (k = 0) and Pareto distributions (k < 0), which provides greater ﬂexibility in matching the
heavier (k < 0) and thinner (k > 0) upper tails of the distribution. The parameters are estimated via the
method of moments from the sample mean, ߤƸ , and variance

ߪො ʹ as Equations (6) and (7):
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2.2.6. Event Duration
The duration of events is also represented by the GPD [20]:
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where D is the duration of the event, representing total weeks related to a peak event. Similarly,
α and k are scale and shape parameters, which are estimated via the method of moments by
Equations (6) and (7), using appropriate means and variances.
2.2.7. Independence of Events
A period of two consecutive weeks in which the weekly ILI cases fall below the threshold level is
employed as the criterion to separate independent peak events. Occasions when weekly cases dropped
marginally below the threshold level only to exceed it again in the next week are probably the result of
the same event. Parallel considerations in the deﬁnition of ﬂood and heat wave events can be found in
Rosbjerg et al. [19] and Keellings and Waylen [20]. “Events” failing to meet this independence criterion
are combined and included in subsequent analysis as if they constitute a single event.
2.2.8. Extrapolation of Properties to Higher Thresholds
An ability to derive the stochastic properties of ILI events above higher, less commonly
experienced levels, from the larger sample sizes available at the lower, less epidemiologically-important
thresholds, would be useful. Any portion of a GPD is itself GPD-distributed; thus, the process of
raising the threshold is effectively “cutting off” the lower end of GPD and leaving only that portion
that rises above the new level. Estimation of the mean (μ1 ) and variance (σ1 ) of the remaining portion
of the distribution yields revised estimates of α1 and k1 (Equations (6) and (7)). The proportion of
events expected to exceed the higher threshold represented by the area under the original distribution
of magnitudes, which lies beyond the new level, yields the parameter, Λ1 , of the Poisson distribution.
The probability of the annual number of crossings above the corresponding threshold, or events, can
then be estimated. Assuming that the timing and magnitudes of ILI events are independent, the
distribution of the timing of censored events should remain unchanged.
3. Results
3.1. Annual Numbers of Events, Their Timings and Durations
The one-sample Kolmogorov–Smirnov test is applied to examine the goodness-of-ﬁt of all models.
All results show no signiﬁcant differences between ﬁtted and observed distributions at the 0.05 level
of signiﬁcance in any of the ﬁve study counties. The assumption of normality of the timing of peak
events is reasonable graphically and statistically. Data from the longer-term record of Duval County
are examined as an example.
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Figure 4. Annual event density, timing and duration at the 80th percentile level in Duval County. (a)
Annual event density. (b) Timing plots. The probabilities of zero, one, two, three and four events
having occurred, in Duval County, up to any week during the ﬂu year. (c) The duration of peak events.
GPD, generalized Pareto distribution.

Historic ILI events are most likely to occur during the late fall and early spring (Weeks 20 to 32 of
the ﬂu year), coincident with conducive meteorological conditions and the early weeks of the spring
semester of school. The Poisson probability function is ﬁtted to the numbers of events exceeding the
80th percentile level annually (Figure 4a), and the non-homogeneous Poisson function is applied in
order to estimate probabilities of experiencing zero, one, two, three and four events up to any week
of the ﬂu year (Figure 4b). This reproduces well the observed patterns of occurrence during late fall
and early spring. Taking Week 26 in the ﬂu year (the second week of January) as an example, the
probability of having experienced no peak events up to that time (m(t) = 0) is 0.43; the probability of
exactly one peak event is 0.36, etc. The probability of an ILI event occurring in a particular week, t,
can be computed as {[P(m(t − 1) = 0)] − [P(m(t) = 0)]}. The generalized Pareto distribution provides a
reasonable approximation to the distribution of the likely durations of events at the 80th percentile
level (Figure 4c).
3.2. Magnitudes of Events and Comparisons of Deﬁnitions
Figure 5 illustrates the GPD’s ability to model the observed cumulative distribution function
(CDF) based on either of the two deﬁnitions of magnitudes. The location parameter, α, conveys
information about the relative magnitude of the cases above the threshold in each county and could
be standardized to some base, such as estimated total county population, while the values of k can
be compared directly between counties. As expected, the sample sizes derived using Deﬁnition 1
(Figure 5b) are much larger than that using Deﬁnition 2 (Figure 5c). Negative values of the shape
parameter, k, imply that, at this relatively low threshold, the upper tail is particularly “heavy” (larger
outliers in the right-hand tail of the distribution) in comparison to the bulk of observations.
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Figure 5. Cumulative distribution functions (CDFs) of observed magnitudes over the 80th percentile
level based on three deﬁnitions in Duval County. (a) Traditional deﬁnition. (b) Deﬁnition 1. (c)
Deﬁnition 2. Note: q0 represents the threshold ILI cases for each level, and K represents the total
number of peak events in all ﬂu years.

3.3. Extrapolation of Weekly ILI Cases to Higher Levels
The parameters of the above distributions are simply estimated by the application of moment
estimators to data extracted at the 80th percentile level. The proposed methodology has the capacity
to yield distributions of events exceeding higher, more rarely experienced levels (for example, here,
the 90th and 95th percentile levels) from the larger sample sizes of observations gathered at the lower
truncation level (the 80th percentile level) (Figure 6).

Figure 6. Forecasted magnitudes over the 90th and 95th percentile levels from the 80th percentile level
in Duval County.

When the critical threshold for Duval county is raised from 10 cases (the 80th percentile level)
to 23 (the 90th percentile level), the observed mean annual number of events drops from 1.55 per ﬂu
year to 0.91 (Table 1). The GPD ﬁtted to the local maxima of events indicates that 58.5% of the original
17 events should exceed the increased threshold, yielding an anticipated mean annual number of
events of 0.90. If the critical threshold is raised to 41 cases (the 95th percentile level), and the observed
mean annual number of events drops to 0.45, while 30.8% of the original 17 events (0.48 events per
year) are anticipated to exceed this increased threshold. The use of higher thresholds levels leads to
the exclusion of the bulk of the lower magnitude events, reducing the “heaviness” of the tail of the
surviving events and increasing the values of k.
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4. Discussions
Grounded in theory, this approach has the ability to describe important statistical properties
of such events and provides the necessary degree of ﬂexibility in the deﬁnition of ILI events, while
permitting spatial comparisons and the handling of various planning scenarios. Once the suitable
probability distributions are identiﬁed, the probability of the occurrence of ILI events and their
properties can be obtained for further speciﬁed purposes.
4.1. Comparisons of Deﬁnitions
The traditional deﬁnition of peak events only captures an annual maximum (magnitude) in each
ﬂu year, but discards other important properties of annual event density and duration and runs the
risk of including “peak” events of no epidemiological signiﬁcance. The proposed approach possesses
the beneﬁt of only including ILI events that meet the level of practical interest, while incorporating a
potentially larger sample size from the short records currently available. The traditional “peak week”
deﬁnition applied to Duval County yields 11 observations, while the application of the 80th percentile
threshold increases the available sample size upon which risk can be estimated to 103 using Deﬁnition
1 and 17 for Deﬁnition 2 (Figure 5). Once estimated, the parameters of the GPD provide the basis for
the estimation of properties above successively higher, more rarely observed, levels of ILI incidence.
The threshold of interest can be expressed either in terms of acceptable risk (frequency domain) for
spatial comparisons, or case numbers (magnitude domain) for planning purposes.
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11
11
11
6
6

Years of
Record

2
10
18
24
69

q0

4.27
22.52
13.76
20.09
73.93

α
K
93
103
102
56
59

k

−0.30
−012
−0.16
−0.10
0.34

80th Percentile

4
23
27
35
114

q0
5.36
34.33
15.55
30.67
73.36

5.83
25.84
16.75
22.93
51.86

α (O/E)

−0.29
0.06
−0.15
0.08
0.64

−0.20
0.02
−0.05
0.00
0.42

k (O/E)

90th Percentile

54
51
53
28
29

K (O/E)
60
59
55
33
30

8
41
34
53
155

q0

6.85
44.32
26.55
37.85
49.45

7.19
27.50
17.94
24.78
31.25

α (O/E)

−0.29
0.27
0.06
0.22
0.68

−0.19
0.07
−0.03
0.04
0.40

k (O/E)

95th Percentile

25
27
27
13
14

K (O/E)

Broward
Duval
Miami-Dade
Hillsborough
Orange

Name

11
11
11
6
6

Years of
Record

2
10
18
24
69

q0

5.82
22.69
12.16
41.54
68.15

α
K
22
17
19
8
10

k

−0.35
−0.24
−0.26
−0.00
0.07

80th Percentile

4
23
27
35
114

q0
5.75
31.58
14.76
22.88
195.14

7.85
27.59
16.42
41.43
40.64

α (O/E)

−0.37
−0.16
−0.23
0.05
1.74

−0.23
0.00
−0.08
0.16
0.25

k (O/E)

90th Percentile

18
10
11
9
5

K (O/E)
16
10
10
6
5

8
41
34
53
155

q0

5.67
55.13
21.99
46.93
1921.63

9.50
29.82
18.25
39.60
19.54

α (O/E)

−0.40
0.09
−0.13
0.10
34.37

−0.21
0.07
−0.05
0.19
0.09

k (O/E)

95th Percentile

12
5
6
4
3

K (O/E)
9
5
6
4
3

41
29
35
15
14

Table 3. Observed and expected parameters of magnitudes upon raising the thresholds to the 90th and 95th percentile levels (Deﬁnition 2). Note: q0 , the threshold; α,
the scale parameter of GPD; k, the shape parameter of GPD; K, the total number of peak events in all ﬂu years.

Broward
Duval
Miami-Dade
Hillsborough
Orange

Name

Table 2. Observed and expected parameters of magnitudes upon raising the thresholds to the 90th and 95th percentile levels (Deﬁnition 1). Note: q0 , the threshold; α,
the scale parameter of GPD; k, the shape parameter of GPD; K, the total number of peak events in all ﬂu years.

<HDUVRI
5HFRUG

Table 1. Summary of observed and expected parameters of ILI peak events upon raising the thresholds to the 90th and 95th percentile levels (Deﬁnition 2).
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Although Deﬁnition 1 of magnitudes yields a larger sample size, their obvious serial
auto-correlation results in less reliable estimates of the proportion of the observations surviving
censoring to higher threshold levels; a task which is performed much better using magnitudes derived
from Deﬁnition 2. Tables 2 and 3 display the values of observed and predicted parameters describing
the distribution of magnitudes under both deﬁnitions above increased truncation levels.
4.2. Geographic Variability and Potential Impacts
This study provides ﬂexible models that render probabilistic estimates of the variables associated
with ILI events that can be adapted to various conditions. The robust statistical methodology may be
implemented at any location, no matter the base (e.g., population) and critical thresholds established.
Geographic variability in the parameters indicates differences in the potential inﬂuences on the
occurrence of ILI peak events. For example, the observed spatial pattern of the shape parameter,
k, at the 80th, 90th and 95th percentile levels in Figure 7 suggests that at higher thresholds, more
counties exhibit positive values, no matter the deﬁnition. Since k is, in the theory, independent of
threshold and stable with respect to shifts in the threshold [22], it can be compared directly across
spatially differentiated locations. Negative values of k indicate large outliers in the right-hand tail
of the distribution relative to the bulk of the observations. The values of k become less negative at
higher thresholds, because the comparative magnitudes of the outliers decrease as thresholds increase
by progressive censoring. This is particularly noticeable when using Deﬁnition 1. It is likely to be
over-interpreting due to the limited data, especially the small number of observations at a higher
threshold. With increasing data availability in the future, a longer time period and a larger sample size
can help to better represent these properties of ILI events.

Figure 7. Cont.
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Figure 7. The observed spatial distributions of the parameter, k, values at three thresholds based on
two deﬁnitions. (a) Deﬁnition 1, threshold 80%-k. (b) Deﬁnition 1, threshold 90%-k. (c) Deﬁnition 1,
threshold 95%-k. (d) Deﬁnition 2, threshold 80%-k. (e) Deﬁnition 2, threshold 90%-k. (f) Deﬁnition 2,
threshold 95%-k.

As a highly contagious and acute respiratory disease, the occurrence and properties of ILI peak
events may be inﬂuenced by environmental (weather, etc.), demographic and social (urban, rural,
transportation, etc.) factors. This approach identiﬁes the average week of occurrence as late fall to early
spring (Weeks 22 to 30, starting 10 December to 6 February with fairly large standard deviations of
eight to 12 weeks). These observations are supported physically by studies that inﬂuenza outbreaks
are sensitive to the weekly or bi-weekly average temperatures and humidity [5,23], particularly low
temperature (optimum: 8 ◦ C) and relative humidity [23–25]. Mean temperatures during the coldest
month in Florida across the counties examined range from 10 ◦ C to 16 ◦ C, suggesting that weather
conditions may have impacts on spatial patterns of peak events. However, no clear spatial pattern
related to latitude and winter temperatures emerges. As the critical level of ILI cases of interest rises,

184

ISPRS Int. J. Geo-Inf. 2014, 3, 764–780

the mean week of timing for events increases (later in the year) in almost all counties, except Broward,
implying that peak events with greater weekly ILI cases tend to occur during late winter and early
spring. In addition to weather conditions, each county possesses features that encourage inﬂuenza
transmission: high population density, high proportions of their populations in sensitive age groups,
international airports and ready access to major interstates, all of which have potentially profound
effects on the occurrence of ILI events [26–29]. Similarly comparative use of public transport and
immunization behavior may cause differences in the course of epidemics and modify their space-time
spread [30,31]. Orange County, for example, exhibits relatively high values of the threshold (q0 ) and
total numbers of peak events (K) compared to the other four counties. This might be explained by its
special characteristics of being located in the center of the state with comparatively low temperature
and relative humidity with respect to the two southern counties (Miami-Dade and Broward). The
major city in Orange County, Orlando, receives tens of thousands of tourists annually, especially
during holidays in the late fall and winter, increasing the possibility of inﬂuenza transmission, for
example compared to the northern county (Duval). To better understand the spatial patterns of the
derived properties of events, the impacts of the above factors deserve to be further examined.
4.3. Application
The spatio-temporal visualizations of these statistical properties have the potential to deliver
information in an efﬁcient manner and assist decision-making within public health, such as the
early warning of inﬂuenza peak activity, determining where and when to intervene, increasing the
accessibility of health facilities, etc. For example, Figure 8 visualizes the spatial and temporal patterns
of the timing of peak events, which represents the probability of having two ILI peak events up to
Week 25, Week 26 and Week 27. These weeks are the ﬁrst three weeks in January. The increasing
probability of having two peak events in Week 26 and Week 27 may be due to the possible impacts of
cold weather in January and the new semester of school on ILI activity. These visualizations can be
expanded to the entirety of Florida in the future.
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Figure 8. Application of timing in 18 selected counties in Florida. (a) Probability of experiencing two
events up to Week 25. (b) Probability of experiencing two events up to Week 26. (c) Probability of
experiencing two events up to Week 27.

5. Conclusions
This study innovatively applies an established method in hydrology and climatology to the ﬁeld
of epidemiology to describe the statistical properties of periods during which weekly ILI cases exceed
critical thresholds. The new deﬁnition of events of interest beyond “peak events” considers only,
and all, outbreaks of epidemiological interest and permits the estimation of the parameters of the
distributions. The strong theoretical basis in crossing theory allows for the calculation of the properties
of ILI events above various thresholds of interests. Another advantage of this approach is that it can be
applied to spatially differentiated data to determine and compare risks associated with peak events,
not deﬁned by a common number of cases, but by a common frequency of outbreak regardless of
the base population of the area (e.g., a weekly count that is only experienced in 20%, or 5%, of all the
weeks of historic records in a county).
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The methodology has the added ﬂexibility of permitting the extrapolation of ILI event properties,
especially the number of events and the magnitude, to other critical thresholds that vary in space
and that are inﬂuenced by environmental, demographic and social factors. In the meantime, the
potentially limited information contained in the standard ILI “peak event” (annual maximum)
deﬁnition hinders public health professionals in efﬁciently implementing timing intervention strategies,
such as vaccination and quarantine, thus leading to unnecessary socio-economic costs. This study
can aid public health ofﬁcials in supporting inﬂuenza surveillance and intervention by including the
properties of the variables, annual event density, timing, magnitude and duration. The development
and testing of these ﬂexible models is the ﬁrst step in an on-going study that seeks to establish
associations between the statistical properties of ILI events and potential environmental factors.
These associations can then be combined with vaccination and human mobility to give predictions
of inﬂuenza transmission and to determine optimal periods to implement inﬂuenza vaccination
programs among priority regions. Importantly, the models in this study could be easily extended to
other infectious diseases in a further modiﬁcation.
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Abstract: Using a geographic transect in Central Mexico, with an elevation/climate gradient, but
uniformity in socio-economic conditions among study sites, this study evaluates the applicability of
three widely-used remote sensing (RS) products to link weather conditions with the local abundance
of the dengue virus mosquito vector, Aedes aegypti (Ae. aegypti). Field-derived entomological measures
included estimates for the percentage of premises with the presence of Ae. aegypti pupae and the
abundance of Ae. aegypti pupae per premises. Data on mosquito abundance from ﬁeld surveys
were matched with RS data and analyzed for correlation. Daily daytime and nighttime land surface
temperature (LST) values were obtained from Moderate Resolution Imaging Spectroradiometer
(MODIS)/Aqua cloud-free images within the four weeks preceding the ﬁeld survey. Tropical Rainfall
Measuring Mission (TRMM)-estimated rainfall accumulation was calculated for the four weeks
preceding the ﬁeld survey. Elevation was estimated through a digital elevation model (DEM). Strong
correlations were found between mosquito abundance and RS-derived night LST, elevation and
rainfall along the elevation/climate gradient. These ﬁndings show that RS data can be used to predict
Ae. aegypti abundance, but further studies are needed to deﬁne the climatic and socio-economic
conditions under which the correlations observed herein can be assumed to apply.
Keywords: MODIS; TRMM; DEM; Aqua; remote sensing; elevation; mosquito; rainfall; temperature
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1. Introduction
Environmental changes potentially impacting the geographical ranges or local abundance of
arthropod vectors transmitting infectious disease agents are among the important concerns linked
to climate [1–6]. Associations reported in the literature show that climate-related variables can be
used to predict local abundance and the potential for the expansion of arthropod vectors, such as
mosquitoes or ticks [7–10]. Since ﬁeld surveys are both costly and time consuming, remote sensing (RS)
technology is increasingly used to estimate habitat suitability for a variety of vector species [11–14].
Temperature and rainfall are the weather parameters of special interest, because they impact both the
distribution of suitable vector habitat and the potential for local vector proliferation. Although terrain
elevation is strongly associated with temperature, urban heat islands might cause slight differences in
the associations between vector abundance and climate parameters in studies conducted within urban
environments. Thus, elevation is included among the variables of interest for this study. Aedes aegypti
(Ae. aegypti), the primary mosquito vector of dengue and yellow fever viruses and an important vector
of chikungunya virus to humans in urban settings, is most abundant in urban environments [15].
Dengue is one of the most important mosquito-borne viral diseases in the subtropics and tropics,
with one estimate of the global infection burden reaching approximately 390 million virus infections
and nearly 100 million cases with disease manifestations per year, over three times that estimated by
the World Health Organization [16]. Although the presence and abundance of the mosquito vector is
strongly inﬂuenced by the human peridomestic environment (e.g., access to water-holding containers
serving as larval development sites and the potential for intrusion into homes to engage in indoor
biting), these are also affected by meteorological variables, such as temperature, rainfall, humidity
and solar radiation. Several studies have addressed the relationship between weather or climate
variability and the incidence of dengue disease cases [17–28]. Such relationships, however, may be
inﬂuenced by additional factors, such as the exposure of humans to mosquitos and the intensity of
virus transmission [29].
The strength of the association between RS-based climate parameters and vector abundance
may be limited by the spatial resolution of the satellite products that are freely available and more
commonly used [7]. Environmental and socio-economic conditions can change drastically over
distances of 10–100 m of meters; therefore, spatial models designed to estimate vector presence and
abundance developed at the regional or state level cannot reliably be down-scaled for locally-relevant
risk predictions. To develop models to predict vector presence and abundance at the local (community
or neighborhood) scale using RS-based environmental inputs requires consistent monitoring of recent
local environmental conditions with RS imagery that can distinguish the differences between adjacent
communities or neighborhoods. The present study tests if three widely used RS-based environmental
products are able to distinguish those differences at the local level, despite having spatial resolutions
equal or larger than 90 m. Our motivation is to evaluate the potential for using RS-based environmental
products that are freely-available to decision-makers in developing countries, to monitor the presence
and abundance of Ae. aegypti at the local scale. For a geographic transect of approximately 330 km by
road, corresponding to an area of approximately 245 km (west-east) by 98 km (north-south) in central
Mexico, we describe the associations between the presence and abundance of the pupal life stage of Ae.
aegypti and environmental conditions estimated from RS products, including land surface temperature
(LST), rainfall, land surface properties and elevation.
2. Methodology
2.1. Study Site
This study used sites from a previously published study [30] on the occurrence of Ae. aegypti
along the elevation gradient between Veracruz at sea level and Puebla at more than 2000 m in Central
Mexico (Figure 1). Sites were composed of groups of homes with low to middle income and small to
medium-sized yards, distributed among 12 communities along the elevation gradient described.
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2.2. Field Survey Mosquito Data
Data on Ae. aegypti pupal abundance were generated from ﬁeld surveys conducted in the cities
of Córdoba, Orizaba, Rio Blanco, Ciudad Mendoza, Acultzingo, Maltrata, Puebla City and Atlixco
from 11 July to 20 August 2011 and from the cities of Coatepec, Xalapa and Perote between 23 August
and 1 September of the same year. Approximately 50 study premises were examined for each one of
the 12 communities; these premises were contained within 3–4 spatially distinct clusters within each
community. The methodologies for the selection of premises to examine, the collection of immature
mosquitoes (larvae and pupae) from indoor and outdoor water-holding containers on the premises, the
subsequent rearing to adults and species identiﬁcation and, ﬁnally, the estimation of pupal abundance
for Ae. aegypti in the study sites were described previously by Lozano-Fuentes [30]. About 73% of
collected pupae were successfully reared to adults and identiﬁed to species, compared to just 16% for
collected larvae. Consequently, we focus only on the more robust estimates for pupal abundance.

Figure 1. The study area with the locations of communities in Central Mexico in relation to elevation,
as estimated by the digital elevation model (DEM) of the Shuttle Radar Topographic Mission (SRTM).

2.3. Remotely Sensed Data
2.3.1. Visible Infrared Scanner (VIRS)
Data on precipitation were estimated with product 3B42 V7 derived from the Visible Infrared
Scanner (VIRS) sensor onboard the TRMM satellite and retrieved from the TRMM Online Visualization
and Analysis System (TOVAS) [31]. This system is maintained by the NASA Goddard Earth Science
Data and Information Services Center. The 3B42 V7 data cover the tropical and subtropical regions
between 50◦ N and 50◦ S with a daily temporal resolution adjusted from a 3-hourly temporal resolution
and a spatial resolution of 0.25◦ by 0.25◦ , roughly equivalent to 27 km in the study area (Figure 2).
TRMM is a joint mission between the U.S. National Aeronautics and Space Administration (NASA)
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and the Japan Aerospace Exploration Agency (JAXA), launched on 27 November of 1997 and designed
to measure rainfall for weather and climate research. Data were processed using ArcMap 10.2 software.
TRMM has been shown to reasonably reproduce rainfall variability at monthly timescales that are
analogous to the four-week timescales used in this study [32].

Figure 2. Tropical Rainfall Measuring Mission (TRMM), 3B42 V7 image of 29 August 2011.

2.3.2. Moderate Resolution Imaging Spectroradiometer (MODIS)
MODIS data were downloaded from the Reverb/Echo NASA EOS Data and Information System
(EOSDIS) website [33] and were processed using the MODIS Reprojection Tool (MRT) and ArcMap 10.2
software. Onboard the Terra and Aqua satellites, MODIS has been one of the most used instruments for
the Earth Observing System (EOS), a NASA international program, which, in turn, is a key component
of NASA’s Earth Science Enterprise [34]. Launched on 18 December 1999 (Terra), and 4 May 2002
(Aqua), Terra and Aqua are designed to monitor many conditions of the atmosphere, land, oceans,
biosphere and cryosphere, although their foci are on land and ocean observations, respectively [35].
Both satellites have sun-synchronous orbits crossing the equator at an approximate local time of 10:30
AM and 10:30 PM in the case of Terra and at 1:30 PM and 1:30 AM for Aqua, in a northward and
southward track, respectively.
LST estimates are from the MODIS Land Surface Temperature and Emissivity product (MYD11A1)
from the Aqua satellite. This product provides temperature and emissivity values per-pixel. MYD11A1
measurements along with all data generated from sensors carried by Aqua can be obtained for the
entire globe within two days [35]. The daily MYD11A1 product has a spatial resolution of 1 km
(Figure 3). Previous studies have shown that MODIS LST products have generally been accurate
within ±1 K compared to in situ temperature measurements, for a variety of sites and conditions [36,37].
2.3.3. Shuttle Radar Topography Mission (SRTM)
Expected to be strongly associated with ambient temperature, elevation was examined as a
potential proxy for temperature. Elevation was estimated through the Digital Elevation Model (DEM)
from the SRTM, a collaboration between NASA and the National Imagery and Mapping Agency
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(NIMA) of the U.S. Department of Defense [38]. With a resolution of 90 m at the equator (Figure 1), the
SRTM was designed to produce a DEM of the Earth’s land surface approximately between latitudes
60◦ N and 56◦ S. In an 11-day ﬂight around the world onboard the Space Shuttle Endeavour, the mission
was completed on 22 February 2000. The data for this study were downloaded from the Global Data
Explorer website [39], which is maintained by the United States Geological Survey (USGS) and NASA’s
Land Processes Distributed Active Archive Center (LPDAAC).

Figure 3. Composite of 7 days of day LST images (MYD11A1) from August 2011.

2.4. Match-Up Data Procedure
Field survey-based estimates for Ae. aegypti pupal abundance from the 607 examined premises
were aggregated at the community and cluster levels through two approaches by estimating: (1)
the percentages of premises with the presence of Ae. Aegypti pupae; and (2) the mean abundances
of Ae. aegypti pupae per premises. Both types of estimates for pupal abundance were matched up
with RS data derived from the location of the corresponding premises and, similarly, aggregated
at the community and cluster level. RS data provided daily data for LST (nighttime and daytime),
rainfall and elevation. The matched values of RS data were calculated as follows: Nighttime LST was
calculated from the average nighttime cloud-free LST data for the 29 nights preceding the survey. The
same process was repeated for daytime LST data, except that the average was calculated over the 28
days preceding the day of the survey plus the day of the survey. After removing cloudy days, the
average number of days with daily data used to obtain the average LST values was 7.9 for nighttime
LST and 6.8 for daytime LST. RS estimates of rainfall were calculated using the accumulated amount
over the period comprising the day of the survey plus the 28 preceding days. No special calculation
was required for elevation data, since these are a snapshot of the DEM data of the 2000 ﬂight. Each
set of matched pairs between pupae abundance and LST (day and night), rainfall and elevation were
analyzed for correlation at both levels of aggregation: community and cluster, using the SAS 9.3 proc
corr method.
We also tested using a two-week period instead of a four-week period preceding the ﬁeld mosquito
surveys, and in all cases, the correlations between climatic data and mosquito presence/abundance
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were lower (data not shown). A period longer than four weeks was not analyzed, since no improvement
was noticed by Lozano-Fuentes et al. [30] when analyzing for similar correlations, but using in situ
temperature data from HOBO meteorological stations (Onset Computer Corporation, Bourne, MA,
USA) and rainfall from the Climate Prediction Center Morphing Technique (CMORPH) dataset.
3. Results
Table 1 summarizes the aggregated values per community for: (1) the percentage of premises
with the presence of Ae. aegypti pupae; and (2) mean abundances of pupae per premises, along with
the corresponding aggregated RS values for the climate variables LST (nighttime and daytime), rainfall
and elevation. The table is ordered by decreasing estimated mean abundance of Ae. Aegypti pupae
per premises. In total, a mean number of 3.8 Ae. Aegypti pupae were found per examined premises.
The overall percentage of premises with the presence of Ae. aegypti pupae was 19.44%. Perote, the
community at the highest elevation (2400 m) out of the 12 study communities, was the only one where
no Ae. aegypti were found. As reported by Lozano [30] using the same data set, this was also the case
when including larvae. In general, a lower percentage of presence and mean abundance values for Ae.
aegypti occurs at the cooler, drier sites at higher elevations.
Table 1. Estimates for the abundance of Aedes aegypti, by study community, in relation to climate
variables and elevation.
Community

Percentage

Mean

Night LST
(C◦ )

Day LST
(C◦ )

Rainfall
(mm)

Elevation
(m)

Orizaba
Rio Blanco
Cordoba
Veracruz
Coatepec
Ciud.
Mendoza
Acultzingo
Xalapa
Atlixco
Maltrata
Puebla
Perote

35
41
24
28
25

14.29
10.43
6.04
4.91
3.26

16.0
15.0
16.7
21.7
16.1

33.2
30.9
33.1
40.7
32.2

354
334
507
372
208

1236
1258
860
18
1203

21

2.63

14.6

31.9

348

1338

14
24
12
4
4
0

1.68
0.98
0.28
0.06
0.04
0.00

12.8
15.4
15.0
10.9
11.4
8.1

28.9
31.8
36.6
29.9
35.2
28.5

217
209
124
210
112
203

1695
1419
1831
1714
2141
2417

Percentage: the percentage of premises with the presence of Ae. aegypti pupae; mean: the mean abundance of
Ae. aegypti pupae per premise; night LST: the MODIS estimated LST (MYD11A1, night); day LST: the MODIS
estimated LST (MYD11A1, day); rainfall: the TRMM estimated precipitation (3B42 V7); elevation: the SRTM’s DEM
estimated elevation.

3.1. Correlations among RS Estimated Climate Variables
A summary of the correlation analysis of RS estimated variables with each other is presented
in Table 2. An obviously expected signiﬁcant correlation between the estimated values of elevation
and LST was detected when using nighttime LST data, both at the community and cluster levels.
However, this relationship was not signiﬁcant at either level of aggregation when using daytime LST
data. Elevation was signiﬁcantly and inversely correlated with estimated precipitation at both levels
of aggregation, community and cluster. Furthermore, as expected, there was a signiﬁcant positive
correlation between the LST estimates for night and day at both scale levels. Finally, for either level of
aggregation, signiﬁcant associations between estimated precipitation and LST were only detected with
nighttime LST, but not with daytime LST.
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Table 2. Summary of the Spearman correlations among the RS estimated climate variables.
Climate Variables

Elevation and night LST
Elevation and day LST
Elevation and rainfall
Night LST and day LST
Rainfall and night LST
Rainfall and day LST

Community

Cluster

N = 12

N = 43

−0.91 **
−0.39
−0.80 **
0.59 *
0.60 *
0.11

−0.87 **
−0.29
−0.80 **
0.55 **
0.60 *
−0.008

** p < 0.01, * p < 0.05.

Figure 4. Plots at the community level. Relationships between: (a) night LST and the estimated
percentage of premises (“sites”) with Aedes aegypti pupae present; (b) night LST and the estimated
mean number of pupae per site; (c) elevation and the estimated percentage of premises with pupae
present; (d) elevation and the estimated mean number of pupae per site; (e) the estimated precipitation
and estimated percentage of premises with pupae present; (f) the estimated precipitation and estimated
mean number of pupae per premises.
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3.2. Correlations among RS-Estimated Climate Variables and Mosquito Presence and Abundance
At the community and cluster levels, Table 3 summarizes the correlation results between RS
estimated climate variables and both measures of Ae. aegypti populations: the percentage of premises
with the presence of Ae. aegypti pupae and mean abundances of Ae. aegypti pupae per premises.
MODIS-estimated nighttime LST was positively and signiﬁcantly correlated with the percentage
of homes with Ae. aegypti pupae or the mean abundance of Ae. aegypti pupae per premises at the
community (Figure 4a,b) and cluster level (plot not shown). Similarly, elevation estimated through
SRTM showed a signiﬁcant, although inverse, correlation with the percentage of premises with the
presence of Ae. aegypti pupae or a mean abundance of Ae. aegypti pupae per premises at both
levels of aggregation, community (Figure 4c,d) and cluster (plot not shown). Positive and signiﬁcant
correlations were detected between TRMM-estimated precipitation and the percentage of premises
with the presence of Ae. aegypti pupae or mean abundances of Ae. aegypti pupae per premises at the
community (Figure 4e,f) and cluster level (plot not shown). No correlation was detected between
MODIS-estimated daytime LST and the percentage of premises with the presence of Ae. aegypti pupae
or mean abundances of Ae. aegypti pupae per premises at any level of aggregation (plots not shown).
Table 3. Summary of Spearman correlations between RS estimated climate variables and the abundance
of Aedes aegypti pupae.
Climate Variables

Night LST and percentage
Night LST and mean
Elevation and percentage
Elevation and mean
Rainfall and percentage
Rainfall and mean
Day LST and percentage
Day LST and mean

Community

Cluster

N = 12

N = 43

0.82 **
0.78 **
−0.84 **
−0.87 **
0.61 *
0.79 **
0.33
0.29

0.56 **
0.64 **
−0.67 **
−0.75 **
0.50 **
0.55 **
0.12
0.21

** p < 0.01, * p < 0.05.

4. Discussion
Associations between extreme weather events and mosquito outbreaks [40,41], as well as the
weather-mediated seasonal dynamics of mosquito abundance [42] have been reported in the literature
for Ae. aegypti. Although seasonal weather ﬂuctuations can in large part explain intra-annual
ﬂuctuations in the abundance of Ae. aegypti, studies conducted at the local scale and, therefore,
under very similar weather conditions, have revealed differences in vector abundance among nearby
urban locations [42–44]. This likely reﬂects the effect of anthropogenic modiﬁcations in the urban
environments that this mosquito prefers to inhabit [42,44]. Using a study design that takes advantage
of a geographic transect with similar socio-economic conditions in the speciﬁc ﬁeld survey areas,
a previous cross-sectional analysis using this dataset for the abundance of Ae. aegypti and in situ
weather data also reported signiﬁcant associations between mosquito abundance and weather variables
(temperature or rainfall) and elevation [30]. The uniformity in socio-economic conditions in the speciﬁc
study areas allows the opportunity to minimize the inﬂuence of the anthropogenic sources of variability,
while at the same time studying elevation and weather variables at approximately the same point in
time. The present study further capitalizes on such advantages by speciﬁcally focusing on testing the
applicability of widely-used RS products to explore weather linkages with Ae. aegypti abundance at
the local scale.
Despite the relatively coarse spatial resolution of 1 km for nighttime LST and approximately 26
km for rainfall, strong correlations were found between data from the MYD11A1 product or 3B42 V7,
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respectively, and the local abundance of Ae. aegypti pupae. Conversely, the results were not encouraging
for daytime LST. Honório et al. [45] showed a positive linear relationship between mosquito abundance
and ambient temperature within a range of 18 ◦ C to 24 ◦ C. The authors did not detect any variation
in the abundance of Ae. aegypti above this temperature threshold. Further, Eisen et al. [46] reported a
positive linear relationship between water temperature and the development rate for immature Ae.
aegypti between 15 ◦ C to 30 ◦ C. In that study, lower developmental zero temperatures were estimated
to be in the 10 ◦ C to 14 ◦ C range for eggs and immature Ae. aegypti and the upper developmental
zero temperatures in the 38 ◦ C to 42 ◦ C range. It is interesting to notice that in our study, the mean
cluster level daytime LST ranged from 27.5 ◦ C to 40.7 ◦ C while the nighttime LST ranged from 7.8 ◦ C
to 24.2 ◦ C, which included the range of positive correlation reported by Honório et al. [45] and partially
overlapped with that reported by Eisen et al. [46]. Additional work is needed to assess the correlations
between the abundance of Ae. aegypti and RS data for a broader range of temperatures than examined
in the present study, especially for the higher end temperatures. Similar to our results with RS data,
positive linear relationships with nighttime LST, but not with daytime LST, were detected in malaria
prediction models [47].
As expected from the strong positive correlation between the abundance of Ae. aegypti and night
LST, there was also a strong, but negative, correlation between mosquito abundance and elevation.
In general, a negative relationship is expected between elevation and temperature [48]; in our case,
however, this was detected only when considering night LST, but not when considering day LST.
Indeed, daytime LST was only associated with nighttime LST and not associated with any other
variable, including elevation. This may be related to more cloud cover during the daytime than at
nighttime, as suggested by the lower mean number of cloud-free images available in the daytime
LST data (6.8 images, Figure 3) compared to 7.9 images available for nighttime LST data. The effect
of minimum temperatures may be another contributing factor; Lozano-Fuentes et al. [30] identiﬁed
the mean minimum daily temperature and the mean minimum daily winter temperature among the
weather parameters with potential relevance for the biology of Ae. aegypti. Although our study did not
consider these speciﬁc parameters, it is possible that minimum temperatures (which occur in our night
LST data) in general may play an important role in the biology of Ae. aegypti.
Finally, a strong correlation has been reported between median family income and surface
temperature during the daytime, with a much weaker correlation at nighttime [49]. The speciﬁc areas
(i.e., neighborhoods within communities) used in this study were selected under the criteria of being
urban low- to middle-income homes with small- to medium-sized yards. The study premises often
harbored considerable vegetation, and it is known that leaf temperatures and other vegetative features
are a major aspect related to urban temperature [50]. Although, the possibility exists that income
factors play a role in the differences detected between daytime and nighttime LST, such a possibility is
not evident in our study, since many of our communities were small and not likely to inﬂuence the
urban heat island effect as detected in a 1-km × 1-km grid box.
While it is possible to explain the positive correlation between RS estimated rainfall and the
abundance of Ae. aegypti in terms of more containers being ﬁlled with rain water (or some containers
having a greater volume of water) and, thus, more potential larval development sites when it rains,
this could be a casual association, due to the fact that the areas with higher temperature and lower
elevation also typically have a higher rainfall. Indeed, rainfall and nighttime LST were weakly, but
signiﬁcantly and positively correlated. It also should be noted that the impact of rainfall on the
presence of larval development sites for Ae. aegypti is complicated by human water storage practices,
with the importance of containers ﬁlled by rain versus human action varying both among geographic
areas and within the year in single locations. However, the results found in this study are consistent
with those of Lozano-Fuentes et al. [30] using meteorological data from weather stations along the same
transect. Additionally, our results are consistent with process-based life-cycle models of Ae. aegypti;
mosquito populations become largest when temperatures are warm and rainfall is abundant [51,52].
They are also consistent with studies indicating that dengue risk in humans is positively correlated
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with temperature and rainfall [53], which is likely in part due to the impacts of temperature and rainfall
on vector populations [54,55].
The apparent outlier of Rio Blanco and Orizaba depicted in Figure 4 is also clear in table of
Lozano-Fuentes et al. [30], when using data on both pupae and larvae. We found that in general, the
relationship between Ae. aegypti pupal abundance and temperature/rainfall is robust in the higher
elevation regions (above ~1300 m ASL) and is weaker at lower elevations (below ~1300 m ASL). We
believe the weaker relationship between temperature/rainfall and pupal abundance below ~1300
m in our study region is an indicator that once temperature and rainfall increase to a certain point,
pupae are abundant no matter how much warmer or wetter it becomes; i.e., the climate is ideal for
immature Ae. aegypti development anywhere in the warm, wet regions below ~1300 m. From a
mathematical standpoint, this observation indicates that the relationship between pupal abundance
and climate variability likely becomes more asymptotic below ~1300 m, so the linear ﬁts shown in
Figure 4 may oversimplify what is in reality a non-linear relationship. However, for the purposes
of our paper, in which we are simply trying to show that LST, rainfall and elevation are correlated
with Ae. aegypti pupal abundance, these linear ﬁts are adequate. It may also be possible that the
comparatively greater urban density of Orizaba and Rio Blanco (Rio Blanco is a dormitory city of
Orizaba) may be more favorable for higher numbers of Ae. aegypti, perhaps because of the sheer
numbers of container habitats. In support of this conjecture, Coatepec has similar characteristics of
elevation and temperature (although slightly lower rainfall) compared to Orizaba and Rio Blanco, but
lower urban density; and it has also a lower presence and abundance of Ae. aegypti pupae (Table 1).
The ﬁndings of this study suggest the promise for future RS-based predictive models of Ae. aegypti
population ﬂuctuations and other applications, such as dengue outbreak prediction [56]. These results
are even more promising when considering future remote sensing products with enhanced capabilities
that may be available soon via new or planned NASA and/or partner missions. Of special note are
the Visible Infrared Imaging Radiometer Suite (NPP-VIIRS), the Global Precipitation Measurement
(GPM) mission and the Soil Moisture Active Passive (SMAP) mission. Carried onboard the Suomi
National Polar-orbiting Partnership (NPP) satellite, the VIIRS sensor will use visible and infrared
wavelengths to study land, atmosphere, ice and ocean. Besides LST, VIIRS will make observations on
active ﬁres, vegetation, ocean color, sea surface temperature and other surface features available to the
scientiﬁc community [57]. These observations will facilitate the study of climate change, clouds and
aerosols; phytoplankton and sediment in the seas; forest cover and productivity; and changes in polar
sea ice. The similarities between VIIRS and MODIS will provide continuity for monitoring programs
conducted with MODIS. The Global Precipitation Measurement (GPM) mission will provide continuity
to TRMM data to monitor precipitation and for other hydrological applications [58]. Measuring soil
moisture present at the Earth’s land surface, the Soil Moisture Active Passive (SMAP) mission will
be critical to ﬂood assessment and drought monitoring, as well as to the study of the global carbon
balance [59]. SMAP is expected to be another undertaking that will play an important role in the
monitoring of environmental variables associated not just with vector transmitted diseases in general,
but also, and especially, soil transmitted helminthes infections. Soil moisture is a critical determinant
for the survival of helminth eggs in the soil [60–62].
The application of the remotely-sensed products in this study was useful for identifying
correlations between environmental variables and the presence and abundance of Ae. aegypti. This
ﬁnding is encouraging for using these products to identify areas most at risk of high pupal abundance at
local scales on the order of 1-km. It is tempting to speculate that if these products work at the local scale
for cities along our topographically complex transect in Mexico, they would work even better in areas
where the topographic variability is comparatively smaller (and therefore, environmental variables
do not vary as much in space), for example, in the southern part of the continental United States.
However, since the abundance of Ae. aegypti is also closely linked to the characteristics of the human
environment, it is imperative to also consider the potential confounding effects of socioeconomic and
human ecology (e.g., housing style, water storage, etc.) factors associated with mosquito establishment
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and proliferation [3,63]. In addition to affecting mosquito abundance, socio-economic factors can play
a role in the vulnerability of human inhabitants to dengue virus infection; for example, Hagenlocher et
al. [63] constructed a composite index of socioeconomic vulnerability to dengue that included both
indicators of susceptibility, as well as a lack of resilience.
An overarching goal, whether focusing on mosquito vector abundance, vector infection rates and
the risk of virus transmission to humans, socioeconomic vulnerability or the risk for dengue epidemics,
is to give public health professionals and the general public time to prepare for and attempt to prevent
or mitigate disease outbreaks. For example, researchers have determined that the optimal lead time
for dengue early warning for ofﬁcials in Singapore would be three months in order to suppress an
epidemic [64], and global risk maps have been developed to estimate the risk of dengue in Europe [65].
Better deﬁning the linkages between environmental and climatic conditions and the incidence and
geographic spread of mosquito vectors and dengue, together with the ability to use remotely-sensed
observations to detect conditions signaling increased risk, would be of great value for future outbreak
prediction and disease suppression.
5. Conclusions
Strong correlations were found between the abundance of the dengue virus mosquito vector,
Ae. aegypti, and RS-derived nighttime LST, elevation or rainfall along a geographic climate/elevation
gradient in Central Mexico. The results were consistent with what was found by Lozano-Fuentes
et al. [30] using data from the same mosquito ﬁeld surveys, but meteorological data from weather
stations. These ﬁndings show that data from the three analyzed RS products can be used to predict Ae.
Aegypti abundance, but further studies are needed to deﬁne the climatic and socio-economic conditions
under which the correlations observed herein can be assumed to apply.
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Abstract: In July 2002, lightning strikes ignited over 250 ﬁres in Quebec, Canada, destroying over
one million hectares of forest. The smoke plume generated from the ﬁres had a major impact on air
quality across the east coast of the U.S. Using data from the Medicare National Claims History File
and the U.S. Environmental Protection Agency (EPA) National air pollution monitoring network,
we evaluated the health impact of smoke exposure on 5.9 million elderly people (ages 65+) in the
Medicare population in 81 counties in 11 northeastern and Mid-Atlantic States of the US. We estimated
differences in the exposure to ambient PM2.5 —airborne particulate matter with aerodynamic diameter
of ≤2.5 μm—concentrations and hospitalizations for cardiovascular, pulmonary and injury outcomes,
before and during the smoke episode. We found that there was an associated 49.6% (95% conﬁdence
interval (CI), 29.8, 72.3) and 64.9% (95% CI, 44.3–88.5) increase rate of hospitalization for respiratory
and cardiovascular diagnoses, respectively, when the smoke plume was present compared to before
the smoke plume had arrived. Our study suggests that rapid increases in PM2.5 concentrations
resulting from wildﬁre smoke can impact the health of elderly populations thousands of kilometers
removed from the ﬁres.
Keywords: air pollution; hospitalizations; PM2.5 ; forest ﬁres; global climate change

1. Introduction
Forest ﬁres are known to be a major source of air pollutants [1] on a local and a global scale [2–6].
Each year, combustion products from local and distant wildﬁres impact large populations worldwide [5,
7–13]. The atmospheric pollutant that most consistently increases with biomass smoke from wildﬁres
is suspended ﬁne particulate matter (PM), which is commonly associated with increased mortality and
morbidity [1,4,14–17]. The PM in biomass smoke consists mainly of black carbon (soot and charcoal
particles), organic carbon, sulfates and/or nitrates, potassium carbonate and silica [12,18].
ISPRS Int. J. Geo-Inf. 2014, 3, 713–731; doi:10.3390/ijgi3020713203
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Short-term exposures to ﬁne particulate matter, PM2.5 (airborne particulate matter with
aerodynamic diameter of ≤2.5 μm) have been associated with increased mortality and morbidity in
various communities around the world and in the United States [19–28]. Most studies addressing
health impacts of short-term exposures are related to anthropogenically generated PM, which are
commonly associated with automobile combustion and industrial practices. There has been a limited
but growing body of literature addressing the impact of shorter-term exposure to smoke from forest
and bush ﬁres (referred to as wildﬁres in this paper) [8,9,11,17,29–33]. The majority of these studies
have examined the impact on nearby local communities of exposures to wildﬁre aerosols. Associated
health effects include increased emergency department visits and hospital admissions for chronic
obstructive pulmonary disease (COPD), bronchitis, asthma and chest pain [7,13,15,34–37]. For example,
the San Diego wildﬁre in October 2003 caused the daily 24 h average PM2.5 concentrations to exceed
150 μg/m3 , and was associated with signiﬁcant increases in hospital room emergency room visits
for asthma, respiratory problems, eye irritation, and smoke inhalation [38], and increased eye and
respiratory symptoms, medication use and physician visits in children living in the San Diego area [30].
In Canada, Moore et al. estimated that forest ﬁre smoke in 2003 was associated with excess respiratory
complaints in Kelowna (Kelowna, BC, Canada) area residents [31].
The wildﬁre aerosols have lifetimes on the order of many days [12], which allows transport over
large distances [4,8,11,39]. While it is clear that local populations are affected by wildﬁre events, a
growing concern is the potential health impact on geographically distant populations, speciﬁcally
in susceptible groups such as the elderly. Epidemiologic research has identiﬁed the elderly, who are
more likely to have pre-existing lung and heart diseases, as a population vulnerable to the effects of
short-term exposures to air pollution including ﬁne particles [24,40–50].
In July 2002, a dramatic increase in forest ﬁre activity was registered in the province of Quebec,
Canada [5]. Speciﬁcally, on 7 July 2002 at least 85 ﬁres were burning out of control and destroyed
approximately one million hectares of forest that month. The Canadian Forest Services indicated
that the major causal factors contributing to these ﬁres were a long period without precipitation and
strong winds coming from the north. Lightning and dry conditions sparked ﬁres on 2 July 2002 in two
separate regions southeast of James Bay, which is between 200 and 400 miles north of the U.S. border.
The smoke plume generated from these forest ﬁres had a major impact on air quality across the
east coast of the United States during the ﬁrst week in July 2002 [5,51]. The plume was carried by
strong northerly winds from Quebec across the U.S. border covering a distance that extended from
north of Montreal to northern Virginia and Maryland [5,51]. Satellite images show the plume on 7
July covering parts of New Hampshire, Vermont, and New York, and diffuse and patchy over the
eastern seaboard down to Washington, DC (Figure 1: MODIS satellite image on 7 July 2002 [52]. An
air quality study being conducted in Baltimore, MD at that time reported that the 24-hour PM2.5
concentrations reached 86 μg/m3 on 7 July, resulting in as much as a 30-fold increase in the daily
ambient PM2.5 concentrations [5] during the peak period of haze over the city. On that day, the highest
PM2.5 concentration (338 μg/m3 ) was reported in New Hampshire [51]. In many cities in the region
(such as New York City and Philadelphia), health advisories were issued for residents with espiratory
conditions [53].
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Figure 1. MODIS satellite image taken on 7 July 2002, 10:35 EDT. The red dots mark areas of high forest
ﬁre activity. The black dots represent the centroids of counties used in our analysis.

This transboundary wildﬁre smoke episode offered a unique opportunity to evaluate the
vulnerability of a susceptible population in the United States exposed to smoke generated from
a large-scale wildﬁres more than a thousand kilometers away. In this paper, we assess the relationship
between hospital admissions for individuals 65 years and older and PM2.5 concentrations during July
2002 for U.S. states impacted by the Canadian wildﬁre plume. Unlike previous research that focused
on health impacts on populations living near or relatively close to wildﬁre events, this paper presents
one of the ﬁrst analyses of wildﬁre smoke health impacts to populations living at great distances,
particularly within the U.S., from ﬁres and not previously identiﬁed to be at signiﬁcant risk.
2. Methods
2.1. Study Area
The study population includes 5.9 million Medicare enrollees aged 65 or older, residing in 81
U.S. counties in the northeastern and mid-Atlantic regions of the U.S. (11 states) and in Illinois.
Medicare data included daily health care hospitalization information allowing us to look at changes
in hospitalization rates associated with changes in PM air pollution. The study was restricted to 81
plume affected counties that could provide PM2.5 data at least once every ﬁve days during our study
period. These counties are identiﬁed in Figure 1. The state of Illinois was chosen as a reference area
not affected by the plume for descriptive comparison to the forest ﬁre induced levels of PM2.5 .
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2.2. Data Sources
Daily counts of hospital admissions for June–July 2002 were obtained from billing claims for
the Medicare National Claims History Files. Each billing claim contains the date of admission, age,
sex, place of residence, and cause of hospitalization. Coding for hospitalization is based on the
ninth revision of the International Classiﬁcation of Diseases (ICD-9) [54]. The daily county-speciﬁc
hospitalization rates were obtained by dividing the daily county-speciﬁc admission counts by the
daily county-speciﬁc number of individuals at risk deﬁned as the number of individuals enrolled in
Medicare. The number of individuals at risk, the total Medicare population, varied each day. The daily
counts of each health event within each county were obtained by summing the number of hospital
admissions for each of the diseases considering both primary and secondary diagnoses. This study
was exempt from the Johns Hopkins Bloomberg School of Public Health’s Institutional Review Board
because the data for this study did not involve individual identiﬁers.
The PM2.5 air pollution monitoring data were obtained from the U.S Environmental Protection
Agency Air Quality System [55]. Temperature and dew point temperature data were gathered from the
National Climatic Data Center (NCDC) on the Earth-Info CD database [56]. The analysis was restricted
to the 11 northeastern states affected by the plume [53]. Although, carbon monoxide (CO) is a gaseous
pollutant commonly associated with forest ﬁres, we did not include it in our analysis because only a
quarter of the counties of interest reported CO monitoring data.
2.3. Statistical Analysis
County average PM2.5 values for use in subsequent regression models were obtained using
the geostatistical method known as block kriging. Kriging is a statistical method widely used
in the environmental sciences that produces optimal spatial predictions and in the block kriging
version produces statistically optimal aggregate level estimates based on point level (monitored)
data [57,58]. To implement block kriging, a ﬁne grid is placed over the study area and concentrations
predicted at each grid cell using an ordinary kriging approach. Grid points within a speciﬁc county
are then averaged to provide a single county measure. This allows the more sparsely point monitored
PM2.5 measurements to be optimally estimated at an aggregate county level by spatially borrowing
information from proximal PM2.5 measurements. To improve characterization of spatial dependence (a
crucial step in the kriging process) and to address issues of edge effects in the block kriging procedure,
air monitor values from all inclusive states in the affected region (Figure 1 and including Maine,
Virginia, and West Virginia) were utilized. A similar approach was taken for block kriging county
estimates in the chosen unaffected reference area of Illinois. Kriging was performed with the “gstat”
package in the R Statistical Software [59]. The NCDC weather monitoring network is adequately dense
so that county level temperature and dew point temperature estimates were obtained from averaging
measurements observed at county speciﬁc monitoring stations.
In our primary analysis, we considered speciﬁc cardiovascular and respiratory outcomes that
have been associated in the literature with short-term exposure to PM2.5 . This selection would also
allow for comparability with previous studies. Outcomes considered were grouped in three broad
categories: cardiovascular outcomes (ICD-9 codes (390–459)), respiratory outcomes (460–519) and
injuries (800–849) (selected as our control outcome).
In our secondary analysis we targeted speciﬁc cardiovascular and respiratory outcomes, that
represent endpoints more often associated with acute impacts of short-term exposures to PM2.5 in the
general population [26,60]: hypertensive disease (401–405), myocardial infarction (410), ischemic heart
disease (410–414), acute pulmonary heart disease (415), acute heart disease (410–425), heart rhythm
disturbances (426–427), heart failure (428), stroke (430–438), peripheral vascular disease (440–448),
and asthma (493), chronic obstructive pulmonary disease (COPD) (490–492, 496), respiratory tract
infections (RTI) (464–466, 480–487) and acute respiratory tract infections (460–466) (Table 1).
Satellite imagery and back-trajectory modeling showed that the smoke plume covering the
northeastern states on 6–8 July 2002, a Saturday, Sunday, and Monday [5] originated from Province of
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Quebec. Thus we deﬁned 6–8 July 2002 as our haze period, when air pollution was also at its highest
and compared it to a control non-haze period, corresponding to the same days of the preceding week
(29, 30 June and 1 July 2002). We chose not to include the same days in the following week as part
of the control because of potential persisting effects in the post-haze period [19] The same days of
the week were used in this fashion to minimize potential time-varying confounding effects, such as
might be expected for weekday versus weekend. Within our period of interest, we observed a total
of 5772 for all respiratory hospital admissions, and 18,316 hospital admissions for all cardiovascular
hospital admissions.
Table 1. Diagnosis Categories.
Reason for Hospital Admission

ICD-9 Codes

Respiratory Outcomes
Chronic Obstructive Pulmonary Disease (COPD)
Asthma
Respiratory Tract Infections
Cardiovascular Outcomes
Cerebrovascular Disease
Heart Failure
Stroke
Peripheral Vascular Disease
Myocardial Infarction
Ischemic Heart Disease
Heart Rhythm Disturbances
Heart Disease
Other Heart Disease
Hypertension
Injury

(460–519)
(490–492, 496)
(493)
(464–466, 480–487)
(390–492, 496)
(430–438)
(440–448)
(410)
(410–414)
(426–427)
(426–428)
(46–427)
(426–428)
(420–425, 428)
(401–405)
(800–849)

To assess the impact of exposure to PM2.5 during the haze period on hospitalization rates for the
outcomes of interest, we linked billing claims from Medicare with daily concentrations of PM2.5 by
county of residence for the Medicare enrollees [60,61] and employed Poisson regression. Regression
inference was based on a generalized estimating equation approach (GEE) [62] to account for the
possibility of residual temporal autocorrelation in the county-speciﬁc hospitalization rates. We assumed
an independent working correlation structure for the county-speciﬁc daily hospitalization rates, which
assumes that the correlation between daily rates decreases with time.
ܿ

ܿ

We let ܻ ݐand ߤ ݐbe the observed and expected daily number of cause-speciﬁc hospitalizations,

ܰ ܿݐbe the number of people at risk on day t in county c, ܺ ܿݐbe the daily average PM

ܿ

2.5

for county c, ܶݐ



ܿ
and  ݐܦthe daily average temperature and dew point temperature for county c. We ﬁt the following

log-linear regression model:

ሺߤ ܿݐሻ ൌ ߚͲ  ߚͳ ܺ ܿݐ ߚʹ ܲ ܿݐ ߚ͵ ܶ ܿݐ ߚͶ  ܿݐܦ ሺܰ ܿݐሻ
ܿ

(1)
ܿ

ሺܰ ݐሻrepresenting
with ܲ ݐan indicator variable representing haze versus non-haze period and ༌
the regression offset. The parameter β1 denotes the log relative risk of cause-speciﬁc hospitalization
associated with one unit (μg/m3 ) increase in daily average PM2.5 (block kriged county estimates)
adjusted for temperature and dew-point temperature. The parameter β2 denotes the increase in log
relative rate of hospitalizations during the haze period compared to that during the non-haze period.
To account for potential delays in disease incidence after exposure, we also explored single lag
models, where we substitute

ܿ
ߚͳ ܺݐെ݈


ܿ

ߚܺ
in the county-speciﬁc model (1) for ͳ  ݐ, where l = 0, 1, 2
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ܺܿ 

days and ݐെ݈ is the PM2.5 concentration for county c on day t at a lag of l days [63]. A lag of 0
days corresponds to the association between PM2.5 concentrations on a given day and the risk of
hospitalization on the same day. We also applied distributed lag models [64,65] to estimate the relative
risk of hospitalization associated with cumulative exposure over the current day and the previous
two days. The distributed lag models are obtained by substituting
ܿ
ߚͳ ܺݐെ݈


ܿ
σʹ݅െͲ ߚͳ ܺݐെ݈

in the county-speciﬁc
ܿ

ܿ

model (Equation (1)) for
. Models with a PM2.5 by haze period interaction ߚͷ ܺ ݐܲ ݐwere also
considered allowing for the relative risk of hospitalizations associated with PM2.5 exposure to change
during the haze period compared to the non-haze period.
3. Results
Smoke from wildﬁres in the Quebec region of Canada drifted over the Northeastern and
Mid-Atlantic region of the United States on 6–8 July 2002 blanketing much of the area (Figure 1).
Figure 2 shows the region wide average daily PM2.5 concentrations for the two months surrounding
this event from both the affected area and unaffected reference area of Illinois, which are shown to
have similar ambient PM2.5 concentrations. However, during the identiﬁed haze period we observe
a substantial spike in PM2.5 only in the affected region. The daily averages shown Figure 2 were
obtained using 10% trimmed mean to average across monitors after correcting for yearly averages for
each monitor; an accepted approach for summarizing longer times series and larger geographic areas
of air pollution data [55]. Missing concentrations were imputed using a natural spline interpolation
method that accounts for the daily seasonality in PM2.5 .

Figure 2. Countywide daily mean PM2.5 (μg/m3 ) in the affected and unaffected regions from 1 June to
31 Jul 2002.

Figure 3 displays for the affected region the spatial distribution in county speciﬁc average PM2.5
concentrations (estimated via block kriging) as being substantially higher for days in the haze period
compared to the same days in the preceding non-haze period. Table 2 presents summary statistics
for these estimated county speciﬁc PM2.5 concentrations in the affected states and the chosen Illinois
reference area during the haze and non-haze periods. The average countywide PM2.5 concentrations
for 6–8 July 2002 were signiﬁcantly higher (p-value < 0.001) in the haze period (mean 53.0 μg/m3 ,
standard deviation SD = 25.0), compared to non-haze period (mean 21.5 μg/m3 , SD = 10.3 for the
affected states. No signiﬁcant difference in average countywide PM2.5 was found in the unaffected
reference area of Illinois between the same haze and non-haze periods.
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Figure 3. County level block kriged estimated mean PM2.5 (μg/m3 ) for the 81 affected counties in
non-haze and haze periods. Top Row: Control period between 29 June–1 July designated as non-haze
period. Bottom Row: Haze period between 6–8 July.
Table 2. Summary statistics for the block kriged estimated county average PM2.5 (μg/m3 ) for the
plume affected area and Illinois reference area both stratiﬁed by the haze and non-haze periods. Data
were pooled over the three days comprising both the haze and non-haze periods.
Summary Statistics
Min
25th %tile
Median
Mean
75th %tile
Max
SD

Affected Region

Unaffected Region (IL)

Haze

Non-Haze

Haze

Non-Haze

17.6
35.6
43.1
53.0
69.1
127.7
25.0

7.0
13.7
22.6
21.5
25.3
43.7
10.3

12.2
16.0
20.7
22.4
29.7
33.0
7.2

15.2
19.0
20.7
20.8
22.1
28.4
5.0

Regression results for the parameter of interest, β2 from model (1) representing the increase in log
relative rate of hospitalization comparing the haze to non-haze period, are presented in Table 3. Results
listed in Table 3 are for (exp(β2 ) − 1) × 100% representing the percent change in admissions for the
three primary outcome categories, all respiratory, all cardiovascular, and the selected control outcome
injury. Compared to the non-haze period, this Medicare population had a 49.55% (95% conﬁdence
interval (CI): 29.82–72.29) signiﬁcantly increased rate for respiratory related hospitalizations and a
64.93% (CI: 44.30–88.51) signiﬁcantly increased rate for cardiovascular related hospitalizations during
the haze period compared to the non-haze period, adjusting for weather and PM2.5 on the same day
(lag 0 model). For the chosen control outcome there was no signiﬁcant increase in the rate of injury
related hospitalizations between the haze and non-haze periods. Single and distributed lag model
results show similar signiﬁcant increases in respiratory and cardiovascular related hospitalizations
although not as high as the lag 0 models.

209

ISPRS Int. J. Geo-Inf. 2014, 3, 713–731

Table 3. Percent change in hospital admissions for the haze period compared to the non-haze period in
the affected region controlling for PM2.5 , temperature, and dew point. Bolded model lag types denote
signiﬁcant change in hospital admissions at the 0.05 level.
Hospitalization Codes

PM2.5 Model Lag

Percent Change

95% Conﬁdence Interval

Lag 0

49.55

(29.82, 72.29)

Lag 1
Lag 2
Dlag1
Dlag2

21.14
23.36
30.20
6.48

(2.69, 42.90)
(10.20, 38.10)
(7.66, 57.46)
(−14.63, 32.81)

All Cardiovascular

Lag 0
Lag 1
Lag 2
Dlag1
Dlag2

64.93
36.06
49.28
33.85
8.31

(44.30, 88.51)
(18.43, 56.32)
(34.39, 65.81)
(12.45, 59.33)
(−13.89, 36.24)

Injury

Lag 0
Lag 1
Lag 2
Dlag1
Dlag2

3.04
10.97
13.23
0.37
−6.04

(−21.31, 34.92)
(−14.04, 43.27)
(−5.64, 35.89)
(−25.69, 35.55)
(−30.50, 27.02)

All Respiratory

The effect of the forest ﬁre seemed to have a slightly greater impact on cardiovascular than
respiratory admissions, a ﬁnding contrary to other studies [20,21], which found a higher impact on
respiratory admissions than cardiovascular admissions. This may be because of over classiﬁcation
with the use of both primary and secondary discharge codes. However, an increase in cardiovascular
and respiratory hospitalizations is consistent with the literature [8,16,24,50,66], though some literature
has shown no increase in cardiovascular hospitalizations [2–21] or mortality [67].
Figure 4 displays the percent increase in hospital admissions for the haze period compared to the
non-haze period in the affected region for all speciﬁc diagnoses of interest with single and distributed
lag models. Percent increases in hospitalizations were signiﬁcantly higher for same day models
in all diagnosis groups except for respiratory tract infections, cerebrovascular disease, stroke, and
myocardial infarction. For one-day lag models, COPD, heart rhythm disturbances, other heart disease,
and hypertension were all signiﬁcant. The largest change in hospitalization was observed on same day
lag models; the magnitude of the effect decreases with increasing inclusion of lag effects. Some of the
diagnostic codes, such as asthma, have a low prevalence in hospitalizations and may be more difﬁcult
to detect a change in rates of hospitalizations.
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Note: Percent increase in admissions for the haze period compared to the non-haze period.
Figure 4. Percent change and 95% CI in hospital related admissions for the haze period compared to
the non-haze period in the affected region controlling for PM2.5 , temperature, and dew point.

Models with the additional PM2.5 by haze period interaction term did not reveal consistent or
signiﬁcant results for this interaction effect across many of the outcomes considered (results not shown)
suggesting the PM2.5 effect not to be the statistically different during the haze and non-haze periods.
Results did however continue to reveal the strong signiﬁcant increase in hospitalizations for the haze
period compared to the non-haze period. The lack of evidence supporting a change in PM2.5 associated
relative risk of hospitalizations during the haze period compared to the non-haze period (PM2.5 by
haze period interaction) could be due to a combination of several factors including; PM2.5 from wildﬁre
sources not any more toxic than non-wildﬁre sources, the fact that the haze period happened to include
both a weekday and the weekend possibly confounding exposure or that there are other drivers of
hospitalizations during the haze period that is not entirely explained by PM2.5 [68]. Although other
studies have shown that wildﬁre PM is at least as toxic as urban PM [66,68]. Sensitivity analysis
was performed increasing the haze period to ﬁve, seven, and nine days surrounding 7 July 2002 as
well as lagging the haze period when considering models with a lagged PM2.5 exposure. Results
differed quantitatively, however the overall qualitative interpretations remained consistent. As such
all reported and interpreted regressions results were based on model (1) with the predeﬁned three-day
haze period.
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4. Discussion
With the Medicare National Claims History, National Climatic Data Center’s weather data, and
EPA’s National Monitoring Network, we conducted an opportunistic study of the effects of wildﬁre air
pollution from the Province of Quebec on the health of the elderly population stretching between New
York and the District of Columbia.
The selection of our outcome categories was informed by several considerations. Acute exposure
to PM may exacerbate existing pulmonary disease [69–72]. Because COPD is a substantial risk factor
for cardiovascular mortality and morbidity [73–76], air pollution exposure may also contribute to
cardiovascular risk through exacerbation of COPD symptoms.
We considered several speciﬁc cardiovascular and respiratory outcomes that are impacted by
inﬂammatory processes, such as myocardial infarction, stroke, and asthma. The short term effects of
exposure to high levels of air pollution are likely to cause inﬂammatory responses in the lung and
release of cytokines with local and systemic consequences [24,77]. Acute effects of PM exposure have
also been shown to increase plasma viscosity [25,78].
The log-linear model we used to estimate associations between day-to-day variations in PM2.5 (at
various lags) and day-to-day variations in the county-level hospitalization rates is typical of time-series
analysis [79]. The advantage of the time-series approach is that confounding by individual-level
covariates, such as smoking, is not an issue. However, factors that vary with daily pollution exposure,
such as weather and co-pollutants, are likely to be confounders in these studies. Time-series analyses
typically include nonlinear terms for weather and season [60,63]. One advantage of examining the
effects of abrupt increases in PM2.5 concentration over a short period of time is that it is unlikely that
our analyses were confounded by any seasonal pattern unaccounted for in the model.
Our study focused on a population of interest, the elderly, using a nationally available database
of health claims. In interpreting the ﬁndings of our analysis, considerations need to be given to the
inherent limitations of the data analyzed. Information in the Medicare database is prone to bias due to
inaccuracy of claims coding for speciﬁc diagnoses [80–83]. In an attempt to reduce misclassiﬁcation for
outcomes of interest, we used primary and secondary diagnosis codes to identify records for inclusion.
In addition, the ambient air pollution data from administrative databases such as EPA’s National
Monitoring Network, which have been created for regulatory purposes, only provide limited spatial
and temporal coverage. This is an issue typical of air pollution studies relying on publicly available
datasets. Also, during the short period when the plume affected the northeast U.S. (three peak days) the
number of hospitalizations recorded was small compared to that observed in larger scale time-series
studies. The small numbers of hospitalization counts and the limited exposure data reduces the power
of our study.
In common with all studies examining the relationship between exposure to air pollution
and health that depend on ambient air quality data, our study ﬁnding may be biased because of
exposure misclassiﬁcation. In our study all individuals were assumed to be exposed similarly to the
corresponding ambient PM measured at EPA monitoring sites. However, some people may have
listened to the health advisories (like the ones in New York and Pennsylvania, USA) and retreated
indoors during the event. Although, as shown by Sapkota et al., some indoor environments were
substantially impacted by the elevated ambient PM2.5 due to this event [5], the use air conditioning
may also have ameliorated the indoor exposure [84].
Wildﬁres have rapid and substantial impacts on local air quality that elevate ambient PM
concentrations well above the norm. The impact of this increased pollution on the health of local
populations has been well documented [9,11,13,17,29,30,85–87]. For example, Duclos et al. showed a
40% and 30% increase in number of local emergency room visits for asthma and COPD respectively,
during 1987 forest ﬁres in northern California [13]. While composition of wildﬁre smoke has been
shown to inﬂuence smoke related health outcomes [16], reliance on PM concentrations is common for
regional studies because of the ﬁre plume components it is most consistently elevated during smoke
events, as opposed to other attributed components like carbon monoxide or nitric oxide [5,32].
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Increases in wildﬁre activity have been linked to warmer spring and summer temperatures
resulting from climate change and long-accumulated stocks of combustible vegetation [88,89]. In
addition, climate models predict an increase in rising temperatures and regional drying will result in
an increase in wildﬁre activity. Regions like the western U.S. can expect to see considerable increase in
wildﬁre activity [90]. These wildﬁres may have signiﬁcant impacts on future air quality and on the
health of populations susceptible to the effects of air pollution even those living at a great distance.
Our approach is replicable on a larger scale for estimating the health effects of large pollution events
resulting from biomass burning over large distances.
5. Conclusions
This research adds to the growing body of literature demonstrating the signiﬁcant impact of
transboundary air pollution on public health. Short-term increases in PM2.5 concentrations due to the
Canadian forest ﬁres in the Province of Quebec show a consistent signiﬁcant increase in respiratory
and cardiovascular hospital admissions for the elderly across the east coast of the U.S. as far south
as Washington D.C. These results highlight the public health implications of long-range transport of
wildﬁre-related air pollutants, and raise awareness of the health costs that may be associated with
exposures to pollutants generated at remote locations. Preparedness planning by public health and
clinical communities is needed to ensure a rapid and adequate response to the challenges that a large
wildﬁre event poses to the health care emergency system. This is especially important as these events
are expected to increase as a consequence of global climate change. Knowledge of the potential health
risks of wildﬁre smoke can be translated into local action and used in risk prevention decisions and risk
communication such as: educating vulnerable groups of taking their prescribed medication, preparing
emergency rooms for an inﬂux of patients with respiratory and cardiac conditions, and advising
affected populations on how best to limit their exposures to the smoke.
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Abstract: Health and development are intricately related. Although India has made signiﬁcant
progress in the last few decades in the health sector and overall growth in GDP, there are still
large regional differences in both health and development. The main objective of this paper is to
develop techniques for the prediction of health indicators for all the districts of India and examine
the correlations between health and development. The level of electriﬁcation and district domestic
product (DDP) are considered as two fundamental indicators of development in this research. These
data, along with health metrics and the information from two nighttime satellite images, were used to
propose the models. These successfully predicted the health indicators with less than a 7%–10% error.
The chosen health metrics, such as crude birth rate (CBR) and maternal mortality rate (MMR), were
mapped for the whole country at the district level. These metrics showed very strong correlation
with development indicators (correlation coefﬁcients ranging from 0.92 to 0.99 at the 99% conﬁdence
interval). This is the ﬁrst attempt to use Visible Infrared Imaging Radiometer Suite (VIIRS) (satellite)
imagery in a socio-economic study. This paper endorses the observation that areas with a higher
DDP and level of electriﬁcation have overall better health conditions.
Keywords: health GIS; health atlas; development; geospatial technology; nighttime lights; satellite
earth observation; remote sensing; modelling; public health

1. Introduction
Health and economic development go hand in hand. Health planning has been an integral part
of socio-economic planning in India since its independence [1]. There have been recommendations
from health committees over the years, which were translated into health policies [2]. Along with this,
India has also progressed in the world economy. The per capita GDP of the country has increased
from around U.S. $142 in 1950–1951 to around U.S. $720 in 2010–2011 (values at 2004–2005 constant
prices) [3].
For the past 30 years, the country has made signiﬁcant improvement in the infrastructure in
the health sector, with achievements, such as the eradication of communicable diseases, including
polio [3]. However, the health sector has often been one of the neglected areas in India’s planning
scenario [4]. India is one of the countries with the lowest public spending in the health sector [5]. At
the beginning of the last decade (2000), only one percent of the GDP in India was dedicated to the
health sector [4]. In 2013, the public expenditure in health sector stands at 1.1% of the GDP [5]. There
is a rise of unregulated private healthcare facilities in the country [4], and over 70% of the healthcare
expenditure is out-of-pocket expenditures [5]. All these factors have led India to lose around 6% of its
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www.mdpi.com/journal/ijgi

ISPRS Int. J. Geo-Inf. 2014, 3, 693–712

GDP every year to premature deaths and preventable diseases [5], with the country accounting for
21% of the global burden of diseases.
In order to use economic development to improve the health of its population, there is a need for
disaggregated data to support planning and policy in the health sector. State-level data often mask out
the districts deserving special attention for healthcare development. As a result, the Registrar General
of India formulated the plan for Annual Health Survey in 2005. This was planned to be conducted
from 2010–2013 in nine selected states of India with the highest rate of population growth. These are:
Bihar, Jharkhand, Uttar Pradesh, Uttarakhand, Madhya Pradesh, Chhattisgarh, Orissa, Rajasthan and
Assam. However, this survey was mainly undertaken by means of household interviews across 284
districts (administrative units that make up an Indian state) by enumerators. Secondly, due to the
constraints of the vastness of the states along with the differences in the socio-economic conditions, it
was conducted on a sample of a population of 20.1 million from 4.1 million households.
The main objective of this paper is to predict health indicators at the district level for the whole
of India. Correlations were examined between health indicators (obtained from the Annual Health
Survey (AHS) Reports) and development metrics (percentage of houses with access to electricity and
district domestic product (DDP)). The information from two nighttime satellite images were used
along with these data to propose models. Unlike previous works by the authors [6,7], this research
takes into account the development indicators along with the information from satellite images as
predictor variables to prepare the models. The models successfully predict the health indicators with
high accuracy (less than 7%–10% error). Health metrics, such as crude birth rate and maternal mortality
rate, demonstrated strong correlations with development metrics, with correlation coefﬁcients ranging
from 0.92 to 0.99 at the 99% conﬁdence interval.
The paper is divided into three parts. The ﬁrst part examines the correlations between DDP and
the level of electriﬁcation with the health indicators. Part two of the paper focuses on building the
models, and the ﬁnal part prepares the health atlas of India and establishes the correlation between
health and development.
2. Study Area
The ﬁrst part of this study was based on all the districts of Bihar, Jharkhand, Uttar Pradesh,
Uttarakhand, Madhya Pradesh, Chhattisgarh, Odisha, Rajasthan and Assam. In the second part,
models were proposed to predict the health indicators using the data from the ﬁve states of Assam,
Bihar, Jharkhand, Odisha and Rajasthan (142 districts). Data on DDP was freely available for these ﬁve
states. The models were ﬁnally used to predict health indicators for all the districts of India.
3. Data Used
The current study used satellite images, as well as data from the Indian census, Indian Annual
Health Survey and Indian Economic Survey.
Two kinds of satellite images captured at night were used in this research. The ﬁrst image was
obtained from F18 DMSP-OLS satellite in 2010. The stable light product of the satellite was used in
this paper. These products were created by compositing the cloud-free orbital sections in the centre
half of the swath, with no sun and moonlight present [8]. This was followed by a process of the
ﬁltering of noise and transient light sources, such as ﬁres. The grid cell size of these images was 30
arc seconds or 1 square kilometre at the equator [8]. However, the bright areas, such as urban cores,
were saturated in these images, and variations in the distribution of radiance within these areas were
indiscernible. The second nighttime image was captured in 2011 by the Visible Infrared Imaging
Radiometer Suite (VIIRS) instrument on board the Suomi National Polar Partnership (SNPP) satellite.
NASA and NOAA launched this satellite jointly in 2011 [8]. The data composites were generated
using VIIRS day/night band (DNB) data collected on nights with zero moonlight. Cloud screening
was done based on the detection of clouds in the VIIRS M15 thermal band [8]. The original radiance
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values have been multiplied by a billion, and thus, the units of radiance obtained from the images are
nano-Watts/cm2 /sr [9].
Data on the percentage of households with access to electricity and the total population of the
districts were obtained from the Indian census, 2011. The data on health indicators was obtained from
the second round of Annual Health Survey Bulletins, 2011–2012. These data were collected for the nine
states of Assam, Bihar, Chhattisgarh, Jharkhand, Orissa, Madhya Pradesh, Uttar Pradesh, Rajasthan
and Uttarakhand. District Domestic Product information was obtained from the Economic Survey
reports of the respective states. The DDP data at the base price of 2004–2005 was used in this study.
The DMSP-OLS sensor has captured images of the Earth at night for more than 40 years. The data
has been widely applied in different research studies. It has been used to estimate the population of
the countries of the world [10–12] and in estimating population without access to electricity [13]. The
ﬁrst global map of the GDP purchasing power parity (GDP-PPP) [14] and gas ﬂares [15] used radiance
calibrated DMSP-OLS data to map urban and suburban extent around cities [16,17]. At the smaller
spatial scale, the DMSP-OLS dataset was used to estimate population and other socio-economic metrics
for the state of Maharashtra in India [7,18–21] and GDP estimates [22].
The VIIRS satellite sensor has a similar polar orbit to the DMSP-OLS image and a swath of 3000
km. It also has the same spectral band pass as the DMSP-OLS low-light imaging band (0.5–0.9 um).
The DMSP-OLS, however, has an overpass time of around 19:30, while the VIIRS passes after midnight
around 01:30 [9].
The VIIRS data is relatively new [23] and has been mainly used for nocturnal detection and
characterization of combustion sources, such as emissions from gas ﬂares, biomass burning, industrial
sites and volcanoes [24,25].
4. Method
4.1. Step I: Satellite Image Processing
The DMSP–OLS satellite image for 2010 is an eight-bit image with pixel values ranging from 0–63,
while the VIIRS image is a 14-bit image. In both of the images, the areas with persistent lights have
higher pixel values. These correspond with higher population areas on the surface and act as surrogate
maps of cities and towns. Subsets of each of the nine states were taken from the satellite images.
This was followed by image geometric correction and image enhancement. The DMSP-OLS images
were re-projected from the World Geographic System (WGS) Projection to the Lambert Conformal
Conic Projection with the datum, WGS 1984. The DMSP-OLS images were contrast-enhanced, and a
standard deviation stretch was applied. The average stable light from the DMSP-OLS image and the
mean radiance from the VIIRS image for each district in the states was calculated using the Arc Info
software package.
4.2. Step II: Processing of Secondary Data Sources
Analyses began with the calculation of the mean of the health metrics, the percentage of houses
with electricity and the DDP for each state. The Annual Health Survey includes crude birth rate
(CBR), crude death rate, natural growth rate, infant mortality rate (IMR), neo-natal mortality rate,
post-neo-natal mortality rate, under ﬁve mortality rate, the gender ratio at birth, the gender ratio (0–4
years), maternal mortality rate (MMR) and the gender ratio of maternal and non-maternal mortality
rates. These maternal and non-maternal mortality rates were available only for regional subdivisions
within a state and not for each district [26].
In order to examine the nature of the distribution of the health indicators over the states, statistical
tests for a normal distribution were conducted. Histograms were plotted to graphically assess the
distribution of these metrics. In addition to this, skewness and kurtosis were also calculated. Skewness
is a measure of symmetry in the data, while kurtosis refers to the peakiness of the data distribution.
In order to calculate whether the value of zero for both skewness and kurtosis lie within the 95%
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conﬁdence interval, the z-scores of skewness and kurtosis were calculated. In a perfectly normal
distribution, the values of skewness and kurtosis are zero. An absolute value of these scores greater
than 1.96 is signiﬁcantly different from the normal distribution at more than the 95% conﬁdence
interval. Therefore, all the variables with z-scores less than 1.96 are normally distributed. The results
of the distribution helped in the selection of health metrics for modelling.
Table 1 shows the mean, standard deviation, skewness, kurtosis and the z-scores of skewness and
kurtosis. It was observed that only IMR and under 5 mortality rate (U5MR) have a normal distribution
(z-scores less than 1.96).
Table 1. Skewness and kurtosis of health metrics. CBR, crude birth rate; IMR, infant mortality rate;
MMR, maternal mortality rate.
Statistics

N

Vaild
Missing

Mean
Std. Deviation
Skewness
Std. Error of
Skewness
Kutosis
Std. Error of
Kutosis
Z
score_skewness
Z
score_kutosis

CBR

CDR

IMR

Neo-Natal
Mortality Rate

Under 5 Mortality
Rate

MMR

Gender Ratio

284
0
23.992
3.8667
0.384

284
0
7.571
1.5036
0.376

284
0
58.458
13.9609
0.039

284
0
39.479
11.2543
0.382

284
0
78.595
20.0106
0.087

284
0
279.557
62.9007
0.339

284
0
954.197
66.6693
1.113
0.145

0.145

0.145

0.145

0.145

0.145

0.145

0.941

−0.084

0.409

0.145

0.432

−0.010

2.037

0.288

0.288

0.288

0.288

0.288

0.288

0.288

2.65619438 2.59710546 0.2691124

0.639865406

0.604767764

2.34790618

7.695079608

3.26451241 −0.2899202 1.41850337

0.503650003

1.500358571

−0.03550822 7.069284246

Table 2. Skewness and kurtosis of health metrics (log normal).
Statistics

N

Vaild
Missing

Mean
Std. Deviation
Skewness
Std. Error of
Skewness
Kutosis
Std. Error of
Kutosis
Z
score_skewness
Z
score_kurtosis

CBR

CDR

IMR

Neo-Natal
Mortality Rate

Under 5 Mortality
Rate

MMR

Gender Ratio

284
0
3.165
0.1623
−0.198

284
0
2.005
0.1999
−0.133

284
0
4.037
0.2628
−1.044

284
0
3.633
0.3029
−0.665

284
0
4.328
0.2814
−1.026

284
0
5.608
0.2298
−0.271

284
0
6.859
0.0678
0.845
0.145

0.145

0.145

0.145

0.145

0.145

0.145

0.300

−0.269

2.381

1.294

2.204

-0.148

1.288

0.288

0.288

0.288

0.288

0.288

0.288

0.288

−4.586206897

−7.075862069

−1.868965517 5.827586207

4.493055556

7.652777778

−0.513888889 4.472222222

−1.365517241−0.917241379 −7.2
1.041666667 −0.9340277788.267361111

In order to reduce the peakiness and to increase the symmetry of the data, the metrics were
converted to logarithmic values. Logarithmic values to base “e” or “log-normal” values were calculated.
This signiﬁcantly improved the results. After converting to log values, it was observed that CBR, CDR
and MMR were normally distributed (Table 2).
In the next stage, correlations between the health metrics and the development indicators
(percentage of households with electricity and DDP) were obtained. The correlations of these metrics
with the average stable light and the average radiance were also calculated. On the basis of the results
from these correlations, CBR and MMR were selected for further analyses and modelling.
4.3. Step III: Models
In order to prepare the health atlas of India (maps of health metrics for the districts of the country),
multiple regression models were proposed. Due to the availability of DDP information over ﬁve
states, models were calculated on the data from those states. They include the states of Assam, Bihar,
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Jharkhand, Odisha and Rajasthan (142 districts). One hundred districts were randomly chosen to build
the models, and the results were validated over 42 withheld districts. Models were also prepared to
predict DDP. This model was used to predict DDP for the districts of India for which the data was
not available.
4.4. Step IV: Preparing the Atlas
Using the models, CBR and MMR were predicted for all the districts of India. A strong correlation
was noted between predicted data and the percentage of households with electricity and DDP for
all the districts. Correlation coefﬁcients of more than 0.92 at the 99% conﬁdence between the health
metrics and the development indicators were observed.
5. Health and Development
5.1. Health Status in India
India displays a complex picture in the health sector. There are large regional variations of health
indicators within the country. The health indicators of some of the southern states, such as Kerala and
Tamil Nadu, are comparable to those of developed countries [27]. However, states, like Uttar Pradesh,
Madhya Pradesh, Bihar, Jharkhand, Chhattisgarh and Odisha, have lagged behind in overall progress
in health sector [27]. These are the most populated states in the country, with more than 50% of the
total population living in these areas. Moreover, 70% of infant deaths and 62% of maternal deaths for
the country are recorded from these regions [26].
The Millennium Development Goals (MDGs) proposed by United Nations in the UN Millennium
Summit [28] helped in formulating the template health infrastructure of the country. The health-related
MDGs include poverty and hunger (MDG 1), child health and immunization (MDG 4), maternal
and reproductive health (MDG 5), HIV/AIDS, malaria and other diseases (MDG 6), environment
sustainability (MDG 7) and global partnership for development (MDG 8) [29]. The Indian government
has asserted its commitment to the achievement of these goals [27]. The progress of the country towards
the MDGs is tracked by a system of sample registrations in India. This is a state- and national-level
system designed to collect data on fertility and mortality [30].
IMR is a measure of the number of deaths of infants less than one year of age. The highest IMR
in India is found in the state of Madhya Pradesh, while the lowest is found in Kerala. Kerala (12)
and Tamil Nadu (28) have already achieved the Millennium Development Goal (MDG) IMR target of
28 [30]. Closely following are the states of Delhi (33), Maharashtra (31) and West Bengal (33). The IMR
in India has declined by 30 points in the last 20 years, with an annual average decline of 1.5 points [30].
The maternal mortality ratio (MMR) measures the number of women aged 15–49 years dying due to
maternal causes per 100,000 live births [30]. There is a decline in MMR of about 17% for the whole of
India over the last decade. The states of Tamil Nadu, Kerala and Maharashtra have reached the MDG
MMR target of 109. The states of Andhra Pradesh, West Bengal, Gujarat and Haryana are close to the
target [30].
Table 3 shows the health indicators for the nine states of India as recorded in the AHS. CBR,
deﬁned as the ratio of the number of live births in a year to mid-year population multiplied by 1000 [26],
is highest for the state of Bihar (26.3). IMR and the under-ﬁve mortality rate is highest for the state of
Uttar Pradesh and lowest for Jharkhand. Uttarakhand has the best gender ratio, with 995 females per
1000 males.
There are also intra-state variations of these metrics. For example, in Uttar Pradesh, the highest
CBRs (more than 40) are found in the districts of Shrawasti, Siddharthnagar and Balrampur. In Assam,
15 districts have CBRs ranging from 15–22. In Bihar, the CBR ranges from 21–32, with the majority of
the districts having 24–26 CBRs. The district of Bageshwar of Uttarakhand has the lowest CBR. IMR is
the highest for the districts of Shrawasti and Faizabad of Uttar Pradesh, Balangir of Odisha and Panna
of Madhya Pradesh. These districts have IMR values of more than 90. The lowest IMR (20) is noted
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in the districts of Pithoragarh, Almora and Rudraprayag of Uttarakhand. MMR is the highest (more
than 435) for the districts of Faizabad, Barabanki and Ambedkar Nagar of Uttar Pradesh. The lowest
MMR is recorded in the districts of Rudraprayag, Chamoli and Dehra Dun of Uttarakhand. Overall,
the state of Uttarakhand displays better heath indicators compared to the other states considered in
the AHS survey.
Table 3. Health indicators of nine states as obtained from the Annual Health Survey (AHS) Second
Round Survey, 2011–2012.
State
Assam
Bihar
Chhatisgarh
Jharkhand
Madhya
Pradesh
Odisha
Rajasthan
Uttar
Pradesh
Uttarakhand

CBR

CDR

IMR

Neo-Natal
Mortality Rate

Under 5 Mortality
Rate

MMR

Gender Ratio

21.3
26.3
23.5
23.3

7.1
7
7.4
5.8

57
52
50
38

38
34
35
24

75
73
66
55

347
294
263
267

959
951
970
944

24.8

7.8

65

43

86

277

916

19.8
24.4

8.2
6.4

59
57

39
38

79
76

237
264

995
929

25

8.4

70

50

92

300

944

18.2

6.4

41

29

50

162

995

5.2. Rate of Electriﬁcation in India
Access to modern sources of energy is one of the key factors of development. In 2011, the
major source of energy in the Indian states was electricity. It accounted for 51% of the total energy
consumption [31], followed by coal and lignite (25%) and crude petroleum (20%). The domestic
sector accounted for the highest contributor to the electricity consumption. The growth in the
consumption of electricity in this sector was 15.91% between 2009–2010 and 2010–2011. However,
marked regional disparities in the level of electriﬁcation are noted within the country. More than
90% of the households have access to electricity in the states of Gujarat, Haryana, Sikkim, Punjab,
Himachal Pradesh, Chandigarh and the southern states of Kerala, Andhra Pradesh, Tamil Nadu and
Karnataka [32]. Almost all the households (more than 99%) in the National Capital Territory of Delhi
and the Union Territories of Lakshadweep and Daman and Diu use electricity as the major source of
energy for lighting [32]. In contrast, a state, like Bihar, has only 16.4% of its households with access to
electricity. The distribution of electricity is slightly better in the states of Uttar Pradesh (36.8%), Assam
(37.1%), Odisha (43%), Jharkhand (45.8%), Rajasthan (67%) and Madhya Pradesh (67.1%) [32].
Figure 1 shows the nature of the distribution of electricity in the states of: (i) Assam; (ii) Bihar; (iii)
Chhattisgarh; (iv) Jharkhand; (v) Odisha; (vi) Rajasthan; (vii) Madhya Pradesh; (viii) Uttar Pradesh;
and (ix) Uttarakhand. Of these nine states, on an average, Uttarakhand has 85.13% of households with
access to electricity followed by the states of Chhattisgarh (71.68%), Madhya Pradesh (66.26%) and
Rajasthan (64.95%). Odisha has just about 40% of households using electricity as the main source of
power supply. The lowest level of electriﬁcation is found in the state of Bihar, where only 16% of the
households use electricity as their domestic power source.
District-level variations in the rate of electriﬁcation are also observed within these nine states.
In Assam, the districts of Dibrugarh, Jorhat and Tinsukia have more than 50% of households with
electricity. The districts of North Cachar Hills, Sibsagar, Nalbari, Kamrup, Goalpara, Cachar and
Golaghat have a level of electriﬁcation of more than 35%. The district of Dhubri alone has less
than 20% of households with electricity access. In Bihar, more than 57% of the households have
access to electricity, only in the capital district of Patna. The rest of the districts have a less than 35%
electriﬁcation rate. On the contrary, more than 50% of the districts of Chhattisgarh have higher than
80% of households using electricity as the main source of power. The district of Janjgir-Champa in
Chhattisgarh has an electriﬁcation rate of around 90%. A similar kind of electriﬁcation is also found
in the state of Uttarakhand. Ten out of 13 districts have more than 80% of households with access
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to electricity, the highest being found in the capital of Dehradun (96%). Although the districts of
Indore and Bhopal in Madhya Pradesh have more than 90% electriﬁcation, most of the districts have
electriﬁcation of around 60%–85%. In Rajasthan, the highest rate of electriﬁcation is found in the
districts of Kota, Jaipur, Chittaurgarh and Ajmer (more than 80%). Most of the districts of the state,
however, have 50%–75% of households with access to electricity. In Uttar Pradesh, 30%–70% of the
households have electricity access in most of the districts, with the highest concentration (around 80%)
is found in the districts of Ghaziabad, Gautam Budhha Nagar and Agra.

Figure 1. Level of electriﬁcation in nine states of India: (a) Assam; (b) Bihar; (c) Chhattisgarh;
(d) Jharkhand; (e) Odisha; (f) Rajasthan; (g) Madhya Pradesh; (h) Uttar Pradesh; (i) Uttarakhand.

5.3. Contribution of DDP of the States
Domestic product has always been considered as an indicator of development [33]. According
to the Ministry of Statistics and Program Implementation, Government of India [33], gross domestic
product (GDP) can be deﬁned using three approaches: production approach, income approach and
expenditure approach. In the National Accounts Statistics of India, the production approach is
considered to be a ﬁrmer estimate. “The production approach GDP measures the sum of value
added of all economic activities within the country’s territory (sum of output minus intermediate
consumption) plus indirect taxes minus subsidies on products” [33]. The state accounts are an extension
of the national accounts at the regional level. At the state level, the most important aggregate is the
state domestic product (SDP) and that at the district level is the district domestic product (DDP) [33].
They are also calculated in exactly the same manner as the domestic product for the country.

224

ISPRS Int. J. Geo-Inf. 2014, 3, 693–712

Out of the nine states, DDPs at constant prices (2004–2005) were obtained for the states of
Assam [34], Bihar [35], Rajasthan [36], Odisha [37] and Jharkhand [38]. This data was used to propose
models and predict the DDP and health indicators for the other states at the district level.
Figure 2 shows the distribution of DDP in the districts of the ﬁve states. The mean DDP at
2004–2005 constant prices is the highest for the state of Rajasthan (INR 57,878.46 million) followed
by the state of Odisha (INR 38,617.18 million). The state of Bihar has the lowest DDP (INR 19,845.17
million), while both Assam and Jharkhand have mean DDPs of INR 26,154.86 million and INR 26,212.42
million, respectively.

Figure 2. Distribution of DDP in nine states of India: (a) Assam; (b) Bihar; (c) Jharkhand; (d) Odisha;
(e) Rajasthan.

The intra-state variation in the contribution of DDP shows that the highest DDP is recorded in
the state of Jaipur in Rajasthan (more than INR 300,000 million), followed by the states of Alwar and
Jodhpur in Rajasthan. Sundargarh district is the highest contributor in Odisha (more than INR 100,000
million). Lakhisarai district of Bihar has the highest DDP (more than INR 82,000 million). The lowest
DDP ﬁgures are recorded for the states of Khagaria, Nalanda, Bhojpur, Sheohar and Begusarai of Bihar
(less than INR 4000 million).
5.4. Correlating the Indicators
In the next stage, CBR, IMR, MMR and DDP were correlated with the percentage of households
with access to electricity, the average radiance obtained from the VIIRS image and the average stable
lights. Due to the availability of DDP data for the ﬁve states of Assam, Bihar, Jharkhand, Odisha and
Rajasthan, the correlations were carried out in those areas only. The results from the correlations are
shown in Table 4.
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Table 4. Results of correlations between health metrics and rate of electriﬁcation, average stable lights
and average radiance. VIIRS, Visible Infrared Imaging Radiometer Suite.
Percentage of
Households with
Electricity
−0.412 **
−0.084

Total
Population

Average
Radiance
VIIRS
−0.249 **
−0.180 *

Average Stable
Light

DDP

CBR 2011–2012
0.204 *
−0.390 **
−0.220 **
IMR 2011–2012
−0.137
−0.317 **
−0.019
Maternal
mortality rate
−0.322 **
−0.04
0.157
−0.287 **
−0.265 **
2011–2012
DDP
0.547 **
0.428 **
0.152
0.454 **
1
** Correlation is signiﬁcant at the 0.01 level (two-tailed); * correlation is signiﬁcant at the 0.05 level (two-tailed).

Figure 3. Correlations between health indicators and average stable lights, average radiance and DDP:
(a) CBR; (b) IMR; (c) MMR; (d) DDP.

The percentage of households with electricity and DDP has a signiﬁcant correlation with CBR and
MMR. There are negative correlations with both these variables. This suggests that with an increase
in the percentage of electriﬁcation and DDP, there is a fall in the CBR and MMR of these areas. The
correlations are signiﬁcant at the 99% conﬁdence level. IMR however, does not show any signiﬁcant
correlation with these indicators.
Correlations were also examined with the mean stable lights and radiance obtained from the
VIIRS images of 2010 and 2011, respectively. The nature of the correlations is shown in Figure 3.
Correlation coefﬁcients ranged from ±0.2 to ±0.6 at both the 99% and 95% conﬁdence intervals. CBR
has signiﬁcant correlations with the percentage of households with electricity, average radiance (weak
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correlation), average stable lights and DDP (weak correlation) at the 99% conﬁdence level. It also
shows signiﬁcant positive correlation with the total population at the 95% conﬁdence interval. IMR
shows signiﬁcant correlation with both average stable light (r = −0.32, p > 0.01) and average radiance
(r = −0.18, p > 0.05). MMR is signiﬁcantly correlated with average stable lights (r = −0.23, p > 0.01),
the percentage of households with electricity (r = −0.32, p > 0.01) and DDP (r = −0.27, p > 0.01). From
Table 3, it was observed that all of the health indicators show a signiﬁcant correlation with average
stable light.
It was also observed that CBR and MMR had signiﬁcant correlations with the percentage of
households with access to electricity, average stable lights and average radiance at the 99% conﬁdence
interval. As a result, these two health metrics were chosen for further analyses and modelling.
6. Models for Predicting Health Indicators
6.1. Models
In order to propose the models, 100 out of 142 districts were chosen using a random sample.
The log to the base “e” (log normal) values were calculated for all the indicators. Multiple regression
models were proposed to predict DDP, as well as health indicators for each district. DDP was proposed
for the districts for which the data was not readily available.

Figure 4. Actual and predicted values of CBR, IMR and DDP: (a) CBR; (b) MMR; (c) DDP.

Multiple regression models were calculated in this study using the method of backward
elimination. In this method, to begin with, all the independent variables were used to ﬁt in the
regression equation. The null hypothesis was tested for each of the partial correlation coefﬁcients.
When the null hypothesis was rejected, all of the independent variables were considered for the
model. However, if the null hypothesis was true, the independent variable with the lowest |t| value
was eliminated from the equation, and the remaining variables were considered so as to ﬁt to the
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multiple regression equation. The step continued, until all the partial regression coefﬁcients were
signiﬁcant [39].
6.1.1. Models to Propose DDP
Average stable lights, total population, percentage of households with access to electricity and
average radiance from VIIRS image were used as the input variables for calculating the model to
propose DDP for the districts (Figure 4). Average radiance from VIIRS image was pooled in the model
calculation. The multiple regression model has an adjusted r2 value of 0.54.
The model proposed to calculate DDP is shown in Table 5.
Table 5. Model to predict DDP.
Metrics
Ln_DDP

Model
4.054 + 0.563 (ln_average stable lights) + 0.450 (ln_population) + 0.15 (percentage
of households with electricity)

6.1.2. Models to Propose Health Indicators
For predicting health indicators, multiple regression models were proposed. The method of
backward elimination was also used in this case. The variables that are pooled and included in the
models are shown in Table 5.
All of the models were signiﬁcant at the level of p > 0.05.
From Table 6, it is observed that DDP and average stable lights were used as inputs in both of the
models. Radiance from VIIRS image was only used as an input in the model predicting MMR. The
adjusted r2 was the highest for the model predicting CBR (0.30).
Table 6. Variables pooled and included in the models to predict CBR and MMR.
Independent
Variables in the
Models

Crude birth rate

Maternal mortality
rate

Variables Pooled
in Stepwise
Regression
Radiance from
VIIRS image,
percentage of
households with
electricity
Total population,
percentage of
households with
electricity

Variables
Included in
Multiple
Regression

Model r2

Adjusted r2 ( p >
0.05)

DDP, population,
average stable light

0.32

0.30

DDP, radiance from
VIIRS image,
average stable light

0.21

0.19

The proposed models to predict the health indicators are shown in Table 7. The states for which
the AHS survey was undertaken are the least developed states of India. They have the highest
population and are predominantly rural. There are no major urban centres in these states. The capital
cities and towns are smaller compared to the mega cities of the country. As a result, the overall
radiance and stable lights captured by nighttime images over these states are comparatively low when
compared to the Mumbai and Delhi conurbations. Therefore, the model adjusted r2 values, though
signiﬁcant, are low compared to other parts of the country, as observed by the authors in their previous
publications [6,7,18,20]. Furthermore, the health data was calculated on a sample population from the
districts. This sample data was used in the models with light information obtained for the whole area
of districts. This was probably another reason for the low adjusted r2 of the models.
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Table 7. Models to predict CBR and MMR.
Health Metrics

Models
3.078 − 0.019(Ln. average stable lights) + 0.098(Ln.
population) − 0.08(Ln. DDP)
6.937 + 0.106(Ln. average radiance from VIIRS image)
− 0.266(Ln. average stable lights) − 0.064(Ln. DDP)

Ln.(CBR)
Ln. (MMR)

6.2. Model Validation
The proposed models were validated over the withheld 42 districts from the states of Chhattisgarh,
Uttar Pradesh, Madhya Pradesh and Uttarakhand.
The actual and predicted values of CBR and MMR are shown in Figure 4. Most of the districts
have predicted CBR within the 95% conﬁdence band. For MMR, there are a few outliers. Furthermore,
in the case of MMR, some of the districts displayed had different predicted values for the same actual
values. For example the districts of Hazaribagh and Lakhisarai had an actual MMR of 368.00, while
their predicted MMRs were 269.79 and 291.47, respectively. A similar case was also found for the
districts of Nabarangapur, Godda and Jalore. All of these districts have AHS recorded MMR of 297.00,
while the predicted MMRs were 284.89, 288.31 and 299.03, respectively.
The results of model validation are shown in Figure 5. The mean error of the prediction of CBR
was 0.59%, and MMR was −0.24%. For IMR, the mean percentage of error was −1.59. The difference
between the actual and predicted values was less than ±10% for both CBR and MMR.

Figure 5. Results of model validation. (a) CBR; (b) MMR.

7. Health Atlas of India
The models were used to predict CBR and MMR for all the districts of India. The maps showing
the distribution of CBR and MMR are presented in Figure 6.
The maps show the following trends in distribution of CBR and MMR:

•

•
•
•

CBRs ranging from 7.00 to 10.00 are found in patches over some districts of Himachal Pradesh,
Punjab, Andhra Pradesh, Goa, Lakshadweep, Nagaland, Pondicherry, Daman and Diu and the
National Capital Territory of Delhi.
The highest CBRs (more than 25) are found in the districts of Bihar, Uttar Pradesh, Jharkhand
and Odisha.
MMRs less than 70 are found in the National Capital Territory of Delhi and in the districts of
Andhra Pradesh, Kerala, Maharashtra and Punjab.
The highest values (more than 250) are found in Bihar, Arunachal Pradesh, Jharkhand, Orissa and
Uttar Pradesh.
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The predicted results of CBR and MMR show a strong correlation with DDP and the percentage
of households with access to electricity. The correlation coefﬁcients range from −0.92 to −0.99 at a
signiﬁcance level of 0.01. The correlations are shown in Figure 7. The results show that health metrics
and development indicators go hand in hand and are very strongly correlated with each other.

Figure 6. CBR and MMR for all the districts of India. (a) Crude birth rate; (b) Maternal mortality rate.

Figure 7. Correlations between health metrics (CBR and MMR) and development indicators (rate of
electriﬁcation and DDP) for India. (a) CBR and electricity; (b) MMR and electricity; (c) CBR and DDP;
(d) MMR and DDP.
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8. Conclusions
The paper demonstrates that better health is correlated with the overall development of an area.
The study is based on the health metrics available from the second round of the Annual Health Survey
Report of India, 2011–2012, and census data, 2011. Due to logistical constraints, health data in India
was surveyed for only nine states. However, the importance of the availability of disaggregated health
data cannot be overlooked. The paper used remote sensing techniques to model the health indicators
at the sub-national level. The models were proposed using information from two nighttime images.
In addition to the variations amongst states, district level differences in the health metrics within
the states were also highlighted in the paper. Models were proposed using the information from
satellite images and census metrics as predictor variables. The chosen health indicators were mapped
to show the spatial variations over the country as a whole. Correlations between health indicators and
development were examined for all of the states. The results show:

•

•

A very strong correlation between health and development exists, with more developed areas,
such as the National Capital Territory of Delhi, urban areas and states, such as Kerala, having
better health metrics than the other areas.
Nighttime images captured by both the DMSP-OLS and VIIRS sensors are useful for mapping
health indicators at the sub-national level.

The method proposed in this paper is useful for predicting the metrics at a smaller spatial
scale, such as taluks and villages, as well. These disaggregated predicted data will be invaluable for
micro-level health planning and formulating rural development policies. Moreover, the health metrics
can be mapped more frequently than those available from the census, which is carried out every 10
years. The metrics can be predicted and mapped as often as the satellite data is available. This is also
useful in recording the trend of change in the health indicators. For a country like India, where manual
data collection is a cumbersome, time-consuming and expensive process, the method proposed in this
study has the potential to be of immense use.
Acknowledgments: The authors would like to thank everyone in the National Geophysical Data Centre for
the nighttime datasets and also the ofﬁcials in the Ofﬁce of the Registrar General and Census Commissioner,
Government of India, for the census data.
Author Contributions: This paper is a combined effort by Koel Roychowdhury and Simon Jones. The author
order reﬂects that the major contribution came from Koel Roychowdhury.
Conﬂicts of Interest: There are no conﬂicts of interest.

References
1.
2.
3.
4.
5.

6.

7.

Mishra, C. Nexus of poverty, energy balance and health. Ind. J. Commun. Med.: Off. Publ. Ind. Assoc. Prev.
Soc. Med. 2012, 37. [CrossRef]
Government of India. Economic Survey of India; Government of India: New Delhi, India, 2012.
UNICEF Polio Eradication. Available online: http://www.unicef.org/india/health_3729.htm (accessed on
3 February 2014).
Duggal, R. Health Planning in India. Available online: http://www.cehat.org/go/uploads/Publications/
a168.pdf (accessed on 3 February 2014).
World Health Organization Country Cooperation Strategy at a Glance: India. Available online: http:
//www.who.int/countryfocus/cooperation_strategy/ccsbrief_ind_en.pdf?ua=1 (accessed on 3 February
2014).
Roychowdhury, K.; Jones, S.; Arrowsmith, C.; Reinke, K. A Comparison of high and low gain DMSP/OLS
satellite images for the study of socio-economic metrics. J. Sel. Top. Earth Observ. Remote Sens. 2010.
[CrossRef]
Roychowdhury, K.; Jones, S.; Arrowsmith, C.; Reinke, K. Indian Census Using Satellite Images:
Can DMSP-OLS Data be Used for Small Administrative Regions? In Processings of 2011 Joint Urban
Remote Sensing Event, Munich, German, 11–13 April 2011.
231

ISPRS Int. J. Geo-Inf. 2014, 3, 693–712

8.

9.
10.

11.
12.
13.
14.
15.
16.

17.

18.

19.

20.

21.
22.
23.
24.
25.
26.
27.
28.
29.

Baugh, K.; Elvidge, C.D.; Ghosh, T.; Ziskin, D. Development of a 2009 Stable Lights Product Using
DMSP-OLS Data. In Proceedings of Asia-Paciﬁc Advanced Network (APAN) Workshop, Hanoi, Vietnam,
25–27 November 2010.
Elvidge, C.D.; Baugh, K.; Zhizhin, M.; Hsu, F.C. Why VIIRS data are superior to DMSP for mapping nighttime
lights. Proc. Asia Pac. Adv. Netw. 2013. [CrossRef]
Elvidge, C.D.; Baugh, K.E.; Hobson, V.R.; Kihn, E.A.; Kroehl, H.W.; Davis, E.R.; Cocero, D. Satellite inventory
of human settlements using nocturnal radiation emissions: A contribution for the global toolchest. Glob.
Chang. Biol. 1997, 3, 387–395.
Elvidge, C.D.; Baugh, K.E.; Kihn, E.A.; Kroehl, H.W.; Davis, E.R. Mapping city lights with nighttime data
from the DMSP operational linescan system. Photogramm. Eng. Remote Sens. 1997, 63, 727–734.
Imhoff, M.L.; Lawrence, W.T.; Stutzer, D.C.; Elvidge, C.D. A technique for using composite DMSP/OLS
“City Lights” satellite data to map urban area. Remote Sens. Environ. 1997, 61, 361–370. [CrossRef]
Doll, C.N.H.; Pachauri, S. Estimating rural populations without access to electricity in developing countries
through night-time light satellite imagery. Energy Policy 2010. [CrossRef]
Doll, C.N.H.; Muller, J.P.; Elvidge, C.D. Night-time imagery as a tool for global mapping of socioeconomic
parameters and greenhouse gas emissions. AMBIO J. Hum. Environ. 2000, 29, 157–162.
Elvidge, C.; Ziskin, D.; Baugh, K.; Tuttle, B.; Ghosh, T.; Pack, D.; Erwin, E.; Zhizhin, M. A ﬁfteen year record
of global natural gas ﬂaring derived from satellite data. Energies 2009, 2, 595–622. [CrossRef]
Roychowdhury, K.; Jones, S.D.; Arrowsmith, C. Mapping Urban Areas of India from DMSP/OLS Night-Time
Images. In Proceeedings of the Surveying & Spatial Sciences Institute Biennial International Conference,
Adelaide, SA, Australia, 28 September 2009.
Roychowdhury, K.; Taubenbock, H.; Jones, S. Delineating Urban, Suburban and Rural Areas Using
Landsat and DMSP-OLS Night-Time Images. In Proceedings of 2011 Joint Urban Remote Sensing Event,
Munich, German, 11–13 April 2011.
Roychowdhury, K.; Jones, S.; Arrowsmith, C. Assessing the Utility of DMSP/OLS Night-Time Images
for Characterizing Indian Urbanization. In Proceedings of 2009 Joint Urban Remote Sensing Event,
Shanghai, China, 20–22 May 2009; pp. 1–7.
Roychowdhury, K.; Jones, S.J.; Arrowsmith, C.; Reinke, K. Night-Time Lights and Levels of Development: A
Study Using DMSP-OLS Night-Time Images at the Sub-National Level. In Proceedings of the XXII ISPRS
Congress, Melbourne, VIC, Australia, 25 August–1 September 2012; pp. 93–98.
Roychowdhury, K.; Jones, S.D.; Arrowsmith, C.; Reinke, K. A Comparison of high and low gain DMSP/OLS
satellite images for the study of socio-economic metrics. IEEE J. Sel. Top. Appl. Earth Observ. Remote Sens.
2011, 4, 35–42. [CrossRef]
Global Adaptation Institute. Global Adaptation Index (GaIn): Measuring What Matters: Building Resilience to
Cliate Change and Global Forces; Global Adaptation Institute: Washington, DC, USA, 2011.
Bhandari, L.; Roychowdhury, K. Night lights and economic activity in India: A study using DMSP-OLS
night time images. Proc. Asia Pac. Adv. Netw. 2012. [CrossRef]
Baugh, K.; Hsu, F.C.; Elvidge, C.D.; Zhizhin, M. Nighttime lights compositing using the VIIRS day-night
band: Preliminary results. Proc. Asia Pac. Adv. Netw. 2013. [CrossRef]
Elvidge, C.D.; Baugh, K.; Zhizhin, M.; Hsu, F.C. What is so great about nighttime VIIRS data for the detection
and characterization of combustion sources? Proc. Asia Pac. Adv. Netw. 2013. [CrossRef]
Zhizhin, M.; Elvidge, C.D.; Hsu, F.C.; Baugh, K. Using the short-wave infrared for nocturnal detection of
combustion sources in VIIRS data. Proc. Asia Pac. Adv. Netw. 2013. [CrossRef]
Ofﬁce of the Registrar General. Annual Health Survey (AHS) in 8 EAG States and Assam-Release of District Level
Factsheet 2010–2011; Ministry of Home Affairs, Government of India: New Delhi, India, 2012.
Hazarika, I. India at the crossroads of millennium development goals 4 and 5. Asia-Pac. J. Public Health 2012,
24, 450–463.
United Nations Development Program the Millenium Development Goals: Eight Goals for 2015. Available
online: http://www.undp.org/content/undp/en/home/mdgoverview/ (accessed on 19 November 2013).
World Health Organization Global Health Observatory Data Repository. Available online: http://apps.who.
int/gho/data/node.main.519?lang=en (accessed on 3 February 2014).

232

ISPRS Int. J. Geo-Inf. 2014, 3, 693–712

30.

31.
32.
33.
34.
35.
36.
37.
38.
39.

Ofﬁce of the Registrar General Maternal and Child Mortality and Total Fertility Rates: Sample Registration
System (SRS). Available online: http://www.censusindia.gov.in/vital_statistics/SRS_Bulletins/MMR_
release_070711.pdf (accessed on 21 November 2013).
Central Statistics Ofﬁce. Energy Statistics; Government of India: New Delhi, India, 2012.
Ofﬁce of the Registrar General Source of Lighting (2001–2011). Available online: http://www.censusindia.
gov.in/2011census/hlo/Data_sheet/India/Source_Lighting.pdf (accessed on 4 February 2014).
Ministry of Statistics and Program Implementation. National Accounts Statistics: Manual on Estimation of State
and District Income; Government of India: New Delhi, India, 2008.
Planning and Development Department. Economic Survey of Assam 2011–2012; Government of India:
New Delhi, India, 2012.
Department of Finance. Economic Survey, Bihar 2011–2012; Government of India: New Delhi, India, 2012.
Planning and Development Department. Rajasthan Economic Survey; Government of India: New Delhi, India,
2012.
Planning and Coordination Department. Economic Survey, Odisha 2011–2012; Government of Odisha:
Bhubaneshwar, India, 2013.
Directorate of Economics and Statistics. GSDP & NSDP 2009–2010, 2010–2011(P), 2011–2012 (Q) & 2012–2013
(A); Government of India: New Delhi, India, 2012.
Zar, J.H. Biostatistical Analysis, 5th ed.; Pearson Education Inc: Upper Saddle River, NJ, USA, 2010.
© 2014 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

233

MDPI
St. Alban-Anlage 66
4052 Basel
Switzerland
Tel. +41 61 683 77 34
Fax +41 61 302 89 18
www.mdpi.com
ISPRS International Journal of Geo-Information Editorial Ofﬁce
E-mail: ijgi@mdpi.com
www.mdpi.com/journal/ijgi

MDPI
St. Alban-Anlage 66
4052 Basel
Switzerland
Tel: +41 61 683 77 34
Fax: +41 61 302 89 18
www.mdpi.com

ISBN 978-3-03897-173-3

