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Simple Summary: The bacterium Campylobacter is a significant cause of foodborne illness, causing
over one million cases per year in the United States. Campylobacter is naturally found in chickens and
can contaminate chicken products; therefore, strategies to lower Campylobacter presence in chickens
are important to public health. Commercial chickens are raised in houses with bedding material, or
litter, covering the floor. Litter can become contaminated with Campylobacter, which in turn will then
colonize the birds. In some countries, after a flock of chickens is harvested, the litter is treated and
reused for the next flock, which could spread Campylobacter. The goal of this study was to observe if
reusing contaminated litter could indeed spread Campylobacter and to determine if common litter
treatments were able to prevent contamination of the next flock. To determine this, previously used
litter contaminated with Campylobacter was composted and treated with sodium bisulfate. A flock was
raised on this litter and tested for Campylobacter for 42 days. No Campylobacter was detected in any of
these samples, indicating that re-used litter is not a probable source for Campylobacter contamination
of chickens.

Abstract: Campylobacter is an important foodborne pathogen and is naturally found in chickens.
During broiler production, litter can become contaminated with Campylobacter when birds defecate,
and this litter, in some countries, is typically reused for the next flock, potentially causing cross-
contamination. The goal of this experiment was to observe if reusing contaminated litter could
spread Campylobacter between flocks and to observe if common litter treatments could prevent this
cross-contamination. To determine this, a flock of birds was inoculated with Campylobacter jejuni and
allowed to naturally contaminate the litter for 42 days. After grow-out, birds were terminated, and
litter was given five treatments: uninoculated fresh litter, untreated re-used litter, composted re-used
litter, re-used litter treated with sodium bisulfate (45 kg/305 m2), and re-used litter composted and
treated with sodium bisulfate (45 kg/305 m2). A second flock was placed on the litter, grown for
42 days, and tested for C. jejuni prevalence. Following inoculation of the first flock, high prevalence of
C. jejuni was observed; however, after a 19-day down-time between flocks, no C. jejuni was detected
in any samples from the second flock. These results indicate that re-used litter was not a significant
reservoir for cross-contamination of broilers when provided a significant down-time between flocks.

Keywords: Campylobacter; litter; broiler; compost; sodium bisulfate; cross-contamination

1. Introduction

The control of foodborne pathogens and disease is a serious issue to food industries,
consumers, and regulators. One of these important diseases is campylobacteriosis, which
causes an estimated 1.5 million cases annually in the United States [1] and 96 million cases
per year worldwide [2]. Campylobacter is associated with poultry products, and the contam-
ination of retail chicken has been reported over a range of 14–89% [3]. In addition, some
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estimates attribute as many as 30% of campylobacteriosis cases to broiler chicken consump-
tion and up to 80% of cases have been associated with the entire chicken reservoir [4]. These
observations suggest that public health would greatly benefit from better control measures
in chicken production systems and final products. An important strategy for control is
to prevent the contamination of flocks with Campylobacter during live production. Strict
efforts to maintain biosecurity and hygiene practices on farms are associated with fewer
Campylobacter-positive flocks [5]. However, these efforts have not been able to eliminate
Campylobacter from all farms because employees must continuously follow the correct pro-
tocols to maintain biosecurity, which is difficult to achieve [6]. In addition, Campylobacter
is a commensal microorganism in chickens and many other animals and insects, thus it is
difficult to remove from a flock after contamination [6]. Once Campylobacter has colonized
a flock, it spreads rapidly by horizontal transmission [7]. For control to be possible, the
common routes of exposure must be identified and interventions developed to mitigate
these routes.

One possible route of exposure is used litter, which has been associated with the risk of in-
creased Campylobacter prevalence [8], and some researchers have isolated Campylobacter jejuni
from litter samples collected at commercial farms with a prevalence of 100% [9]. Stud-
ies have successfully implemented used litter contaminated with Campylobacter from a
previous flock to inoculate chicks for testing litter treatments against Campylobacter [10],
and Campylobacter have demonstrated better survival in used litter compared to fresh
litter in bioluminescence imaging experiments [11]. These collective studies suggest that
used litter is a potential reservoir for the contamination of new flocks with Campylobacter.
Because commercial broiler farms in some countries typically reuse litter for many flocks,
management strategies for mitigating this risk are warranted. Although the re-use of litter
has been explored as a vector for C. jejuni cross-contamination, there has been little inves-
tigation into the effects of commercial litter management practices on the risk of C. jejuni
cross-contamination when re-using litter. To address this need, the objectives in this study
included the following: (1) the generation of used litter with natural levels of C. jejuni con-
tamination by inoculating one flock, followed by (2) an assessment of the effects of windrow
composting and sodium bisulfate on the prevalence of C. jejuni cross-contamination in a
second flock raised on the same litter.

2. Materials and Methods
2.1. Simulating Natural Contamination of Poultry Litter

A pen trial was conducted using fresh pine shavings in 25 floor pens, with stan-
dard commercial corn-soybean feeds (starter, grower, finisher) and water provided ad
libitum. The starter diet was fed as crumbles and the grower and finisher diets were
pelleted. The crude protein and metabolizable energy profiles for feeds are listed in Table 1.
Day-old chicks (Ross 308 males) were wing-banded and placed in pens at a density of
50 birds/2.3 m2 pen (1250 total birds in each pen, except for 5 negative control pens). Fol-
lowing this, 5 birds were inoculated on day 7 with 0.1 mL of a cocktail containing three
C. jejuni marker strains resistant to ciprofloxacin (strains designated as 1-3CR32, 4-1CR16,
and 5-17CR08) at a concentration of approximately 7.0 log10(colony forming units) mL−1.
The wing band numbers of the inoculated birds were recorded to differentiate them from
the un-inoculated birds. This partial-population inoculation strategy, or seeder method,
was used to simulate the gradual spread of C. jejuni through the flock by horizontal transfer,
which is suspected to be the natural route of spread on commercial broiler farms. Seeder
methods have been used to successfully inoculate birds with C. jejuni in past studies [12,13].
Pens were separated from each other by wire mesh, and the negative control pens were
separated from the inoculated pens by an empty pen.
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Table 1. Nutrient composition of diets used for all birds in the study.

Diet Crude Protein (%) Metabolizable Energy (kcal/kg)

Starter 22.08 3053.82
Grower 20.01 3130.69
Finisher 17.63 3176.04

2.2. Monitoring Spread of C. jejuni

On days 7, 14, 21, 28, and 42 of the first flock, litter samples were collected from each
pen with boot cover swabs (Envirobootie, Hardy Diagnostics, Santa Maria, CA, USA) by
walking across the entire surface of each pen. Because the C. jejuni prevalence was high after
the first few weeks, sampling was not performed on day 35. In addition, ceca samples were
collected from 5 un-inoculated birds/pen on the same days to determine the prevalence of
birds that were colonized by C. jejuni via horizontal transmission. Samples were stored on
ice in a cooler for transfer to the lab.

2.3. Microbiological Analysis

The prevalence of C. jejuni was determined in each sample by first enriching boot
swabs and ceca contents in approximately 100 mL of Campylobacter Enrichment Broth
(3 M, Saint Paul, MN, USA). Enrichments were incubated for 24 h at 42 ◦C. After incubation,
enrichments were screened for Campylobacter using the 3 M Molecular Detection System
(MDS) (3 M). Positive enrichments were streaked for isolation onto Campy Cefex agar
plates (Hi-Media Laboratories LLC, Mumbai, India) supplemented with 5% horse blood,
cycloheximide (200 mg/L), cefoperazone (32 mg/L), and ciprofloxacin (1 mg/L for selection
of marker strains). The plates were then incubated for 48 h at 42 ◦C under microaerobic
conditions (5% oxygen, 15% carbon dioxide, and 80% nitrogen). After incubation, plates
were examined for typical colonies to confirm that the samples were positive for the C. jejuni
marker strains.

2.4. Litter Treatments

Five treatments were tested to determine the effectiveness of common litter manage-
ment strategies (Table 2). The treatments consisted of a negative control (treatment A) in
which fresh pine shavings were used in pens that had non-inoculated birds for the first flock,
a positive control (treatment B) which contained used litter with no treatment, used litter
treated with sodium bisulfate (Jones-Hamilton Co., Walbridge, OH, USA) at 45 kg/305 m2

between the two flocks (treatment C), used litter treated by windrow composting [14] be-
tween flocks (treatment D), and used litter treated with a combination of sodium bisulfate
treatment (45 kg/305 m2) and windrow composting between flocks (treatment E). Windrow
composting is commonly used in the poultry industry to reduce the microbial load in used
litter so that pathogens are destroyed, and the litter may be safely re-used for a subsequent
flock of chickens [14]. To begin this process, litter is piled up so that the heat generated
by microbial degradation of organic materials is trapped in the pile [14]. The temperature
must be maintained above 50 ◦C for at least 1 day to destroy bacteria, and the compost pile
is turned periodically to re-introduce oxygen and allow more heat to be generated [14]. In
this study, each treatment consisted of 5 replicate pens (25 pens total) with 50 birds/pen
(1250 birds total). Windrow composting for treatments C and E was performed for 19 days
between flocks 1 and 2. To ensure enough material for proper litter heating, litter from
pens that held treatments C and E pens were piled together into a single windrow and
turned on day 7 of composting. Portable data logger probes (OM-EL-USB-1-Series, Omega
Engineering Inc., Norwalk, CT, USA) were used to monitor the temperature inside the
windrow during composting. Sodium bisulfate for treatments D and E was applied to the
litter the day before chicks for flock 2 were housed.
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Table 2. Litter treatments applied to used litter before placing second flock.

Treatment Description Birds Inoculated in First Flock

A Negative control—fresh pine shavings No
B Positive control—used litter with no litter treatment Yes
C Used litter with sodium bisulfate applied prior to placing birds (45 kg/305 m2) Yes
D Used litter windrow composted between flocks 1 and 2 Yes

E Used litter windrow composted between flocks and sodium bisulfate applied
prior to placing birds (45 kg/305 m2) Yes

2.5. Evaluating Effect of Treatments against C. jejuni Prevalence

The second flock also consisted of 50 birds/pen and was raised with the same condi-
tions and feed formulations as the first flock, with the exception of the re-used, treated litter
for the treatment groups. Litter from each pen and ceca samples from 5 birds/pen were
collected on days 7, 14, 21, 28, and 42 by the same methods described above. In addition,
litter samples were collected on day 0 to assess the C. jejuni prevalence in the litter before
the chicks were housed. Samples were evaluated for the prevalence of C. jejuni using the
same microbiological methods as described for flock 1.

3. Results
3.1. Flock 1 C. jejuni Prevalence

The prevalence of C. jejuni in the litter samples was 0% on day 7 of the first flock, but
was 100% by day 14, or one week after inoculation of the chicks (Figure 1). The litter from
the non-inoculated pens also showed a 100% prevalence of C. jejuni. The prevalence in litter
remained at 100% for the remainder of flock 1 (Figure 1). For ceca samples from flock 1,
the prevalence was 0% on day 7 before inoculation (Figure 2). On day 14 of flock 1, or
one week after inoculation, the prevalence increased in ceca samples to 81.6% and steadily
increased each week to a final prevalence of 94.4% by day 42 (Figure 2). This prevalence
included samples from the negative control pens, which showed the same prevalence as
the inoculated pens.
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Figure 1. Campylobacter jejuni prevalence in boot cover swabs during grow-out of flock 1.
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Figure 2. Campylobacter jejuni prevalence in ceca samples during grow-out of flock 1.

3.2. Flock 2 C. jejuni Prevalence

For flock 2, zero litter samples tested positive for C. jejuni during the entire experiment.
For ceca samples, there was a single ceca sample from treatment B (positive control) on
day 14 that tested positive by MDS analysis; however, no other samples tested positive for
C. jejuni during the remainder of the experiment, and no typical colonies were observed on
Campy Cefex plates.

4. Discussion

The prevalence for flock 1 followed a pattern commonly described in the literature. It
has been observed that C. jejuni rapidly spreads throughout a poultry house by horizontal
transmission once it is introduced [8,15,16]. Our observation of zero prevalence in flock 1
samples prior to inoculation, followed by a high prevalence (100% in litter and >80% in
ceca) after inoculation supports this assertion. The fact that the negative control pens
were positive although they were not inoculated with C. jejuni also illustrates the rapid
spread of this organism and shows that separation by pens within a house is not sufficient
to prevent cross-contamination. In addition, the horizontal transmission model is also
supported by the use of a seed-inoculation method in this experiment, which suggests that
C. jejuni-positive birds were colonized horizontally by C. jejuni shed from inoculated birds.
Inoculated birds were not tested for C. jejuni prevalence; however, because marker strains
were used, it is unlikely that C. jejuni-positive birds were colonized by another source.

The prevalence for flock 2 was zero for nearly the entire experiment. Although
one sample tested positive via MDS analysis, this occurred late in the analysis (over
30 min), indicating a potential false positive (MDS does not report actual cycle threshold
numbers), as an enriched sample should show a positive result much earlier. Given that
MDS analysis does not distinguish between live and dead cells [17], and considering the
tendency for C. jejuni to spread rapidly upon introduction, it appears that this was indeed a
false positive. In addition, no typical colonies were observed after streaking the enrichments
onto Campy Cefex.

Because no C. jejuni was detected in flock 2, it was not possible to determine the effects
of the litter treatments used in this experiment. However, these results do indicate that a
down-time of 19 days between flocks should be sufficient to eliminate the risk of C. jejuni
cross-contamination from re-using the litter. This is supported by the observation that even
the untreated, inoculated litter did not appear to spread C. jejuni.

It is important to note that down-time may be significantly lower in a commercial
setting and can be as little as 7 days between flocks [18]. In a past experiment, litter
contaminated with C. jejuni by inoculated birds was shown to cross-contaminate a second
flock raised on the same litter [10]. However, the down-time between flocks was only
about 2 h in that case. In our experiment, a 19-day down-time was unavoidable due
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to Coronavirus-disease-2019-related supply issues. Because of this extended down-time,
further experimentation is necessary to track C. jejuni populations in the litter throughout
the down-time to pinpoint the minimum time necessary to eliminate C. jejuni. In addition,
variables in the house and litter such as the temperature, moisture, and ammonia levels may
influence the survivability of C. jejuni during down-time [19–21], therefore these should
be investigated.

Another significant factor that may influence the detection of C. jejuni in litter is the
formation of a viable but non-culturable (VBNC) state. It has been documented that C. jejuni
cells may assume this state when subjected to stressful environmental conditions [22,23].
C. jejuni cells in the VBNC state would be difficult to detect, as they would not grow during
enrichment [22–24]. It may be possible that some C. jejuni cells survived in the litter in the
VBNC state and were not detected by our methods. However, because it appeared that
the birds in the second flock were not colonized by C. jejuni, a potential VBNC state did
not appear to be a significant factor influencing cross-contamination between flocks in this
experiment, as previous experiments have demonstrated that VBNC C. jejuni isolates can
be resuscitated by intestinal passage in a mouse model [24].

5. Conclusions

In this experiment, no determinations could be made on the effects of windrow
composting for 19 days and sodium bisulfate litter treatments (45 kg/305 m2) on the cross-
contamination of broilers by C. jejuni because no cross-contamination of the second flock
was observed. Nonetheless, it was demonstrated that a sufficient down-time between flocks
can prevent cross-contamination, which indicates that down-time is an important factor for
mitigating C. jejuni in broilers. However, the necessary length of down-time and the effects
of environmental conditions during this period remain unclear. It would be beneficial for
future research to explore the potential effects of these variables on cross-contamination of
C. jejuni between flocks.

Author Contributions: Conceptualization, M.A.B., D.V.B. and K.S.M.; data curation, M.A.B.; formal
analysis, M.A.B.; investigation, M.A.B., J.T.K., L.M., K.S.C. and C.E.; writing—original draft, M.A.B.;
writing—review and editing, K.S.M. and D.V.B. All authors have read and agreed to the published
version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: This experiment was conducted in accordance with the
Institutional Animal Care and Use Committee at Auburn University: IACUC PRN number 2020-3804.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Thames, H.T.; Sukumaran, A.T. A Review of Salmonella and Campylobacter in Broiler Meat: Emerging Challenges and Food

Safety Measures. Foods 2020, 9, 776. [CrossRef] [PubMed]
2. Havelaar, A.H.; Kirk, M.D.; Torgerson, P.R.; Gibb, H.J.; Hald, T.; Lake, R.J.; Praet, N.; Bellinger, D.C.; de Silva, N.R.; Gargouri, N.;

et al. World Health Organization Global Estimates and Regional Comparisons of the Burden of Foodborne Disease in 2010.
PLoS Med. 2015, 12, e1001923. [CrossRef] [PubMed]

3. Jacobs-Reitsma, W.; Lyhs, U.; Wagenaar, J. Campylobacter in the Food Supply. In Campylobacter; ASM Press: Washington, DC,
USA, 2014; pp. 625–644.

4. EFSA Panel on Biological Hazards (BIOHAZ). Scientific Opinion on Campylobacterin Broiler Meat Production: Control Options
and Performance Objectives and/or Targets at Different Stages of the Food Chain: Campylobacter in Broiler Meat. EFSA J. 2011,
9, 2105. [CrossRef]

5. Newell, D.G.; Elvers, K.T.; Dopfer, D.; Hansson, I.; Jones, P.; James, S.; Gittins, J.; Stern, N.J.; Davies, R.; Connerton, I.; et al.
Biosecurity-Based Interventions and Strategies to Reduce Campylobacter Spp. on Poultry Farms. Appl. Environ. Microbiol. 2011,
77, 8605–8614. [CrossRef]

http://doi.org/10.3390/foods9060776
http://www.ncbi.nlm.nih.gov/pubmed/32545362
http://doi.org/10.1371/journal.pmed.1001923
http://www.ncbi.nlm.nih.gov/pubmed/26633896
http://doi.org/10.2903/j.efsa.2011.2105
http://doi.org/10.1128/AEM.01090-10


Animals 2022, 12, 858 7 of 7

6. Sibanda, N.; McKenna, A.; Richmond, A.; Ricke, S.C.; Callaway, T.; Stratakos, A.C.; Gundogdu, O.; Corcionivoschi, N. A Review
of the Effect of Management Practices on Campylobacter Prevalence in Poultry Farms. Front. Microbiol. 2018, 9, 2002. [CrossRef]

7. Battersby, T.; Whyte, P.; Bolton, D.J. The Pattern of Campylobacter Contamination on Broiler Farms; External and Internal Sources.
J. Appl. Microbiol. 2016, 120, 1108–1118. [CrossRef]

8. Sahin, O.; Kassem, I.I.; Shen, Z.; Lin, J.; Rajashekara, G.; Zhang, Q. Campylobacter in Poultry: Ecology and Potential Interventions.
Avian Dis. 2015, 59, 185–200. [CrossRef]

9. Giombelli, A.; Gloria, M.B.A. Prevalence of Salmonella and Campylobacter on Broiler Chickens from Farm to Slaughter and
Efficiency of Methods to Remove Visible Fecal Contamination. J. Food Prot. 2014, 77, 1851–1859. [CrossRef]

10. Line, J.E. Campylobacter and Salmonella Populations Associated with Chickens Raised on Acidified Litter. Poult. Sci. 2002, 81,
1473–1477. [CrossRef]

11. Kassem, I.I.; Sanad, Y.; Gangaiah, D.; Lilburn, M.; Lejeune, J.; Rajashekara, G. Use of Bioluminescence Imaging to Monitor
Campylobacter Survival in Chicken Litter: Campylobacter Survival in Chicken Litter. J. Appl. Microbiol. 2010, 109, 1988–1997.
[CrossRef]

12. Van Deun, K.; Haesebrouck, F.; Van Immerseel, F.; Ducatelle, R.; Pasmans, F. Short-Chain Fatty Acids and L-Lactate as Feed
Additives to Control Campylobacter Jejuni Infections in Broilers. Avian Pathol. 2008, 37, 379–383. [CrossRef] [PubMed]

13. Robyn, J.; Rasschaert, G.; Hermans, D.; Pasmans, F.; Heyndrickx, M. In Vivo Broiler Experiments to Assess Anti-Campylobacter
Jejuni Activity of a Live Enterococcus Faecalis Strain. Poult. Sci. 2013, 92, 265–271. [CrossRef] [PubMed]

14. Macklin, K.S.; Hess, J.B.; Bilgili, S.F.; Norton, R.A. The Use of In-House Composting to Reduce Bacterial Numbers between
Growouts. J. Appl. Poult. Res. 2006, 15, 531–537. [CrossRef]

15. Skånseng, B.; Svihus, B.; Rudi, K.; Trosvik, P.; Moen, B. Effect of Different Feed Structures and Bedding on the Horizontal Spread
of Campylobacter Jejuni within Broiler Flocks. Agriculture 2013, 3, 741–760. [CrossRef]

16. Humphrey, T.; O’Brien, S.; Madsen, M. Campylobacters as Zoonotic Pathogens: A Food Production Perspective. Int. J. Food
Microbiol. 2007, 117, 237–257. [CrossRef]

17. Abatcha, M.G.; Tan, P.L.; Chuah, L.-O.; Rusul, G.; Chandraprasad, S.R.; Effarizah, M.E. Evaluation of 3MTM Loop-Mediated
Isothermal Amplification-Based Kit and 3MTM Ready-to-Use Plating System for Detection of Listeria in Naturally Contaminated
Leafy Vegetables, Chicken, and Their Related Processing Environments. Food Sci. Biotechnol. 2020, 29, 1141–1148. [CrossRef]

18. Lacy, M.P. Broiler Management. In Commercial Chicken Meat and Egg Production; Springer: Boston, MA, USA, 2002; pp. 829–868.
19. Smith, S.; Meade, J.; Gibbons, J.; McGill, K.; Bolton, D.; Whyte, P. The Impact of Environmental Conditions on Campylobacter

Jejuni Survival in Broiler Faeces and Litter. Infect. Ecol. Epidemiol. 2016, 6, 31685. [CrossRef]
20. Tajkarimi, M. Ammonia Disinfection of Animal Feeds—Laboratory Study. Int. J. Food Microbiol. 2008, 122, 23–28. [CrossRef]
21. Line, J.E. Influence of Relative Humidity on Transmission of Campylobacter Jejuni in Broiler Chickens. Poult. Sci. 2006, 85,

1145–1150. [CrossRef]
22. Magajna, B.A.; Schraft, H. Campylobacter Jejuni Biofilm Cells Become Viable but Non-Culturable (VBNC) in Low Nutrient

Conditions at 4 ◦C More Quickly than Their Planktonic Counterparts. Food Control 2015, 50, 45–50. [CrossRef]
23. Rollins, D.M.; Colwell, R.R. Viable but Nonculturable Stage of Campylobacter Jejuni and Its Role in Survival in the Natural

Aquatic Environment. Appl. Environ. Microbiol. 1986, 52, 531–538. [CrossRef] [PubMed]
24. Baffone, W.; Casaroli, A.; Citterio, B.; Pierfelici, L.; Campana, R.; Vittoria, E.; Guaglianone, E.; Donelli, G. Campylobacter Jejuni

Loss of Culturability in Aqueous Microcosms and Ability to Resuscitate in a Mouse Model. Int. J. Food Microbiol. 2006, 107, 83–91.
[CrossRef] [PubMed]

http://doi.org/10.3389/fmicb.2018.02002
http://doi.org/10.1111/jam.13066
http://doi.org/10.1637/11072-032315-Review
http://doi.org/10.4315/0362-028X.JFP-14-200
http://doi.org/10.1093/ps/81.10.1473
http://doi.org/10.1111/j.1365-2672.2010.04828.x
http://doi.org/10.1080/03079450802216603
http://www.ncbi.nlm.nih.gov/pubmed/18622853
http://doi.org/10.3382/ps.2012-02712
http://www.ncbi.nlm.nih.gov/pubmed/23243257
http://doi.org/10.1093/japr/15.4.531
http://doi.org/10.3390/agriculture3040741
http://doi.org/10.1016/j.ijfoodmicro.2007.01.006
http://doi.org/10.1007/s10068-020-00762-2
http://doi.org/10.3402/iee.v6.31685
http://doi.org/10.1016/j.ijfoodmicro.2007.11.040
http://doi.org/10.1093/ps/85.7.1145
http://doi.org/10.1016/j.foodcont.2014.08.022
http://doi.org/10.1128/aem.52.3.531-538.1986
http://www.ncbi.nlm.nih.gov/pubmed/3767358
http://doi.org/10.1016/j.ijfoodmicro.2005.08.015
http://www.ncbi.nlm.nih.gov/pubmed/16290304

	Introduction 
	Materials and Methods 
	Simulating Natural Contamination of Poultry Litter 
	Monitoring Spread of C. jejuni 
	Microbiological Analysis 
	Litter Treatments 
	Evaluating Effect of Treatments against C. jejuni Prevalence 

	Results 
	Flock 1 C. jejuni Prevalence 
	Flock 2 C. jejuni Prevalence 

	Discussion 
	Conclusions 
	References

