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Abstract

Plant-derived natural products are essential and prominent contributors to drug discovery,
especially as anticancer agents. Medicinal plants used in alternative therapy are often
obscured by poor definitions of the underlying mechanisms behind their bioactivity. In this
study, we investigated the cytotoxic and mechanistic effects of an enriched bioactive frac-
tion derived from Mondia whitei. Bioactivity-guided fractionation was performed using C18
solid-phase extraction. The cytotoxic effects were evaluated using the MTT assay, while cel-
lular morphology and mechanistic pathways were examined through microscopy, acridine
orange staining, cathepsin-based assay, and immunoblotting of apoptosis- and autophagy-
related proteins. Chemical profiling of the fraction was conducted using GC–MS analysis.
The enriched fraction exhibited enhanced cytotoxicity at low microgram concentrations.
Morphological assessment revealed prominent cytoplasmic vacuolation, while acridine
orange staining indicated the accumulation of acidic vesicles. Cathepsin-based assays and
immunoblot analysis of LC3-I/II confirmed lysosomal involvement and autophagy per-
turbation, whereas increased p62 levels suggested disruption of the autophagy–lysosome
perturbation. In parallel, activation of intrinsic apoptosis was evidenced by the increased
expression of caspase-9 and caspase-3. GC–MS profiling tentatively identified lupeol and
cis-vaccenic acid as the major constituents of the fraction. The results from these studies
demonstrate that the enriched fraction of Mondia whitei induced vacuolation-associated
cytotoxicity through autophagy–lysosome perturbation and caspase-dependent apoptosis,
providing mechanistic insight into its anticancer potential.
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1. Introduction
The use of medicinal plants have long been documented for therapeutic purposes

in the treatment of various diseases [1]. Phytochemicals represent a vast and structurally
diverse group of natural products with distinct biological activities and modes of action [2].
White ginger (Mondia whitei; hereafter referred to as MW) is a medicinal plant widely used
in African ethnopharmacology [3]. This plant has been reported to possess antioxidant,
antimicrobial, and aphrodisiac properties [4,5]. Phytochemical investigations of MW have
identified diverse classes of secondary metabolites [6], and more recently, its fractions
have demonstrated promising anticancer potential [7]. The current body of scientific ev-
idence on MW has linked chemical profiling with in silico molecular docking analyses
to predict potential molecular targets of its bioactive constituents. Previous studies have
identified cathepsins among the putative molecular targets of MW phyto-constituents [7].
The available reports have provided valuable insight into the phytochemical composition
and potential biological targets of the plant; however, they are largely limited to cyto-
toxicity evaluation and computational predictions. The underlying cellular mechanisms
remain experimentally unvalidated. Cathepsin, a key lysosomal enzyme, has been es-
tablished for its roles in lysosomal function and the regulation of both autophagy and
apoptosis [8]. On this pedestal, these findings provided a biological rationale for inves-
tigating autophagy–lysosome-associated responses and apoptotic signaling pathways to
elucidate the mechanism of action of MW.

The involvement of key regulated cell death pathways, particularly apoptosis and
autophagy–lysosome signaling, has not been experimentally established for MW. Ad-
dressing these gaps is essential for linking the phytochemical composition of MW to its
biological activity. This approach will advance the current state of knowledge about MW
from predictive observations toward a mechanistic understanding of its anticancer poten-
tial. Interestingly, small molecules capable of inducing apoptosis and regulated autophagic
responses are central to anticancer drug discovery [9]. Apoptosis and autophagy are two
fundamental cellular processes that help maintain homeostasis and regulate cellular re-
sponses to stress [10,11]. Apoptosis is a tightly regulated programmed cell death (PCD) and
has long been a major focus of anticancer research because of its role in eliminating dam-
aged or malignant cells [12]. Autophagy is a cellular recycling pathway that degrades and
repurposes intracellular components to sustain cell survival under adverse conditions [13].
However, the role of autophagy in cancer is complex and highly context-dependent [14].
Depending on the cellular environment and disease stage, autophagy may either suppress
tumor development by promoting the removal of damaged cellular components or support
cancer cell survival under therapeutic stress [15]. Furthermore, there are reports on the
extensive crosstalk between autophagy and apoptosis [16].

The elucidation of how bioactive natural products influence apoptosis and autophagy–
lysosome signaling can provide valuable insight into their mechanisms of action and
potential therapeutic applications in cancer. In this study, we employed a bioactivity-
guided fractionation approach to identify a potent fraction from MW and systematically
investigate its anticancer mechanism of action in colon adenocarcinoma cells. Bioactivity-
guided fractionation is a widely used strategy in natural product research; this approach
combines biological screening with sequential chemical separation. The enriched fractions
thereby contain pharmacologically active constituents while reducing the complexity of
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crude extracts. Prioritizing fractions according to their biological activity rather than their
chemical composition facilitates the identification of fractions with enhanced bioactiv-
ity and provides a focused starting point for mechanistic investigations. Consequently,
this has become an important tool for linking phytochemical composition with biological
function and for prioritizing fractions for downstream chemical characterization and phar-
macological evaluation [17]. In this study, we employed a bioactivity-guided fractionation
approach to isolate a potent fraction from MW and systematically investigated its anticancer
mechanism of action in colon adenocarcinoma cells.

2. Materials and Methods
2.1. Plant Material and Extraction

The root of MW was collected from Iwo, Osun State, Nigeria, authenticated, and
deposited at the Herbarium of the University of Ibadan under voucher number UIH-23782.
The roots were air-dried, ground into a fine powder, and extracted by maceration in HPLC-
grade methanol (Sigma-Aldrich, St. Louis, MO, USA) for 24 h at a 10% (w/v) ratio under
continuous shaking at room temperature. The extract was filtered and concentrated under
reduced pressure using a rotary evaporator at 40 ◦C to obtain the crude extract.

2.2. Solid-Phase Extraction (SPE) Fractionation

Bioactivity-guided fractionation of the crude extract of MW was performed using
reversed-phase C18 solid-phase extraction (SPE) cartridges (Selton Scientific, Gujarat, India).
C18 SPE was employed to enrich moderate polar to non-polar phytochemicals, including
lipophilic secondary metabolites. This strategy helps in reducing the abundance of highly
polar constituents and facilitates the concentration of bioactive metabolites for subsequent
biological evaluation [18]. Prior to sample loading, SPE cartridges were conditioned with
5 mL of methanol, followed by equilibration with 5 mL of deionized water to activate
the C18 cartridge. The crude extract was diluted in a methanol–water mixture (90:10,
v/v) to ensure adequate solubility and compatibility with the SPE system. The prepared
sample was then loaded onto the pre-conditioned C18 cartridge slowly to allow for optimal
interaction with the stationary phase. The cartridge was thereafter flushed with 5 mL
of water to remove unbound metabolites/very polar compounds. Eluents of increasing
methanol percentages (20%, 40%, 60%, 80% and 100% methanol in water) were employed
for the fractionation. Each fraction was collected separately, concentrated under reduced
pressure to remove solvent, and reconstituted in methanol for subsequent biological assays.
Collected fractions were designated according to their elution solvent composition using
the format MW-SPE-C18–MeOH%, corresponding to the percentage of methanol used
during elution. All collected fractions were subjected to thin-layer chromatography (TLC)
to compare their phytochemical profiles. Based on similarities in their TLC profiles and
preliminary bioactivity screening, the MW-SPE-C18-40% and MW-SPE-C18-60% fractions
were pooled. Following fractionation, all collected fractions were screened for cytotoxic
activity against Caco-2 colon adenocarcinoma cells using the MTT assay. Fraction selection
for subsequent mechanistic investigations was guided by comparative cytotoxic potency, as
determined by IC50 values. Comparative screening demonstrated that MW-SPE-C18-80%
exhibited the greatest cytotoxic activity and the lowest IC50 value among all fractions tested.
Consequently, MW-SPE-C18-80% was selected for all subsequent mechanistic and chemical
profiling analyses.

2.3. Cell Culture and Viability Assay

Human adenocarcinoma cell lines included Caco-2 (ATCC HTB-37), HT-29 (ATCC
HTB-38), A549 (ATCC, CRM-CCL-185) and a triple-negative breast adenocarcinoma cell
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line (MDA-mb 239; ATCC, CRM-HTB-26). The cell lines were originally obtained from
the American Type Culture Collection (ATCC) and were available as frozen cells in our
laboratory. Cells were cultured and maintained in Dulbecco’s Modified Eagle’s Medium
(DMEM) supplemented with 10% fetal bovine serum (FBS) and 1% antibiotic–antimycotic
solution (Gibco™, Grand Island, NY, USA) and incubated at 37 ◦C in a humidified at-
mosphere containing 5% CO2. Cells were sub-cultured at 80–90% confluence and used
for experiments.

Cell viability was assessed using the MTT assay. Briefly, cells were seeded in 96-well
plates at a density of approximately 5 × 104 cells/mL. Serial dilutions of the test samples
were then added to generate dose–response curves. Following 72 h of treatment, MTT
reagent (0.5 mg/mL) was added to each well and incubated for 2 h. The resulting formazan
crystals were dissolved in isopropanol, and absorbance was measured at 570 nm using a
microplate reader. Half-maximal inhibitory concentration (IC50) values were calculated
using nonlinear regression analysis in Origin software 10.3.0.197 (OriginLab Corporation,
Northampton, MA, USA). Cytotoxicity against normal cells was carried out to assess
cancer selectivity, and the cytotoxic effect of MW-SPE-C18-80% was evaluated in L-929
murine fibroblast cells (NCTC clone 929, ATCC CCL-1™) using the MTT assay under the
same experimental conditions as those used for the cancer cell lines. Vinblastine sulfate
(Sigma-Aldrich, St. Louis, MO, USA) was used as the positive control. Cell viability was
determined after 72 h of treatment, and IC50 values were calculated as described above.

2.4. Morphological Assessment

Caco-2 cells were treated with the MW active fraction at 50 and 100 µg/mL, and
methanol was used as the vehicle control. Cellular morphology was examined using
brightfield microscopy on a Motic AE31E inverted microscope (Motic, Xiamen, China).
Morphological changes, including cytoplasmic vacuolation and cell rounding, were docu-
mented at 24 h and 48 h post-treatment. Cells were stained with acridine orange (5 µg/mL)
for 10 min at 37 ◦C, washed with phosphate-buffered saline (PBS) supplemented with
25 mM HEPES to maintain pH stability during imaging, and immediately visualized using
an EVOS FL fluorescence microscope (Thermo Fisher Scientific, Waltham, MA, USA). This
approach was employed to assess the formation of acidic vesicular organelles and cyto-
plasmic vacuolation. Lysosomal involvement was further evaluated using a fluorogenic
cathepsin L assay kit (Magic Red; ab270774, Abcam, Cambridge, UK). Cells were incubated
with the substrate for 30 min at 37 ◦C in the dark and subsequently imaged live using
fluorescence microscopy. Changes in the fluorescence intensity and intracellular distribu-
tion were interpreted as indicators of lysosomal activity. The quantitative analysis of the
representative micrographs were done using ImageJ 1.54g analysis software, and data were
presented as bar charts with the statistical analysis.

2.5. Immunofluorescence for p62

Caco-2 cells were seeded on glass coverslips and allowed to reach approximately
70–80% confluence prior to treatment. Cells were treated with 50 and 100 µg/mL concentra-
tions of MW for 24 h. Following treatment, cells were fixed with 3.75% paraformaldehyde
for 15 min at room temperature and subsequently washed with phosphate-buffered saline
(PBS). Fixed cells were permeabilized by quick-wash in 0.1% Triton X-100 in PBS. Cells were
then incubated with anti-SQSTM1/p62 rabbit monoclonal antibody (ab240635, Abcam,
Cambridge, UK) at 37 ◦C for 1 h. After washing with PBS, cells were incubated with Alexa
Fluor 488-conjugated goat anti-rabbit secondary antibody for 1 h at 37 ◦C. Nuclei were
counterstained with 4′,6-diamidino-2-phenylindole (DAPI). Coverslips were mounted onto
glass slides using antifade mounting medium to minimize photobleaching. Fluorescence
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images were acquired using a Nikon Eclipse Ci fluorescence microscope equipped with
an NIS-Elements imaging system (Nikon Corporation, Tokyo, Japan). The quantitative
analysis of the representative micrographs was done using ImageJ analysis, and software
and data were presented as bar charts with the statistical analysis.

2.6. Immunoblotting Assay of Autophagic and Apoptotic Proteins

Following treatment, cells were harvested and lysed using M-PER™ Mammalian
Protein Extraction Reagent (Thermo Fisher Scientific, Waltham, MA, USA) supplemented
with protease inhibitors. The extraction was performed on ice for 30 min with intermittent
mixing and subsequently centrifuged at 14,000× g for 30 min at 4 ◦C. The lysate was
quantified using the Bradford assay, and all samples were normalized to equal protein
concentrations. An amount of 25 µg of the lysates was mixed with 2× Laemmli loading
buffer and denatured at 95 ◦C for 5 min. SDS PAGE was performed on 12% polyacry-
lamide gel, which was subsequently transferred onto polyvinylidene difluoride (PVDF)
membranes via wet transfer at 80–100 V for 1–2 h. Following transfer, membranes were
blocked with 5% BSA prepared in Tris-buffered saline with 0.1% Tween-20 (TBST) for 1 h at
room temperature.

Membranes were incubated overnight at 4 ◦C with primary antibodies diluted in
blocking buffer, including anti-caspase-3 (ab13847), anti-caspase-9 (ab2013), anti-LC3A/B
(ab128025), anti-SQSTM1/p62 (ab240635), and anti-GAPDH (1:2500) as the loading control.
After primary antibody incubation, membranes were washed three times with TBST for
5–10 min each. Subsequently, membranes were incubated with horseradish peroxidase
(HRP)-conjugated anti-rabbit secondary antibodies at room temperature. Membranes were
washed again three times with TBST to remove excess secondary antibodies. Protein bands
were detected using an enhanced chemiluminescence (ECL) substrate and visualized using
a chemiluminescent imaging system. Densitometric analysis was performed using ImageJ
software (version 1.54g), and protein expression levels were normalized to GAPDH.

2.7. GC–MS Analysis

GC–MS analysis of the enriched bioactive fraction was performed on an Agilent 5977B
GC system coupled to a mass selective detector (Agilent Technologies, Santa Clara, CA,
USA). Compound separation was done with an HP-5MS Ultra Inert capillary column
(30 m × 0.25 mm internal diameter; 0.25 µm film thickness), while helium served as the
carrier gas at a constant flow rate of approximately 1.0 mL/min. The oven temperature
parameter was set at 80 ◦C with a 2 min hold at the beginning and then gradually increased
to 300 ◦C to facilitate the elution of compounds of higher molecular weight, which resulted
in a total run time of 60 min. Mass spectra were acquired under electron ionization
conditions at 70 eV, with the ion source, and quadrupole temperatures were maintained
at 230 ◦C and 150 ◦C. A solvent delay of 7 min was applied, and spectral data were
collected over a mass-to-charge (m/z) range of 40–550. Data acquisition and processing were
performed using Agilent MassHunter software (version 10.0). Compound identification
was achieved by matching the obtained spectra against entries in the NIST 14.L mass
spectral library.

2.8. Statistical Analysis

All experiments were performed in at least three independent replicates, and data are
presented as mean ± standard deviation (SD). Statistical analyses were conducted using
one-way analysis of variance (ANOVA), followed by Tukey’s post hoc test for multiple
comparisons using SPSS software (version 20; IBM Corp., Armonk, NY, USA). Statistical
significance was defined as p < 0.05, p < 0.01, and p < 0.001.
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IC50 values were determined by nonlinear regression using Origin software (OriginPro
2026 (64-bit) SR1 10.3.0.197 OriginLab Corporation, Northampton, MA, USA). This study
utilized OpenAI for language polishing and grammatical editing to enhance the clarity and
readability of the manuscript.

3. Results
3.1. Bioactivity-Guided SPE Fractionation Enriched Cytotoxic Activity of Mondia whitei

The cytotoxic effects of the crude extract and C18 SPE-derived fractions of MW were
evaluated in Caco-2 using the MTT assay (Figure 1A). The crude extract exhibited moderate
activity with an IC50 of 62.49 ± 5.42 µg/mL. Stepwise elution resulted in a polarity-
dependent enhancement of cytotoxicity. The 20% methanol fraction showed improved
activity (28.11 ± 3.04 µg/mL, p < 0.05 vs. crude). A further increase in potency was
observed for the pooled 40–60% fraction (11.50 ± 2.11 µg/mL, p < 0.001). Interestingly,
the 80% fraction displayed the highest cytotoxic activity (2.26 ± 0.43 µg/mL, p < 0.001),
representing a ~20-fold increase in potency relative to the crude extract. In contrast, the
100% methanol fraction exhibited reduced activity (35.27 ± 0.04 µg/mL) and was not
significantly different from the crude extract (ns). Figure 1B shows a representative dose–
response curve of the MW-SPE-C18-80% fraction against Caco-2 cells. The steep decline
in cell viability across the mid-concentration range indicates strong, dose-dependent cyto-
toxicity, with near-complete loss of viability at higher concentrations. Further bioactivity
testing was performed on the most active fraction (MW-SPE-C18-80%) against a panel of
cancer cell lines, including HT-29, A549 and MDA-MB 231 cell lines, using the MTT assay
(Table 1).

Figure 1. Cytotoxic activity and dose–response profile of Mondia whitei SPE fractions in Caco-
2 cells. (A) IC50 values of crude extract and C18 SPE-derived fractions of MW determined us-
ing MTT assay in Caco-2 cells. Data are presented as mean ± SD of three independent experi-
ments, and statistical significances are denoted as * p < 0.05, and *** p < 0.001; ns: not significant;
(B) dose–response curve of most active fraction (MW-SPE-C18-80%) showing cell viability percentage
as function of concentration.

More interestingly, the cytotoxic effect of MW-SPE-C18-80% was further assessed in the
non-cancerous L-929 fibroblast cell line to evaluate cancer selectivity. The fraction exhibited
an IC50 of 23.72 µg/mL. This is approximately 10.5-fold higher than that observed in Caco-2
cells, corresponding to a selectivity index of 10.49. These findings indicate preferential
cytotoxicity toward colorectal cancer cells. In addition, vinblastine sulfate, which was
included as the positive control, exhibited an IC50 value of 0.124 µg/mL against Caco-
2 cells. Although MW-SPE-C18-80% was less potent than vinblastine, it demonstrated
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marked cytotoxic activity (IC50 = 2.26 ± 0.43 µg/mL) together with preferential toxicity
toward cancer cells compared with normal L-929 fibroblasts (IC50 = 23.72 µg/mL). The
dose–response curve for the viability assay is presented in the Supplementary Materials.

Table 1. Cytotoxicity of enriched MW-SPE-C18-80% fraction against panel of cancer cells.

Cell Line Origin IC50 (µg/mL) of MW-SPE-C18-80% Selectivity Index (SI)

Caco2 Human colorectal
adenocarcinoma 2.26 ± 0.43 10.49

HT-29 Human colon adenocarcinoma 5.17 ± 1.89 4.59
A549 Human lung adenocarcinoma 11.06 ± 2.29 2.14

Mda-mb 231 Human breast adenocarcinoma NA NA
L-929 Murine fibroblast (normal) 23.72 -

Note: Vinblastine was included as a positive control in the Caco-2 cytotoxicity assay and exhibited an IC50 of
0.124 µg/mL ± 0.08 µg/mL, confirming the responsiveness of the assay. NA: no activity; the IC50 value was
above 100 µg/mL.

3.2. MW-SPE-C18-80% Induced Vacuolation and Lysosome-Associated Cellular Changes

The bioactive fraction MW-SPE-C18-80% produced pronounced, dose-dependent
morphological alterations in Caco2 cells. As shown in Figure 2A–C, control cells (photomi-
crograph A) displayed typical epithelial morphology with minimal cytoplasmic vacuo-
lation. In contrast, cells treated with 50 µg/mL (photomicrograph B) exhibited evident
intracellular vacuole formation, while treatment at 100 µg/mL (photomicrograph C) led
to extensive vacuolation accompanied by cell rounding and structural disintegration, in-
dicative of progressive cellular stress. To further characterize the nature of the observed
vacuolation, acridine orange (AO) staining was employed to detect acidic vesicular com-
partments. Control cells (Figure 2, photomicrograph D) showed predominantly green
fluorescence, consistent with viable cells and minimal acidic vesicle accumulation. In
treated cells, a marked increase in red/orange fluorescence was observed at 50 µg/mL
(photomicrograph E) and became more pronounced at 100 µg/mL (photomicrograph F),
indicating the increased formation of acidic vesicular organelles. These findings suggest
that the vacuolation phenotype is associated with enhanced vesicular acidification. The
green/red fluorescence ratio of the treated caco2 cells (Figure 2) shows dose-dependent
effects, which are statistically significant compare to the untreated cells, supporting the
increased formation of acidic vesicular organelles.

To assess lysosomal involvement, the cathepsin L activity was evaluated using a
fluorogenic substrate. Control cells (Figure 2, photomicrograph G) exhibited minimal
fluorescence, reflecting low basal lysosomal activity. In contrast, treated cells displayed
a substantial increase in punctate red fluorescence at both 50 µg/mL (photomicrograph
H) and 100 µg/mL (photomicrograph I), indicating enhanced cathepsin-associated lysoso-
mal signaling. The fluorescence pattern was characterized by discrete puncta distributed
throughout the cytoplasm, consistent with lysosomal localization. Altogether, these ob-
servations demonstrate that MW-SPE-C18-80% induces vacuolation accompanied by an
increased accumulation of acidic vesicles and enhanced lysosomal activity, supporting the
involvement of autophagy–lysosome perturbation in the observed cellular response.

3.3. MW-SPE-C18-80% Perturbs Autophagy–Lysosome Perturbation and Promotes
p62 Accumulation

To investigate the involvement of autophagy-related processes, the expression and
localization of LC3 and p62 were assessed using Western blotting and immunofluorescence
analysis. Western blot analysis revealed that treatment with the bioactive fraction resulted
in a marked increase in LC3-II levels compared to control cells (Figure 3A). Densitometric
quantification confirmed that LC3-II expression was significantly elevated in both treatment
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groups (p < 0.001) compared to the control. No significant difference was observed between
50 and 100 µg/mL (Figure 3B). LC3-I and II exhibited a modest but significant increase
relative to the control without a dose-dependent pattern.

Figure 2. Vacuolation induction and lysosomal involvement by MW-SPE-C18-80% bioactive fraction.
(A–C) Representative brightfield photomicrographs showing cellular morphology untreated cells
and cells treated with MW-SPE-C18-80% (50 and 100 µg/mL) for 24 h. (D–F) Acridine orange
staining of acidic vesicular compartments and (G–I) Magic Red™ cathepsin L staining. Quantitative
analysis of acridine orange green/red fluorescence ratio and cathepsin L fluorescence intensity is
presented alongside representative images. Data are expressed as mean ± SD from three independent
experiments. Statistical significances denoted as * p < 0.05, ** p < 0.01, and *** p < 0.001.

Concurrently, p62 protein levels were significantly increased in treated cells compared
to the control (p < 0.001), with no significant difference between the treatment concentra-
tions, suggesting a plateau response. To further validate these findings, p62 localization
was examined by immunofluorescence. Control cells displayed weak and diffuse p62
staining, whereas treated cells exhibited a marked increase in p62-associated fluorescence
characterized by prominent punctate structures (Figure 3C), indicative of accumulation
of autophagy-associated cargo. Importantly, the concurrent increase in LC3-II and p62,
together with the formation of p62-positive puncta, suggests impaired autophagic turnover
rather than activated autophagic flux. These findings support the notion that MW-SPE-C18-
80% induces perturbation of the autophagy–lysosome pathway, leading to accumulation of
autophagy-related structures.

3.4. Activation of Intrinsic Apoptotic Signaling by MW-SPE-C18-80%

Western blot analysis was performed to evaluate the activation of caspase-mediated
apoptotic pathways following treatment. As shown in Figure 4A, treatment resulted in a
marked increase in the cleavage of both caspase-9 and caspase-3 compared to the control.
Full-length caspase-9 exhibited a modest, non-significant increase in treated groups relative
to the control. In contrast, the cleaved caspase-9 levels were significantly elevated in the
treated samples, with a more pronounced increase observed at the higher concentration.
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Quantitative analysis (Figure 4B) confirmed that the cleaved caspase-9 expression was
significantly higher in treated groups compared to the control (* p < 0.05), indicating
activation of the intrinsic apoptotic pathway.

Figure 3. Bioactive fraction induces accumulation of autophagy-related proteins and p62 puncta
increase structures. (A) Western blot showing LC3-I/II, p62, and GAPDH expression in untreated
cells and cells treated with MW-SPE-C18-80% (50 and 100 µg/mL) for 24 h. (B) Densitometric analysis
of LC3-I, LC3-II, and p62 protein expression normalized to GAPDH. Data is presented as mean ± SD
from 3 independent experiments (n = 3). Picture panels in (C) show immunofluorescence images of
p62 (green) and nuclei stained with DAPI (blue) in untreated and treated cells. (D) Quantification of
p62 puncta. Data are presented as mean ± SD and n = 3. Statistical significance was determined using
one-way ANOVA followed by Tukey’s multiple comparisons test (* p < 0.05, ** p < 0.01, *** p < 0.001,
ns: not significant).

Figure 4. Activation of caspase-mediated apoptosis in treated cells. (A) Western blot analysis of
caspase-9, cleaved caspase-9, caspase-3, and cleaved caspase-3 in control and treated cells. GAPDH
was used as loading control. (B) Quantitative analysis of protein expression normalized to GAPDH
(n = 3). Statistical significances denoted as * p < 0.05 and ns: not significant.

Similarly, the full-length caspase-3 levels did not differ significantly between the
control and treated groups. However, cleaved caspase-3 was strongly induced following
treatment, with minimal or no detectable signal in the control samples. Statistical analysis
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demonstrated a significant increase in the cleaved caspase-3 levels in the treated groups
compared to the control (* p < 0.05), confirming activation of downstream apoptotic execu-
tion mechanisms. Notably, the reduction in full-length caspase-3 observed in the treated
samples is consistent with proteolytic processing into its active cleaved form. Our findings
indicate that the bioactive fraction induces apoptosis via activation of the intrinsic caspase
cascade, involving upstream caspase-9 activation and downstream caspase-3 cleavage.

3.5. GC–MS Profiling Identifies Major Bioactive Constituents in MW-SPE-C18-80%

Gas chromatography–mass spectrometry (GC–MS) analysis was performed to char-
acterize the chemical composition of the bioactive fraction. The chromatographic profile
revealed a complex mixture of predominantly lipid-derived compounds and terpenoids,
with a total of 35 detectable peaks (Figure 5). Among the identified compounds, cis-vaccenic
acid (Rt = 41.989 min) was the most abundant constituent, accounting for 28.46% of the
total peak area (Table 2). This was followed by the triterpenoid lupeol (Rt = 53.772 min),
which contributed 24.85% of the total composition. Other notable components included
n-hexadecanoic acid (8.04%), benzyl nitrile (9.60%), and methyl oleate (4.11%), along with
several unsaturated aldehydes, such as 2,4-dodecadienal and 2-undecenal, present in
lower proportions.

Figure 5. GC–MS chromatogram of bioactive fraction of MW.

Table 2. GC–MS profiling of MW-SPE-C18-80% and putative chemical classes with associated
bioactivity relevance.

RT (min) Tentatively Identified Compound Area (%) Chemical Class Putative Bioactivity Ref.

41.989 cis-Vaccenic acid 28.46 Monounsaturated
fatty acid

Membrane disruption,
mitochondrial stress, apoptosis
induction

[19]

53.772 Lupeol 24.85 Triterpenoid
Anticancer, apoptosis induction,
autophagy–lysosome
perturbation, caspase activation

[20]

37.839 n-Hexadecanoic acid 8.04 Saturated fatty acid Pro-apoptotic, lipid-mediated
cytotoxicity [21]

40.665 9-Octadecenoic acid methyl ester 4.11 Fatty acid ester Membrane interaction, lipid
signaling [22]

18.262 2,4-Dodecadienal 3.03 Unsaturated
aldehyde

Reactive electrophile, oxidative
stress, membrane damage

15.854 2-Decenal (E) 2.18 Aldehyde – -

36.522 Oleic acid 1.87 Monounsaturated
fatty acid

Modulates membrane fluidity
and apoptosis [23]
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Table 2. Cont.

RT (min) Tentatively Identified Compound Area (%) Chemical Class Putative Bioactivity Ref.

20.011 2-Undecenal 1.80 Aldehyde – -

42.435 cis-10-Nonadecenoic acid 0.84 Fatty acid Adjunct/complementary
anticancer effect [24]

40.484 Linoleic acid methyl ester 0.50 Polyunsaturated fatty
acid Lipid signaling, ROS modulation [25]

23.610 Fatty acid derivative (alkynyl ester) 0.30 Lipid derivative Membrane perturbation [26]

29.582 Eudesmol derivative 0.27 Sesquiterpene
alcohol Apoptosis induction [27]

44.124 cis-13-Eicosenoic acid 0.25 Fatty acid – -

29.465 Bisabolene epoxide 0.20 Sesquiterpene Antioxidant potential [28]

Note: The compounds are ranked according to the relative peak area (%) to highlight the major tentatively
identified constituents relevant to the biological activity discussed in this study. Reported biological activities were
compiled from the literature and are intended to provide biological context; they do not constitute experimental
validation in the present study.

Overall, the chemical profile was dominated by fatty acids and their derivatives,
which collectively represented a substantial proportion of the extract, alongside a smaller
but significant contribution from terpenoid compounds. Minor constituents included
sesquiterpenes (e.g., bisabolene epoxide and eudesmol derivatives) and reactive aldehydes,
which are known to possess biological activity.

4. Discussion
In this study, we attempted to elucidate the mechanism of action of the bioactive frac-

tion MW-SPE-C18-80%, derived from Mondia whitei. The fraction demonstrated enhanced
cytotoxic activity compared to the crude extract. It induced a distinct vacuolation-associated
phenotype in colon adenocarcinoma cells. Interestingly, MW-SPE-C18-80% displayed dif-
ferential cytotoxicity across the tested cancer cell lines. Caco-2 cells showed the greatest
sensitivity and MDA-MB-231 cells demonstrated minimal response. This may possibly
reflect differences in cellular metabolism, apoptotic competence, and autophagy–lysosome
signaling [29]. The examination of cytotoxicity with L-929 fibroblasts enabled a preliminary
assessment of cancer selectivity [30]. The lower sensitivity of L-929 cells compared with
Caco-2 cells suggests that MW-SPE-C18-80% exhibits preferential selectivity toward colon
cancer cells. Comprehensive evaluation of the bioactive fraction through additional normal
human cell lines and in vivo models is required to establish its safety profile and therapeutic
window. The bioactive fraction exhibited lower potency compared to the vinblastine sulfate
(reference chemotherapeutic agent). The pronounced cancer selectivity (SI ≈ 10.5) exhibited
by the enriched fraction indicates that the fraction contains bioactive constituents with
promising anticancer potential. This fraction warrants further purification and characteri-
zation. Meanwhile, the available reports on MW have largely focused on its phytochemical
composition [6], antioxidant potential [31], and in silico prediction of molecular targets [7].
Experimental validation of its mechanism of cell death remains limited. Our approach
therefore extends the existing knowledge by providing mechanistic insight into the cellular
responses elicited by the bioactive fraction of this plant. A prominent feature observed
in treated cells was the formation of extensive cytoplasmic vacuolation, accompanied by
alterations in lysosomal-associated fluorescence. Such phenotypes are often associated with
perturbations in vesicular trafficking and lysosomal function [32]. Consistent with this,
the observed changes in cathepsin-associated signaling suggest involvement of lysosomal
pathways [33], indicating that the vacuolation phenotype is not merely morphological but
reflects underlying functional alterations in the autophagy–lysosome perturbation. This
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is in line with previous reports showing that lysosomal dysfunction can act as a central
mediator of stress responses leading to cell death [34].

In this current mechanistic investigation of MW, our results revealed modulation of
autophagy-related markers. Increased LC3-II levels and the concurrent accumulation of p62 in
treated cells was evidenced in Caco2 cells treated with the bioactive fraction. LC3-II accumula-
tion is commonly associated with autophagosome formation [35], which complements the
observed vacuolations after treatment with the bioactive fraction, marking the involvement
of the autophagy–lysosome pathway. However, the concomitant increase in p62 suggests
altered autophagic turnover rather than efficient autophagic degradation [36]. This pattern is
indicative of perturbation of the autophagy–lysosome axis, potentially reflecting impaired
cargo clearance or dysregulated autophagic flux [37]. Similar observations have been reported
in studies where cellular stress disrupted lysosomal processing and the accumulation of
autophagy-related intermediates [38]. Subsequent mechanistic exploration of MW suggests
the activation of the intrinsic apoptotic signaling pathway. The bioactive fraction induced
cleavage of caspase-9 and caspase-3. The involvement of caspase-9 suggests activation of the
intrinsic apoptotic pathway, which is typically associated with mitochondrial signaling [39].
Although the responses of autophagy-associated proteins and cleaved caspase-3 were not
strictly linear between 50 and 100 µg/mL, the data demonstrate concentration-dependent
modulation with evidence of a plateau at the higher concentration. This pattern may reflect
progression from an early stress response toward a later stage of apoptosis, where severe
cellular injury and commitment to cell death alter the dynamics of autophagy-associated
proteins and executioner caspase activation [40]. Conversely, cleaved caspase-9 continued to
increase at 100 µg/mL, supporting sustained activation of the intrinsic apoptotic pathway [41].
The coexistence of autophagy–lysosome perturbation and apoptosis supports the concept of
crosstalk between these pathways [16]. Similar studies report dual apoptosis and autophagy
modulation by medicinal plants to induce prolonged cellular stress or failure of adaptive
autophagy that may culminate in apoptotic cell death [42]. Based on the evidence from
these current studies, we propose this as a working mechanistic model rather than a demon-
strated causal pathway. The present study does not establish the temporal or mechanistic
relationship among these events, and therefore future studies employing selective pharmaco-
logical inhibitors or genetic approaches will be required to determine whether vacuolation,
autophagy–lysosome perturbation, and apoptosis are causally linked or represent parallel
cellular responses to treatment.

Moreover, the metabolite profiling of MW-SPE-C18-80% via GC-MS analysis tenta-
tively suggests the presence of cis-vaccenic acid and lupeol as major constituents. Lupeol,
a pentacyclic triterpenoid, has been widely reported to induce apoptosis and modulate
cellular signaling pathways in various cancer models [43,44], including activation of cas-
pase cascades [45]. Its presence in the fraction may therefore contribute to the observed
apoptotic effects. Similarly, fatty acids such as cis-vaccenic acid have been implicated in
modulating membrane dynamics and cellular stress responses [19]. However, the present
study was conducted using a semi-purified fraction, and the observed biological effects
likely reflect the combined action of multiple constituents rather than a single compound.
Taken together with the results emanating from the current studies, our findings support
a model in which MW-SPE-C18-80% induces cellular stress characterized by vacuolation
and lysosomal involvement, leading to perturbation of the autophagy–lysosome pathway
and the subsequent activation of intrinsic apoptotic signaling. This integrated response
highlights the potential of MW as a source of compounds capable of modulating multiple
cell death pathways. Despite these insights, several limitations are acknowledged. The
precise molecular targets of the active constituents were not identified, and the contribution
of individual compounds to the observed effects remains to be determined. Future studies
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should focus on the further purification and structural elucidation of the active components,
as well as functional validation using pathway-specific inhibitors and mitochondrial assays
to clarify the sequence of events leading to cell death. Additionally, in vivo studies will be
required to evaluate the therapeutic potential and safety profile of these bioactive fractions.

5. Conclusions
This study demonstrates that a bioactive fraction derived from Mondia whitei exhibits

enhanced cytotoxic activity compared to the crude extract. The enriched fraction induced a
distinct vacuolation-associated phenotype in caco2 cells. Mechanistically, the fraction was
associated with perturbation of the autophagy–lysosome pathway. This was evidenced by
LC3 modulation, p62 accumulation, and altered cathepsin-associated signaling, alongside
activation of intrinsic apoptotic signaling through caspase-9 and caspase-3 cleavage. These
findings suggest that the cytotoxic effects of the fraction involve the coordinated disruption
of cellular homeostasis and engagement of multiple cell death pathways. Chemical pro-
filing identified lupeol and cis-vaccenic acid as major constituents, providing a plausible
basis for the observed biological activity, although the individual contributions of these
metabolites remain to be elucidated. Overall, this work provides experimental insight into
the cellular mechanisms underlying the anticancer potential of Mondia whitei and highlights
the importance of further studies to isolate active compounds and define their specific
molecular targets.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/biom16081123/s1, Original Western Blots images.

Author Contributions: Conceptualization, S.O.A.; methodology, S.O.A., E.A.B., I.O.A., M.S.A.M.,
F.S.A., M.N.A., A.G.Y., K.A.A. and A.R.; writing—original draft preparation, S.O.A.; writing—review
and editing, S.O.A. and K.A.A.; supervision, M.I.A., B.A.A.-D. and I.O.A. All authors have read and
agreed to the published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data is contained in the article.

Acknowledgments: The authors extend their appreciation to the Ongoing Research Funding Program,
(ORF-2026-214), King Saud University, Riyadh, Saudi Arabia.

Conflicts of Interest: The authors declare no conflicts of interest.

Abbreviations
The following abbreviations are used in this manuscript:

MW Mondia whitei
SPE Solid-phase extraction
TLC Thin-layer chromatography
NA No activity

References
1. Houghton, P.J. The Role of Plants in Traditional Medicine and Current Therapy. J. Altern. Complement. Med. 1995, 1, 131–143.

[CrossRef] [PubMed]
2. Anifowose, S.O.; Alqahtani, W.S.N.; Al-Dahmash, B.A.; Sasse, F.; Jalouli, M.; Aboul-Soud, M.A.M.; Badjah-Hadj-Ahmed, A.Y.;

Elnakady, Y.A. Efforts in Bioprospecting Research: A Survey of Novel Anticancer Phytochemicals Reported in the Last Decade.
Molecules 2022, 27, 8307. [CrossRef] [PubMed]

https://doi.org/10.3390/biom16081123

https://www.mdpi.com/article/10.3390/biom16081123/s1
https://www.mdpi.com/article/10.3390/biom16081123/s1
https://doi.org/10.1089/acm.1995.1.131
https://www.ncbi.nlm.nih.gov/pubmed/9395610
https://doi.org/10.3390/molecules27238307
https://www.ncbi.nlm.nih.gov/pubmed/36500400
https://doi.org/10.3390/biom16081123


Biomolecules 2026, 16, 1123 14 of 15

3. Aremu, A.O.; Cheesman, L.; Finnie, J.F.; Van Staden, J. Mondia whitei (Apocynaceae): A Review of Its Biological Activities,
Conservation Strategies and Economic Potential. S. Afr. J. Bot. 2011, 77, 960–971. [CrossRef]

4. Oketch-Rabah, H.A. Mondia whitei, a Medicinal Plant from Africa with Aphrodisiac and Antidepressant Properties: A Review.
J. Diet. Suppl. 2012, 9, 272–284. [CrossRef] [PubMed]

5. Gbadamosi, I.T.; Erinoso, S.M. In Vitro Antioxidant and Antimicrobial Activities of Mondia whitei (Hook. f.) Skeels. J. Basic Appl.
Sci. 2015, 11, 428–433.

6. Hagari, R.W.; Nguta, J.M. Ethnopharmacology, Toxicology and Phytochemical Composition of Mondia whitei (Hook. f.) Skeels
(Apocynaceae). Afr. J. Pharm. Pharmacol. 2025, 19, 52–61. [CrossRef]

7. Onohuean, H.; Onohuean, F.E.; Igbinoba, S.I.; Ezeonwumelu, J.O.C.; Agu, P.C.; Ifie, J.E.; Deusdedit, T.; Aja, P.M. Elucidation of
Chemical Profiles and Molecular Targets of Mondia whitei Leave Fractions Bioactive as Novel Therapeutics: An In Vitro and in
Silico Assay. J. Genet. Eng. Biotechnol. 2022, 20, 170. [CrossRef] [PubMed]

8. Voronina, M.V.; Frolova, A.S.; Kolesova, E.P.; Kuldyushev, N.A.; Parodi, A.; Zamyatnin, A.A. The Intricate Balance between
Life and Death: ROS, Cathepsins, and Their Interplay in Cell Death and Autophagy. Int. J. Mol. Sci. 2024, 25, 4087. [CrossRef]
[PubMed]

9. El-Khattouti, A.; Selimovic, D.; Haikel, Y.; Hassan, M. Crosstalk between Apoptosis and Autophagy: Molecular Mechanisms and
Therapeutic Strategies in Cancer. J. Cell Death 2013, 6, JCD-S11034. [CrossRef] [PubMed]

10. Fox, J.L.; MacFarlane, M. Targeting Cell Death Signalling in Cancer: Minimising ‘Collateral Damage’. Br. J. Cancer 2016, 115, 5–11.
[CrossRef] [PubMed]

11. Bata, N.; Cosford, N.D.P. Cell Survival and Cell Death at the Intersection of Autophagy and Apoptosis: Implications for Current
and Future Cancer Therapeutics. ACS Pharmacol. Transl. Sci. 2021, 4, 1728–1746. [CrossRef] [PubMed]

12. Chaudhry, G.-S.; Akim, A.M.; Sung, Y.Y.; Muhammad, T.S.T. Cancer and Apoptosis. In Apoptosis and Cancer: Methods and Protocols;
Springer: Berlin/Heidelberg, Germany, 2022; pp. 191–210.

13. Liu, S.; Yao, S.; Yang, H.; Liu, S.; Wang, Y. Autophagy: Regulator of Cell Death. Cell Death Dis. 2023, 14, 648. [CrossRef] [PubMed]
14. Assi, M.; Kimmelman, A.C. Impact of Context-Dependent Autophagy States on Tumor Progression. Nat. Cancer 2023, 4, 596–607.

[CrossRef] [PubMed]
15. Liu, J.; Wu, Y.; Meng, S.; Xu, P.; Li, S.; Li, Y.; Hu, X.; Ouyang, L.; Wang, G. Selective Autophagy in Cancer: Mechanisms,

Therapeutic Implications, and Future Perspectives. Mol. Cancer 2024, 23, 22. [CrossRef] [PubMed]
16. Sorice, M. Crosstalk of Autophagy and Apoptosis. Cells 2022, 11, 1479. [CrossRef] [PubMed]
17. Das, D.; Shafi, S. Bioactivity-Guided Fractionation and Identification of Bioactive Molecules: A Basic Method in Drug Discovery

BT. In Drugs and a Methodological Compendium: From Bench to Bedside; Rajput, V.S., Runthala, A., Eds.; Springer Nature Singapore:
Singapore, 2023; pp. 41–78.

18. Gasperotti, M.; Masuero, D.; Guella, G.; Mattivi, F.; Vrhovsek, U. Development of a Targeted Method for Twenty-Three Metabolites
Related to Polyphenol Gut Microbial Metabolism in Biological Samples, Using SPE and UHPLC–ESI-MS/MS. Talanta 2014, 128,
221–230. [CrossRef] [PubMed]

19. Scott, J.S.; Young, R.S.E.; Quek, L.-E.; Miller, D.C.; Evergren, E.; Dehairs, J.; Johnson, I.R.D.; Brooks, D.A.; Loda, M.; Hoy, A.J.
Cis-Vaccenic Acid Is a Key Product of Stearoyl-CoA Desaturase 1 and a Critical Oncogenic Factor in Prostate Cancer. BioRxiv 2024.
[CrossRef]

20. Fatma, H.; Jameel, M.; Siddiqui, A.J.; Kuddus, M.; Buali, N.S.; Bahrini, I.; Siddique, H.R. Chemotherapeutic Potential of Lupeol
against Cancer in Pre-Clinical Model: A Systematic Review and Meta-Analysis. Phytomedicine 2024, 132, 155777. [CrossRef]
[PubMed]

21. Sangpairoj, K.; Settacomkul, R.; Siangcham, T.; Meemon, K.; Niamnont, N.; Sornkaew, N.; Tamtin, M.; Sobhon, P.; Vivithanaporn, P.
Hexadecanoic Acid-Enriched Extract of Halymenia Durvillei Induces Apoptotic and Autophagic Death of Human Triple-Negative
Breast Cancer Cells by Upregulating ER Stress. Asian Pac. J. Trop. Biomed. 2022, 12, 132–140. [CrossRef]

22. Rani, V.; Amudha, P.; Vidya, R.; Jayalakshmi, M.; Kalpana, C.S. Molecular Docking Analysis of 9-Octadecene, 9, 12, 15-
Octadecatrienoic Acid, Methyl Ester, Phytol, 9, 12-Octadecadienoic Acid and 9-Octadecenoic Acid with Anticancer Target Enzyme
Caspase 3 (PDB: 1CP3). Texila Int. J. Public Health 2024, 12. [CrossRef]

23. Lee, S.-Y.; Le, D.D.; Bae, C.-S.; Park, J.W.; Lee, M.; Cho, S.-S.; Park, D.-H. Oleic Acid Attenuates Asthma Pathogenesis via Th1/Th2
Immune Cell Modulation, TLR3/4-NF-KB-Related Inflammation Suppression, and Intrinsic Apoptotic Pathway Induction. Front.
Immunol. 2024, 15, 1429591. [CrossRef] [PubMed]

24. Varlı, M.; Lee, E.-Y.; Park, S.-Y.; Yang, Y.; Hillman, P.F.; Zhou, R.; Hur, J.-S.; Nam, S.-J.; Kim, H. An Endolichenic Fungi-Derived
Fatty Acid, Cis-10-Nonadecenoic Acid, Suppresses Colorectal Cancer Stemness. Biomol. Ther. 2025, 33, 842. [CrossRef] [PubMed]

25. Ochin, C.C.; Wilson, T.; Garelnabi, M. Dietary Oxidized Linoleic Acids Modulate Fatty Acids in Mice. J. Lipid Atheroscler. 2022, 11,
197. [CrossRef] [PubMed]

26. Qi, J.; Duan, Y.; Li, Z.; Gao, J.; Qi, J.; Liu, C. The Alkynyl-Containing Compounds from Mushrooms and Their Biological Activities.
Nat. Prod. Bioprospect. 2023, 13, 50. [CrossRef] [PubMed]

https://doi.org/10.3390/biom16081123

https://doi.org/10.1016/j.sajb.2011.06.010
https://doi.org/10.3109/19390211.2012.726704
https://www.ncbi.nlm.nih.gov/pubmed/23039023
https://doi.org/10.5897/ajpp2025.5434
https://doi.org/10.1186/s43141-022-00440-2
https://www.ncbi.nlm.nih.gov/pubmed/36574159
https://doi.org/10.3390/ijms25074087
https://www.ncbi.nlm.nih.gov/pubmed/38612897
https://doi.org/10.4137/jcd.s11034
https://www.ncbi.nlm.nih.gov/pubmed/25278778
https://doi.org/10.1038/bjc.2016.111
https://www.ncbi.nlm.nih.gov/pubmed/27140313
https://doi.org/10.1021/acsptsci.1c00130
https://www.ncbi.nlm.nih.gov/pubmed/34927007
https://doi.org/10.1038/s41419-023-06154-8
https://www.ncbi.nlm.nih.gov/pubmed/37794028
https://doi.org/10.1038/s43018-023-00546-7
https://www.ncbi.nlm.nih.gov/pubmed/37069394
https://doi.org/10.1186/s12943-024-01934-y
https://www.ncbi.nlm.nih.gov/pubmed/38262996
https://doi.org/10.3390/cells11091479
https://www.ncbi.nlm.nih.gov/pubmed/35563785
https://doi.org/10.1016/j.talanta.2014.04.058
https://www.ncbi.nlm.nih.gov/pubmed/25059152
https://doi.org/10.1101/2024.03.28.587238
https://doi.org/10.1016/j.phymed.2024.155777
https://www.ncbi.nlm.nih.gov/pubmed/38943695
https://doi.org/10.4103/2221-1691.338922
https://doi.org/10.21522/tijph.2013.12.04.art097
https://doi.org/10.3389/fimmu.2024.1429591
https://www.ncbi.nlm.nih.gov/pubmed/39421735
https://doi.org/10.4062/biomolther.2025.062
https://www.ncbi.nlm.nih.gov/pubmed/40765264
https://doi.org/10.12997/jla.2022.11.2.197
https://www.ncbi.nlm.nih.gov/pubmed/35656146
https://doi.org/10.1007/s13659-023-00416-w
https://www.ncbi.nlm.nih.gov/pubmed/37946001
https://doi.org/10.3390/biom16081123


Biomolecules 2026, 16, 1123 15 of 15

27. Sereesantiwong, P.; Sudsaward, S.; Changtong, A.; Khunchai, S. β-Eudesmol Enhances Triple-Negative Breast Cancer Killing by
Increasing Death Receptor Expression. In Proceedings of the 7th International Anatomical Sciences and Cell Biology Conference
in Conjunction with 46th Annual Conference of the Anatomy Association of Thailand, Chonburi, Thailand, 14–27 May 2024.

28. Khojali, I.O.; Mohammed, M.Y. Bisabolene Compound Extracted from Cassia Fistula and Docked as Antioxidant and Vitamin E
Alternative Predicted Drug Design. GSC Adv. Res. Rev 2023, 15, 69–75. [CrossRef]

29. Montes-de-Oca-Saucedo, C.R.; Perales-Martínez, J.E.; Arellano-Barrientos, J.C.; Rodríguez-Tovar, L.E.; Nevárez-Garza, A.M.;
Garza-Arredondo, A.J.; Saucedo-Cárdenas, O.; Hernández-Vidal, G.; Soto-Domínguez, A.; Castillo-Velázquez, U. Targeting
Human Cancer Cells with Cannabidiol (CBD): Apoptotic Cytotoxicity in HeLa, MDA-MB-231, and CaCo-2 Lines. Int. J. Mol. Sci.
2025, 26, 12136. [CrossRef] [PubMed]

30. Simonetti, L.C.B.; de Almeida Romagna, R.; dos Santos, R.B.; de Sousa, E.M.B.; Peres, A.M.; Ludovico, E.S.; de Cássia Ribeiro
Gonçalves, R.; França, F.D.; Ferraz, L.N.; de Oliveira, M.A. Mesoporous Silica Nanoparticles as Nanocarriers for 2′-Hydroxy-2-
Fluorochalcone: Synthesis, Characterization, and Anticancer Activity against Colorectal Cancer Cells. J. Nanopart. Res. 2026, 28,
161. [CrossRef]

31. Defo Deeh, P.B.; Sathiyaseelan, A.; Vishven Naveen, K.; Wang, M.-H. Phytochemical Analysis and Antioxidant Potential of Mondia
whitei and Guibourtia Tessmannii against H2O2-Induced Cytotoxicity in PC3 Cells. J. Biomol. Struct. Dyn. 2025, 43, 9790–9804.
[CrossRef] [PubMed]

32. Wen, X.; Ma, H. Cytoplasmic Vacuolization: A Fascinating Morphological Alteration from Cellular Stress to Cell Death. Cancer
Sci. 2025, 116, 1181–1192. [CrossRef] [PubMed]

33. Hu, P.; Wang, J.; Qing, Y.; Li, H.; Sun, W.; Yu, X.; Hui, H.; Guo, Q.; Xu, J. FV-429 Induces Autophagy Blockage and Lysosome-
Dependent Cell Death of T-Cell Malignancies via Lysosomal Dysregulation. Cell Death Dis. 2021, 12, 80. [CrossRef] [PubMed]

34. Vietri, M.; Miranda, M.R.; Amodio, G.; Ciaglia, T.; Bertamino, A.; Campiglia, P.; Remondelli, P.; Vestuto, V.; Moltedo, O. The Link
between Endoplasmic Reticulum Stress and Lysosomal Dysfunction under Oxidative Stress in Cancer Cells. Biomolecules 2025, 15,
930. [CrossRef] [PubMed]

35. Iriondo, M.N.; Etxaniz, A.; Varela, Y.R.; Ballesteros, U.; Hervás, J.H.; Montes, L.R.; Goñi, F.M.; Alonso, A. LC3 Subfamily in
Cardiolipin-Mediated Mitophagy: A Comparison of the LC3A, LC3B and LC3C Homologs. Autophagy 2022, 18, 2985–3003.
[CrossRef] [PubMed]

36. Kumar, A.V.; Mills, J.; Lapierre, L.R. Selective Autophagy Receptor P62/SQSTM1, a Pivotal Player in Stress and Aging. Front. Cell
Dev. Biol. 2022, 10, 793328. [CrossRef] [PubMed]

37. Du, M.; Yu, Y.; Wang, J.; Ji, C. Autophagy–Lysosome Pathway Dysfunction in Neurodegeneration and Cancer: Mechanisms and
Therapeutic Opportunities. Int. J. Mol. Sci. 2025, 27, 366. [CrossRef] [PubMed]

38. Zhu, L.; Li, K.; Liu, M.; Liu, K.; Ma, S.; Cai, W. Anti-Cancer Research on Arnebiae Radix-Derived Naphthoquinone in Recent Five
Years. Recent Pat. Anticancer Drug Discov. 2022, 17, 218–230. [CrossRef] [PubMed]

39. Dirican, E.; Özcan, H.; Uzunçakmak, S.K.; Takım, U. Evaluation Expression of the Caspase-3 and Caspase-9 Apoptotic Genes in
Schizophrenia Patients. Clin. Psychopharmacol. Neurosci. 2023, 21, 171. [CrossRef] [PubMed]

40. Lotfi, M.-S.; Rassouli, F.B. Navigating the Complexities of Cell Death: Insights into Accidental and Programmed Cell Death.
Tissue Cell 2024, 91, 102586. [CrossRef] [PubMed]

41. Brentnall, M.; Rodriguez-Menocal, L.; De Guevara, R.L.; Cepero, E.; Boise, L.H. Caspase-9, Caspase-3 and Caspase-7 Have
Distinct Roles during Intrinsic Apoptosis. BMC Cell Biol. 2013, 14, 32. [CrossRef] [PubMed]

42. Anifowose, S.O.; Oladejo, M.K.; Salih, A.M.; Almutairi, L.M.; Almansour, M.I.; Al-Dahmash, B.; Al Mosallam, M.S.; Alanazi, I.O.;
Rady, A. Dual Modulation of Autophagy and Apoptosis as Anticancer Mechanism of Action of Khaya Grandiofoliola in Colon
Carcinoma Cells. Int. J. Mol. Sci. 2025, 26, 5247. [CrossRef] [PubMed]

43. Banerjee, J.; Samanta, S.; Ahmed, R.; Dash, S.K. Bioactive Pentacyclic Triterpenes Trigger Multiple Signalling Pathways for
Selective Apoptosis Leading to Anticancer Efficacy: Recent Updates and Future Perspectives. Curr. Protein Pept. Sci. 2023, 24,
820–842. [CrossRef] [PubMed]

44. AlMousa, L.A.; Pandey, P.; Lakhanpal, S.; Kyada, A.K.; Nayak, P.P.; Hussain, A.; Hasan, T.N.; Alagal, R.I.; Khan, F. An Updated
Review Deciphering the Anticancer Potential of Pentacyclic Triterpene Lupeol and Its Nanoformulations. Front. Pharmacol. 2025,
16, 1594901. [CrossRef] [PubMed]

45. Khan, S.; Khubaib, M. The Therapeutic and Protective Potential of Lupeol in Immune Modulation and Disease Prevention. In
Lupeol; CRC Press: Boca Raton, FL, USA, 2025; pp. 81–92.

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.3390/biom16081123

https://doi.org/10.30574/gscarr.2023.15.1.0111
https://doi.org/10.3390/ijms262412136
https://www.ncbi.nlm.nih.gov/pubmed/41465562
https://doi.org/10.1007/s11051-026-06671-5
https://doi.org/10.1080/07391102.2024.2335299
https://www.ncbi.nlm.nih.gov/pubmed/38651748
https://doi.org/10.1111/cas.70013
https://www.ncbi.nlm.nih.gov/pubmed/40017124
https://doi.org/10.1038/s41419-021-03394-4
https://www.ncbi.nlm.nih.gov/pubmed/33441536
https://doi.org/10.3390/biom15070930
https://www.ncbi.nlm.nih.gov/pubmed/40723802
https://doi.org/10.1080/15548627.2022.2062111
https://www.ncbi.nlm.nih.gov/pubmed/35414338
https://doi.org/10.3389/fcell.2022.793328
https://www.ncbi.nlm.nih.gov/pubmed/35237597
https://doi.org/10.3390/ijms27010366
https://www.ncbi.nlm.nih.gov/pubmed/41516242
https://doi.org/10.2174/1574892816666211209164745
https://www.ncbi.nlm.nih.gov/pubmed/34886780
https://doi.org/10.9758/cpn.2023.21.1.171
https://www.ncbi.nlm.nih.gov/pubmed/36700323
https://doi.org/10.1016/j.tice.2024.102586
https://www.ncbi.nlm.nih.gov/pubmed/39426124
https://doi.org/10.1186/1471-2121-14-32
https://www.ncbi.nlm.nih.gov/pubmed/23834359
https://doi.org/10.3390/ijms26115247
https://www.ncbi.nlm.nih.gov/pubmed/40508060
https://doi.org/10.2174/1389203724666230418123409
https://www.ncbi.nlm.nih.gov/pubmed/37073661
https://doi.org/10.3389/fphar.2025.1594901
https://www.ncbi.nlm.nih.gov/pubmed/40417209
https://doi.org/10.3390/biom16081123

	Introduction 
	Materials and Methods 
	Plant Material and Extraction 
	Solid-Phase Extraction (SPE) Fractionation 
	Cell Culture and Viability Assay 
	Morphological Assessment 
	Immunofluorescence for p62 
	Immunoblotting Assay of Autophagic and Apoptotic Proteins 
	GC–MS Analysis 
	Statistical Analysis 

	Results 
	Bioactivity-Guided SPE Fractionation Enriched Cytotoxic Activity of Mondia whitei 
	MW-SPE-C18-80% Induced Vacuolation and Lysosome-Associated Cellular Changes 
	MW-SPE-C18-80% Perturbs Autophagy–Lysosome Perturbation and Promotes p62 Accumulation 
	Activation of Intrinsic Apoptotic Signaling by MW-SPE-C18-80% 
	GC–MS Profiling Identifies Major Bioactive Constituents in MW-SPE-C18-80% 

	Discussion 
	Conclusions 
	References

