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Abstract: Metastases are responsible for the vast majority of cancer deaths, yet most therapeutic
efforts have focused on targeting and interrupting tumor growth rather than impairing the metastatic
process. Traditionally, cancer metastasis is attributed to the dissemination of neoplastic cells from the
primary tumor to distant organs through blood and lymphatic circulation. A thorough understanding
of the metastatic process is essential to develop new therapeutic strategies that improve cancer
survival. Since Paget’s original description of the “Seed and Soil” hypothesis over a hundred years
ago, alternative theories and new players have been proposed. In particular, the role of extracellular
vesicles (EVs) released by cancer cells and their uptake by neighboring cells or at distinct anatomical
sites has been explored. Here, we will outline and discuss these alternative theories and emphasize
the horizontal transfer of EV-associated biomolecules as a possibly major event leading to cell
transformation and the induction of metastases. We will also highlight the recently discovered
intracellular pathway used by EVs to deliver their cargoes into the nucleus of recipient cells, which is
a potential target for novel anti-metastatic strategies.

Keywords: cancer; metastasis; nucleoplasmic reticulum; extracellular vesicles; exosomes; oncogene;
tumor suppressor gene; microenvironment

1. Introduction

Metastasis is defined as the spread of cancer cells from the primary site of formation
to distant tissues and/or organs. Such spatiotemporal cellular dissemination that occurs
through the blood and lymphatic system is considered to be responsible for the vast majority
of cancer deaths worldwide [1]. A deeper understanding of metastasis might identify new
mechanisms that could be intercepted, leading to new anti-cancer therapeutic strategies.
The classic hypothesis of the metastatic process is based on Stephen Paget’s “Seed and
Soil” model, according to which the distribution of metastases is not casual, but organ-
specific: the “soil”, the proper tissue or organ environment, allows the growth of the “seed”,
i.e., certain tumor cells with metastatic potential, owing to the interaction between the
cancer cells and the host organ [2]. It was shown that the mechanism by which metastatic
cancer cells implant and grow at distant sites involves cross-communication between them
and resident stromal/immune cells, via direct physical cell–cell contact or soluble factors,
secreted locally or carried systemically by nanosized extracellular membrane vesicles
(abbreviated here as EVs) [3–12].

The role attributed to EVs as mediators of intercellular communication is now emerg-
ing in the contexts of embryogenesis, tissue regeneration and the immune system, as well
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as in various diseases, notably in cancer, where EVs can favor the formation of metastases,
as discussed later in this review [13–17]. Different types of EVs have been described, the
most common being those released after the fusion of multi-vesicular bodies with the
plasma membrane, as exosomes, with a size below 120 nm, or directly released from the
plasma membrane of donor cells, as ectosomes/microvesicles (100–1000 nm) [9,18–20]. In
addition, larger EVs such as apoptotic bodies (1–5 µm), released upon cell fragmentation
during apoptotic cell death, and large oncosomes (1–10 µm), released from non-apoptotic
membrane blebs of migrating cancer cells harbouring an amoeboid phenotype, have also
been described [21–26]. Another type of large EVs are migrasomes (0.5–3 µm), released
upon the degradation of cell’s retraction fibers left behind by migrating cells or during
membrane cell retraction [27,28]. The latter may transport chemokines and cytokines
and thus play some role in the dissemination of cancer cells and/or interfere with the
immune system [29,30]. In general, EVs contain various types of bioactive molecules, such
as proteins, RNAs and/or genomic/mitochondrial DNA, which reflect the genetic status
of the donor cells (see below) [31–33] and can impact surrounding tissues and/or distant
organs [34]. In the latter case, it remains to be determined how circulating EVs reach
them, but an interesting study has demonstrated that cancer EVs can breach the intact
blood–brain barrier via transcytosis [35] (reviewed in Ref. [36]).

Once released into a given bodily fluid, EVs can encounter other cells and transfer their
contents to them. In this process, the membrane constituents of EVs and those associated
with the plasma membrane of recipient cells could determine the selective targeting to a
particular recipient cell type and the mechanism of uptake or internalization (reviewed
in Refs. [20,37]). The uptake of EVs, notably those derived from cancer cells, can play
a major role in the metastatic process. First, through hemo-lymphatic circulation, EVs
could reach distant sites, where they can stimulate non-neoplastic stromal/immune cells
to support tumor growth, thus creating the appropriate “soil” of the pre-metastatic niche
(PMN) [4,5,38,39]. Thus, EVs could induce neo-angiogenesis [40–42] and immunosuppres-
sion [43–45]. In addition to this important contribution to PMN, EVs may play a role in
metastatic organotropism [5], i.e., the affinity of each cancer type to metastasize to specific
organs [46,47] (see below).

The impact of EVs on a given physiological process is modulated by their content.
In cancer, especially in metastasis, certain proteins associated with the surface of EVs
contribute to cell invasion. As examples, the highly glycosylated form of the extracel-
lular matrix metalloproteinase inducer (EMMPRIN), present at high levels in EVs from
metastatic breast cancer patients, contributes to tumor invasion in the surrounding tis-
sue [48]. Similarly, the tetraspanin protein CD9, also highly expressed on EVs, is thought
to be associated with cancer cell invasiveness by promoting EV internalization, which
stimulates cellular transformation (reviewed in Ref. [49]), while some integrin proteins
expressed on the surface of EVs allow their selective uptake by organ-specific cells, lead-
ing to PMN preparation [5]. In addition to protein content, various types of RNAs were
reported in EVs. Among them were messenger RNA (mRNA), microRNA (miRNA) and
long non-coding RNA (lncRNA). The latter may induce permanent changes in chromatin
structure and the regulation of gene expression [50,51], acting as inducers of pro-metastatic
transformation [51–55]. Cancer cell-derived apoptotic bodies and large oncosomes may also
carry large fragments of DNA [21,22,56]. Even smaller EVs such as exosomes have been
shown to contain large fragments (up to 10 kb) of double-strand DNA, and carry mutations
of parental cancer cells [57–59]. They can also carry mutated DNA fragments, possibly har-
boring cancer driver mutations [57,60]. EVs isolated from the serum of tumor-bearing mice
were found to contain the DNA, which reflects the genetic status of tumor-donor cells, in-
cluding the amplification of the oncogene c-Myc as well as retrotransposon transcripts [61].
Together with other nucleic acids, transposable elements can be transferred to normal
cells, indicating a vast repertoire of genetic information available for horizontal gene trans-
fer. While it has been reported that EVs can mediate the transfer of chromatin-associated
double-stranded DNA and the mutated H-ras oncogene [62], it is important to stress that
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their uptake and cellular impact are strongly determined by host cells, with mesenchymal
cells being the most receptive targets leading to transient transformed phenotypes [63].
This interesting study also suggests that while oncogenic EVs carrying a single mutated
oncogene (RAS) are part of an important regulatory and communication mechanism, they
are not capable of inducing a permanent horizontal and genetic transformation, suggesting
the potential for the latter and/or that pre-existing alterations in recipient cells are required
(see below).

The universality of the “Seed and Soil” model has been challenged over the
years [64–67]. For instance, James Ewing proposed that the patterns of tumor metas-
tases could be attributed to the anatomy of vascular and lymphatic drainage from the
primary tumor [68]. Accordingly, Ewing’s hypothesis maintains that tumor cells follow the
circulatory route, draining from the primary tumor, and stop non-specifically in the first
organ encountered. Although there is evidence to support this theory, it cannot be opposed
to the “Seed and Soil” model; the two are not mutually exclusive and may depend on the
tissue origin and cancer types. Note that the Ewing hypothesis can account for the distri-
bution of circulating EVs, which do not have active mobility, as described for migrating
cells (see below), and are driven by circulatory flows. Decades later, alternative theories of
metastasis formation were elaborated, such as metastasis by cellular fusion, genometastasis
and, more recently, the horizontal transfer of malignant traits (HTMT) [69–71]. In this
review, we will outline the key steps of these models of metastatic dissemination, with a
special emphasis on the potential involvement of EVs in such processes. As EVs may be
limited, especially when acting over a long distance from donor cells, we will also highlight
a new intracellular transport pathway allowing EV cargoes to efficiently encounter their
targets and/or reach the nuclear compartment of recipient cells, potentially allowing the
genetic or epigenetic modification of recipient cells and their transformation into malignant
cells [72,73].

2. Model of Primary Tumor Cell Migration and Growth: The “Seed and Soil” Model

At least five major sequential steps can be identified in the “Seed and Soil” model,
stemming from the original Paget’s hypothesis, which allows the cancer cells to metastasize
to an anatomic site where the local microenvironment is favorable, just like a seed will
only grow if it lands on fertile soil, owing to a concurrent action of circulating cancer
cells and microenvironmental cues at the secondary sites [2]. They are: (a) the detach-
ment of cancer cells from the primary tumor and the invasion of the surrounding tissues;
(b) intravasation into the bloodstream or lymphatic system; (c) survival and migration
through the circulation; (d) arrest and/or trapping in capillary and extravasation into a
given distant organ; and finally (e) the seeding and colonization of secondary sites. For
more details on all these steps, see these two excellent reviews [74,75]. Several lines of
evidence suggest that, while cancer cells can detach from the primary tumor and trans-
migrate into the circulatory system, the actual colonization of remote sites depends on their
ability to reach, survive and proliferate efficiently in distant organs [3]. Several studies
have confirmed this hypothesis, such as the observation that when syngeneic mice were
implanted with small lung fragments in ectopic locations, melanoma cells metastasized to
both normal lung and ectopically placed lung, but not to any other tissues [76]. In another
study, the adhesion of tumor cells to the microvascular endothelium of their respective
target organ was responsible for the localization of metastases [77]. In some cases, tumor
cells undergo dormancy in secondary organs, and can be found in the G0 phase of the cell
cycle, or cannot stimulate the angiogenesis required for their growth [78].

Organotropism supports the idea that the colonization of circulating cancer cells de-
pends on local conditions at remote sites, rather than solely on passive diffusion or random
distribution [46,79]. Various chemokine- and growth-factor-mediated mechanisms have
been described to explain tumor organotropism (reviewed in Ref. [80]). A classic example is
the CXCR4–CXCL12 chemotaxis axis [81]. CXCR4, a chemokine receptor expressed by most
cancer types, including cancers of epithelial, mesenchymal and hematopoietic origin [82],
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has a critical role in cell migration and metastasis to organs that secrete its ligand, CXCL12,
also known as stromal cell-derived factor-1 (SDF-1) [83]. CXCR4 overexpression is associ-
ated with poor prognosis in many types of cancer [84]. Interestingly, melanoma EVs were
found to induce melanoma cell osteotropism by activating the SDF-1/CXCR4/CXCR7 axis,
where CXCR7 is required by melanoma cells to promote their chemotaxis toward SDF-1
gradients [85]. Cell polarization, migration and chemical gradient sensing as different steps
of chemotaxis have been reviewed elsewhere [86,87].

The PMN is also induced by signals released by primary tumors into the general
circulation that promote molecular and cellular changes in the microenvironment, enabling
circulating cancer cells to seed and give rise to metastatic lesions. In a landmark publi-
cation [88], Kaplan and colleagues demonstrated that a specific sub-population of bone
marrow-derived hematopoietic progenitor cells expressing vascular endothelial growth
factor receptor 1 (VEGFR1) and VLA-4 (i.e., integrin α4β1) moved to tumor-specific PMN,
where they formed cellular clusters before the arrival of tumor cells; in this case, Lewis
lung carcinoma cells. Furthermore, cancer cell-derived growth factors upregulated one of
the VLA-4 ligands, namely, extracellular matrix fibronectin, in resident fibroblasts, thereby
providing a permissive niche for incoming tumor cells. Such an observation demonstrated
that the expression patterns of fibronectin and VEGFR1+VLA-4+ clusters dictate organ-
specific tumor spread. In the same study, the authors showed that pro-metastatic events
occurred in multiple organs when conditioned media collected from the B16-F10 metastatic
melanoma cell line were used [88]. The latter observation is consistent with the wider range
of metastatic sites observed in melanoma patients [5]. More generally, the studies of the
temporal evolution of PMN have revealed that early events, i.e., those that precede the
establishment of the tumor mass at the metastatic site, include clot formation, vascular
disruption and increased permeability (reviewed in Ref. [3]). Vascular disruption is associ-
ated with an augmented metastatic burden, as demonstrated in murine models [4,89]. The
hallmarks of vascular integrity loss are the establishment of hyperpermeability, the acquisi-
tion of an aberrant cellular morphology in the vascular endothelium and the promotion
of breaks in vascular basement membrane. In breast cancer and melanoma models, the
role of factors regulating the activity of angiopoietins has been associated with the loss of
blood vessel integrity and augmented permeability. For instance, breast cancer cells release
transforming growth factor beta (TGFβ) that modulates the expression of angiopoietin-like
4, thus enhancing the permeability of lung microvessels [90]. Similarly, melanoma cells
induce an upregulation of angioprotein 2 and matrix metalloproteases (MMP) 3 and 10 in
the lungs before cancer cell colonization [91]. Other soluble factors, such as cyclooxygenase
2, epiregulin, MMP1 and MMP2, increase vascular permeability in breast cancer models,
with effects evident in both the primary tumor and distant organs’ vessels [92].

Vascular alterations are then followed by changes in resident cells and the recruitment
of monocytes and metastasis-associated macrophages that, in a positive feedback loop,
promote the further extravasation and survival of metastasizing cancer cells [93,94]. In
addition to these phenomena, extracellular matrix (ECM) proteins, such as tenascin C
and periostin, can be produced by tumor cells themselves or by tumor-associated cells
and play a pleiotropic role in metastasis progression by promoting invasive cell behavior,
cancer migration and growth at the metastatic sites and neo-angiogenesis and cancer cell
viability under stress [95,96]. These molecular and cellular processes seem to confirm that
cancer-induced factors are important cues in determining the metastatic process.

3. Role of EV-Mediated Intercellular Communication in the “Seed and Soil” Model

EVs released by cancer cells are one of the unexpected factors that could determine and
influence the cellular transformation, vascular permeability and the establishment of PMNs,
thus preparing the “soil” in the target organs for metastasis (reviewed in Refs. [97,98]). As
mentioned above, and regardless of their subcellular origins, EVs and their cargoes play
various roles in intercellular communication under physiological conditions, as well as in
the pathogenesis of many diseases [10]. Interestingly, the total number of EVs in blood
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plasma increases in cancer, indirectly highlighting their potential contribution to cancer
progression and metastasis [99–102]. Indeed, specific cancer-associated microenvironmen-
tal factors [103], such as decreased pH (acidity) due to cancer cell metabolism [104–106] or
hypoxia [107], have an impact on increased EV release and the subsequent contribution to
malignant tumor phenotypes. Low pH conditions could also have an effect on EV uptake,
notably in fusion with host cells [104].

In metastases, integrin molecules associated with EVs can determine the organ-
otropism [5,108]. The interaction of EVs with cell-surface-associated ECM in a given
tissue/organ may allow their specific retention and uptake by resident cells at the predicted
metastatic destination, activating intracellular pathways [5,109]. For examples, EVs har-
boring integrins α6β1 and α6β4 were associated with lung metastasis, while those with
integrin αvβ5 were associated with liver metastasis due to preferential fusion with different
types of resident cells at their predicted destination, lung fibroblasts and liver Kupffer cells,
respectively [5]. Interestingly, the targeting of the specific integrins resulted in decreased
EV uptake at the level of the organs site of metastasis [5]. The integrins (e.g., αvβ6) were
also shown to be transferred from prostate cancer cells to recipient cells via exosomes and
remained active in the host cells, where the αvβ6-mediated signaling pathway could mod-
ify the tumor microenvironment [110–113]. Avβ3-expressing EVs were reported to promote
tumor growth and induce neuro-endocrine differentiation in recipient cancer cells [114].
The integrins (e.g., β1) carried by EVs can also promote the anchorage-independent growth
of tumor cells, possibly through the induction of changes in the composition of EVs secreted
from cancer cells [110,111].

Hence, through EVs, cancer cells communicate between themselves and with cancer-
associated fibroblasts (CAFs), or with other stromal cells, such as mesenchymal stromal
cells (MSCs), vascular endothelial cells and surrounding immune cells, to promote their
own growth and spreading [97,115,116]. In the context of an intercellular communication
mechanism between cancer cells, Schillaci and colleagues showed that metastatic SW620
colon carcinoma cells were able to transfer, via EVs, an aggressive amoeboid phenotype
to isogenic non-metastatic SW480 cells (Figure 1, see legend for detail) and to induce
endothelial permeability, while non-metastatic cell-derived EVs were unable to induce such
a transformation [117]. The mechanism underlying the observed cellular transformation
has not yet been fully pinpointed [118], but certain differentially represented proteins in
EVs derived from metastatic cancer cells have been suggested as potential candidates
for the stimulation of pro-metastatic features. For example, thrombin, which is more
abundant in EVs released by metastatic colon cancer cells versus non-metastatic cells, can
promote the mesenchymal-to-amoeboid transition in recipient cancer cells as well as the
monolayer alteration and loss of cell–cell contacts in human umbilical vein endothelial cells,
both effects mediated by the activation of the RhoA/ROCK pathway [117]. This does not
exclude a role of nucleic acids carried by EVs in the cellular transformation and endothelial
permeability (see below). Interestingly, an ameboid-like phenotype has also been associated
with cannibalistic behavior in metastatic cells [119], suggesting that both may be induced
by EVs. MSC-derived EVs containing cell cycle inhibitory microRNA can induce cancer
cell dormancy [120]; however, due to the rapid cannibalism of MSCs, the contribution
of microRNA transfer to tumor dormancy has been reported as minimal [121]. A CD9-
dependent invasion of cancer cells into MSCs, with phenomena of entosis (cell-in-cell), was
also reported by Rappa and colleagues [122].

Regardless of the molecular mechanism, we have shown that the cancer cell transfor-
mation can be inhibited by the application of a Fab fragment derived from the anti-CD9
antibody, which prevents the uptake of EVs [123,124] (Figure 1A). Similarly, EVs con-
taining annexin A6 released from pancreatic CAFs induced aggressiveness in pancreatic
cancer [125], and CAFs were found to stimulate the migration ability of scirrhous-type
gastric cancer cells [126]. In the latter cases, the tetraspanin CD9 protein was also found to
be a critical factor in EV uptake.
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This evidence confirmed a clear involvement of EVs in phenotypic transformation at a 
local level, paving the way for the possibility of the induction of phenotypical transfor-
mation at a distance. Likewise, EVs derived from highly metastatic melanomas that con-
tain high levels of the receptor tyrosine kinase c-met increased the number of distant mel-
anoma metastases (e.g., in bone and lung) compared with those released from a poorly 
metastatic melanoma cell line [4]; the mechanism advocated consisted of the influence or 
“education” of bone marrow progenitor cells through the horizontal transfer of the EV-
associated phosphorylated c-met to PMNs and/or an increase in vascularization [4]. These 
findings were nonetheless questioned, as a reproducibility study was unable to detect 
phosphorylated c-met in EVs, and the reversal of an EV-induced increase in metastatic 
burden by EVs with reduced c-met expression was not statistically significant [130]. Nev-
ertheless, the induction of the formation of PMN by cancer EVs administered to mice prior 
to tumor cell injection has been reported in various other studies [5,6,12,42,131–133]. As 
examples, glioblastoma-derived EVs stimulated cerebral microvascular endothelial cells, 
resulting in increased angiogenesis [42] and pancreatic ductal adenocarcinoma (PDAC)-
derived EVs inducing Kupffer cells to secrete transforming growth factor β (TGFβ) and 
hepatic stellate cells to upregulate fibronectin production in the liver, resulting in an in-
creased metastatic burden [6]. This fibrotic microenvironment enhanced the recruitment 
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Figure 1. EVs derived from metastatic colon cancer cells promote the morphological transformation
of non-aggressive cancer cells. (A,B) The established isogenic colorectal cancer cell lines consisting
of highly metastatic SW620 cells and non-metastatic SW480 cells provide a cellular model in which
EVs (exosomes and/or microvesicles (MVs)) derived from the former can transform the latter and
impact their malignant properties, notably by changing their migration patterns from mesenchymal to
amoeboid motility [127,128]. The latter phenotypic alteration can be prevented either by intercepting
CD9+ EVs derived from SW620 cells using a Fab fragment antibody directed against CD9 that blocks
their internalization by SW480 cells (A), or by blocking the nuclear transfer of cargo carried by
endocytosed EVs using drugs such as itraconazole (ICZ) or PRR851 (B), which act on the tripartite
protein complex required for the translocation of late endosomes into the NR (for more details, see
Section 10). EE, early endosome; LE, late endosome; Fab, fragment antigen-binding; NEI, nuclear
envelope invagination. Modified from Ref. [124].

Cancer cells can also prime non-neoplastic cells via their EVs to facilitate cancer growth
and metastasis through various cargoes. Evidence that EVs can mediate the transfer of
cancer traits to normal MSCs derived from the same tissue/organ was provided by an
in vitro study on colorectal cancer [129]. EVs isolated from cultured primary or metastatic
cancer cell lines were able to induce morphological and functional changes in colonic
MSCs. These changes included the formation of atypical microvilli and pseudopods, and
an increase in EV release and augmented proliferation, migration and invasion rate. This
evidence confirmed a clear involvement of EVs in phenotypic transformation at a local
level, paving the way for the possibility of the induction of phenotypical transformation
at a distance. Likewise, EVs derived from highly metastatic melanomas that contain high
levels of the receptor tyrosine kinase c-met increased the number of distant melanoma
metastases (e.g., in bone and lung) compared with those released from a poorly metastatic
melanoma cell line [4]; the mechanism advocated consisted of the influence or “education”
of bone marrow progenitor cells through the horizontal transfer of the EV-associated phos-
phorylated c-met to PMNs and/or an increase in vascularization [4]. These findings were
nonetheless questioned, as a reproducibility study was unable to detect phosphorylated
c-met in EVs, and the reversal of an EV-induced increase in metastatic burden by EVs
with reduced c-met expression was not statistically significant [130]. Nevertheless, the
induction of the formation of PMN by cancer EVs administered to mice prior to tumor
cell injection has been reported in various other studies [5,6,12,42,131–133]. As examples,
glioblastoma-derived EVs stimulated cerebral microvascular endothelial cells, resulting in
increased angiogenesis [42] and pancreatic ductal adenocarcinoma (PDAC)-derived EVs
inducing Kupffer cells to secrete transforming growth factor β (TGFβ) and hepatic stellate
cells to upregulate fibronectin production in the liver, resulting in an increased metastatic
burden [6]. This fibrotic microenvironment enhanced the recruitment of bone marrow-
derived macrophages. Interestingly, in the same study macrophage migration inhibitory
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factor (MIF) was found to be highly expressed in PDAC-derived EVs, and its inhibition
prevented liver PMN formation and metastasis. To further define the mechanisms, the
authors conducted a gene expression analysis of Kupffer cells exposed to PDAC EVs and
showed an increase in transcripts involved in liver fibrosis pathways, specifically genes
associated with soluble growth factors (e.g., CTGF, EDN, IGF, PDGF and TGFβ) [6]. Along
the same lines, increased levels of TGFβ in patients with pancreatic cancers were associated
with disease progression and poor prognosis [134]. The pro-metastatic circuit coordinated
by EVs from PDAC cells may represent the molecular substrate of such a condition and
provide a functional explanation for the efficacy of anti-TGFβ compounds in preclinical
and clinical studies [135,136]. Finally, it is important to mention that EVs derived from,
for example, breast cancer cells, can impact vascular endothelial barriers by targeting the
tight junction protein ZO-1 through EV-associated miRNA-105, and thus facilitating the
metastasis process [5,6,12,131–133].

Collectively, these selected datasets highlight the contribution of cancer EVs in the
modulation of various pathways associated with the metastatic process and suggest that
they may play a central role in the transmission of messages to metastatic sites to promote
the “homing” of circulating cancer cells. Thus, EVs have added another level of complexity
to the Seed and Soil model, which may in some ways address some of the limitations
of this classical hypothesis based solely on cancer cell migration and the appropriate
metastatic niche.

4. Limitations and Challenges of the Seed and Soil Model

As mentioned in the Introduction, the universal validity of the original Seed and Soil
model has, nonetheless, been questioned over the years due to certain shortcomings or a
lack of experimental data supporting the entire underlying process of metastases [64–67].
These shortcomings include (i) the low number of tumor cells that can actually circulate in
the blood, e.g., less than 0.1% cells remain viable and <0.01% surviving circulating cells
can produce metastasis [137,138]; (ii) the lack of definitive evidence that a single cancer
cell is capable of sequentially performing all steps of the metastatic process, i.e., separation
from the primary tumor, intravasation, survival in the circulation, extravasation and
successful colonization [139]; (iii) the contrast between the concept of tumor dormancy, i.e.,
a prolonged latent state of asymptomatic micro-metastatic disease prior to overt metastasis
formation [140], and uncontrolled proliferation [141], considered one of the main hallmarks
of cancer; (iv) the poor correlation between bone marrow micro-metastases and their clinical
manifestation [142]; and (v) differential gene expression profiles between primary cancer
and metastatic cells [143].

Furthermore, the passage of cancer cells from the circulation to the metastatic site
involves the ability to overcome physical constraints determined, for instance, by the
presence of the tight capillaries’ junctions. This capability entails the reacquisition of new
features such as reduced actin cytoskeleton anisotropy, cell stiffness and focal adhesion
density. Moreover, once in the bloodstream, circulating tumor cells must acquire the ability
to survive a variety of stresses, such as avoiding anoikis (a form of apoptosis due to the
loss of integrin-dependent anchorage to the ECM), evading the immune system, and over-
coming hemodynamic shear forces [144]. The acquisition of these abilities, according to the
conventional model, might be determined by the expression of epithelial-to-mesenchymal
transition (EMT) transcription factors such as Snail family transcriptional repressor (Snail),
Twist, Zinc finger E-box binding homeobox 1 (Zeb1) and different miRNAs, as well as
epigenetic and post-translational regulators. Upon reaching the metastatic site, the same
cell would need to undergo a reversal of state, i.e., mesenchymal-to-epithelial transition
(MET), to be able to home in the metastatic niche (reviewed in Refs. [145–147]). Although
cancer cells have shown the ability to convert between the epithelial and mesenchymal
phenotypes in vitro, it is yet to be proven that an epithelial cancer cell is able to alternate
between the two states in vivo. Currently, and to our knowledge, there is no convincing
evidence that circulating tumor cells have the ability to revert fully to an epithelial state
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in vivo [148,149] (reviewed in Refs. [150–152]). As mentioned in these review reports, the
EMT/MET model can concur with other models such as collective migration, making it
difficult to grasp the definitive mechanism.

The strongest element supporting the classical model of metastasis is the immunohis-
tochemical similarity between primary cancer cells and the metastatic deposits. However,
microarray analyses have shown that the gene expression patterns of primary breast tu-
mors differ from those of their respective lymph node metastases, and that there are genes
that are characteristically different in metastatic cells compared with their counterpart
in primary tumors [143,153–155]. Moreover, the genomic and expression heterogeneity
of disseminated tumor cells in the bone marrow of early breast cancer patients has been
observed [156]. A possible explanation of the phenotypic differences could be the malig-
nant transformation of bone marrow cells rather than the migration of breast cancer cells
from primary sites. These discrepancies strengthen the notion that immunohistochemical
similarity does not necessarily imply a common origin and that metastatic cells do not
always derive from the migration and replication of the particular primary malignant clone.

5. Metastasis by Cellular Fusion

Fusion between cells is involved in many physiological processes, including fertiliza-
tion and myogenesis, among others [157]. Such cellular processes could also occur in cancer,
and explain their progression and metastases. As proposed by the physician Otto Aichel
more than a century ago, metastasis could result from the fusion of cancer cells with healthy
cells (e.g., leukocytes), resulting in hybrid cells that retain the properties of both parent
cells [158] (reviewed in Refs. [159–161]). One of the first supports for the fusion came from
a set of experiments by Barski and Cornefert, who mixed two distinct tumor cell lines and
co-injected them into host mice, producing hybrid clones that, upon extraction and reinjec-
tion, gave rise to tumors in secondary recipient animals [162]. Similarly, Goldenberg and
colleagues demonstrated a relationship between cell fusion and metastasis by injecting a
female human astrocytic glioma into the cheek pouch of male golden hamsters, where lethal
metastases developed rapidly with the formation of human–hamster hybrids, as revealed
by chromosomal analyses [69]. They also reported that human ovarian adenocarcinoma
cells grafted into nude mice induced the transformation of adjacent normal stromal cells
into murine sarcomas [163]. They concluded that the concept of cancer cells transferring
malignant properties to adjacent normal cells needed to be reconsidered as a mechanism
involved in the evolution of mixed tumors or heterogeneous cell populations, as shown
by cell–cell fusion and the segregation of human chromosomes and/or of transforming
“genes”, resulting in the horizontal transmission of malignancy. Following these pioneering
studies, the fusion of cancer cells with other cancer cells, MSCs or leukocytes at the primary
tumor or at metastatic sites has been extensively documented (reviewed in Refs. [161,164]).

More recently, one of our groups reported that aggressive breast cancer cells MDA-MB-
231 (hereafter MDA) and MA-11 spontaneously fused with MSCs, while less aggressive
MCF-7 or benign mammary epithelial cells did not [122,165]. Hybrids showed predom-
inantly mesenchymal morphological characteristics. An analysis of single-nucleotide
polymorphisms revealed genetic contributions from both parental partners to hybrid tu-
mors and metastasis. Both MDA and MA-11 hybrids were tumorigenic in immunodeficient
mice, and some MDA hybrids had an increased metastatic capacity compared to parental
MDA [165]. Both in culture and as xenografts, hybrids underwent DNA ploidy reduction
and reversal to a breast carcinoma-like morphology, while maintaining a mixed breast
cancer–mesenchymal expression profile. The fusogenic activity of CD9 was shown to be
essential for the fusion of MDA or MA-11 cells [122]. Interestingly, CD9 knockdown inhib-
ited not only cell–cell fusion but also tumor growth and metastasis in immunodeficient
hosts [122], suggesting a direct relationship between fusogenicity and the invasiveness of
breast cancer cells. In such a context, it is possible that cell–cell fusion is mediated by CD9+

plasma membrane protrusions emerging from cancer cells [122]. The observation that CD9+

EVs released from egg cells are essential for sperm–egg fusion also suggests a potential
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role for EVs to promote cell–cell fusion in the context of cancer metastasis (see references
in [49]).

Altogether, these studies unequivocally demonstrate that cell–cell fusion events do
occur in human cancers; moreover, tumor-normal hybrid cells were detected in metastases,
supporting the hypothesis that cell–cell fusion could explain the enhanced malignant
behavior of cancer cells and suggesting that this mechanism might play a role in the ability
of a cancer cell to become metastatic.

6. The Genometastatic Hypothesis

In 1905, Ehrlich and Apolant reported the sudden appearance of sarcomatous tissue
within a mouse mammary tumor with the replacement of carcinoma tissue with pure
spindle-cell tumors [166]. These observations were followed several decades later by the
finding mentioned above, among others, where the subcutaneous implantation of human
ovarian carcinoma cells grafted into nude mice resulted in two cancer populations, a
human carcinoma and a murine sarcoma, suggesting the possibility of the transfer of factors
from the human cancer cells to murine mesenchymal cells that would induce malignant
transformation [163]. Remarkably, only the murine sarcoma cells were metastatic in mice,
indicating the transfer of full neoplastic traits to the benign murine mesenchymal cells.
The induction of stromal tumors in host animals after the xenotransplantation of human
epithelial cancers was confirmed by other studies, and it was observed that the mechanism,
although unclear, resembled a viral-like transfer [167–169].

Following the reports that the horizontal transfer of genes in simpler organ-
isms such as bacteria and fungi induced antibiotic resistance and adaptation to new
environments [170,171], Holmgren and colleagues raised the question of whether DNA
could be transferred from one somatic cell to another via the phagocytosis of apoptotic
bodies [172]. They showed that the cultivation of apoptotic bodies derived from Epstein–
Barr Virus (EBV)-carrying cell lines with either fibroblasts, monocytes or endothelial cells
resulted in the uptake of DNA and the expression of EBV-specific markers in the recip-
ient cells. The expression of the EBV markers, Epstein–Barr nuclear antigen 1 as well
as EBV-encoded small RNAs, could be detected up to five weeks after the beginning of
co-cultivation experiments. They concluded that DNA may be recovered from apoptotic
bodies and reused by somatic cells, and further speculated that similar mechanisms of
horizontal DNA transfer might be important under conditions characterized by high levels
of apoptosis, as observed in tumors treated with chemotherapy or irradiation [172].

Several examples of cancer transformation putatively induced by the horizontal trans-
fer of DNA have been reported in the literature. In 1999, García-Olmo and colleagues found
that, a few weeks after the subcutaneous injection in rats of cancer cells stably transfected
with a plasmid expressing the prokaryotic gene chloramphenicol acetyl transferase (CAT)
under the control of the cytomegalovirus promoter, CAT was detected in their plasma [71].
More surprisingly, upon the injection of plasma taken from CAT-tumor bearing rats into
the peritoneal cavity of non-tumor-bearing rats, CAT was found in extracts of lungs, kid-
ney, spleen and liver, suggesting the transfer of the prokaryotic gene to cells located at a
distance [71]. Subsequently, they demonstrated that plasma collected from K-ras-mutated
colon cancer patients was able to oncogenically transform NIH-3T3 cells, rendering them ca-
pable of forming undifferentiated carcinomas when injected subcutaneously in non-obese,
diabetic-severe combined immunodeficiency (NOD-SCID) mice [173]. Human-mutated
K-ras sequences were detected in the transformed subcutaneous masses and in samples
of healthy tissues harvested from the liver, lungs and plasma of the injected animals [173].
The authors concluded that metastases might develop as a result of the transfer of onco-
genes, derived from primary tumors and present in the circulating plasma, to susceptible
cells in distant target organs. The term “genometastasis” was then used to describe this
phenomenon, challenging for the first time the current dogma in which the metastatic
process is based on cell migration [71] (reviewed in Ref. [174]). These findings were later
confirmed by the observation of the capability of cell-free extracellular DNA to induce
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cell transformation and tumorigenesis by treating NIH-3T3 recipient cells with serum
derived from colon cancer patients or the supernatant of SW480 human cancer cells [175].
NIH-3T3 cells are a widely used murine cell line derived from embryonic fibroblasts and
immortalized through repeated transfers at low inoculation densities [176]. Interestingly,
the authors noted that cell transformation and tumorigenesis of recipient cells did not occur
if either serum or supernatants derived from SW480 cells were depleted of DNA. These
data are consistent with a previous study demonstrating that the SW480 cell supernatant
was capable of transforming NHI-3T3 cells, which acquired mutated human K-ras [177].
In addition to these in vitro data, they demonstrated that horizontal cancer progression
mediated by circulating DNA occurs in an in vivo model where immunocompetent rats
subjected to colon carcinogenesis with 1, 2-dimethylhydrazine had an increased rate of
colonic tumors when injected in the dorsum with human SW480 cells as a source of circu-
lating oncogenic DNA, which could be neutralized by treating these animals with DNAse
I/protease treatments [175]. Thus, they concluded that cancer cells emit into the circulation
systems biologically active DNA to foster tumor progression.

The genometastatic hypothesis has left several questions unanswered. How could
the cell-free genetic materials circulate and be resistant to degradation in the circulation?
What is responsible for oncogenic transformation, free DNA or DNA contained in EVs?
How does cell-free DNA enter cells, notably their nuclei, and integrate? What are the
characteristics of recipient cells susceptible to oncogenic transformation? Under what
conditions would these recipient cells be oncogenically transformed by circulating DNA?
Is there a correlation between the ability of patients’ plasma to transform NIH-3T3 cells
and the prognosis of the respective colon cancer plasma donors? Until now, none of these
experiments had been performed on human cells as recipients and, more importantly, none
of the murine cells transformed into cancer cells had been able to achieve a phenotypic
differentiation resembling the cancerous histotype of the plasma donors.

7. Horizontal Transfer of Malignant Traits Model

About fifteen years after the conceptualization of the genometastasis hypothesis, in
a series of reports we reported the malignant transformation of non-malignant human
cells into cancer cells by exposure to serum or serum-derived EVs from cancer patients,
introducing the model of HTMT as an alternative way to explain the dynamics of cancer
metastasis [70,153,178–180].

The HTMT model concurs with the genometastatic hypothesis that the metastatic
process is not due to the migration of cancer cells per se through the general circulation, as
postulated in the Seed and Soil model, but to the transfer of genetic material. The novelty
of HTMT is based on the following five observations and postulates: (A) oncogenic infor-
mation is carried by small EVs circulating in the blood of patients even at the precancerous
stages, i.e., when tumor cells have not yet reached the stage of full malignant transfor-
mation [179,181,182]; (B) the mutation of at least one oncosuppressor gene in recipient
cells in the PMN induces the expression of proteins that facilitate the uptake of cancer
EVs [70,180]; (C) the phenotypic changes induced in recipient cells depend on the type of
cell that uptakes the EVs rather than the source of the oncogenic message [179,183]; (D) the
ability to evade the immune system can be transferred from the primary cancer to distant
cells through cancer EVs [153,179]; and (E) metachronous metastases could be due to the
nuclear integration of key EV-derived cancer-related genes that are expressed after a period
of latency [153].

7.1. HTMT and Preneoplastic Lesions

The potential of EVs circulating in the blood of patients in precancerous stages to
promote malignant transformation has been suggested experimentally. For instance, EVs
isolated from the sera of patients with dysplastic lesions or carcinomas in situ, which by
definition are pre-cancerous lesions made of cells that have not yet acquired the ability to
metastasize, caused malignant transformation in immortalized human HEK-293 embryonic
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kidney cells, which have an insertion of approximately 4.5 kb adenoviral DNA in chro-
mosome 19 [22]. Upon transplant into NOD-SCID mice, transformed HEK-293 gave rise
to tumors whose histology was compatible with poorly differentiated carcinomas with a
high mitotic index [181], suggesting that cancer EVs circulate in the blood before the full
neoplastic transformation is complete and cell invasion has occurred. Furthermore, such
data reinforce the concept brought forward by the genometastatic and HTMT models that
the metastatic process might be partially or completely independent of cell migration [153].

The discovery that, according to the HTMT model, EVs circulating in patients with
neoplastic disorders, ranging from dysplastic to metastatic lesions, have a transforming
ability on oncosuppressor-KO cells (see below), is the basis of a cancer screening test
that can distinguish healthy patients from patients with cancer or at risk of developing
cancer [181–183]. This ability displayed by oncosuppressor-mutated cells to be trans-
formed by cancer EVs has been incorporated in a unique biological platform for cancer
screening called MATERD (Metastatic And Transforming Elements Released Discovery
platform) [181–183]. Among the peculiarities of this system is its intrinsic ability to detect
neoplastic disorders even in patients who had only dysplastic lesions or cancers in situ,
and its ability to detect cancer factors even years after the resection of the primary tumor to
predict metastatic recurrence. In this regard, MATERD sensitivity is higher than the latest
liquid biopsy tests based on the detection of circulating cancer cells, circulating DNA and
circulating miRNA [184–186]. The clinical results obtained with the MATERD test confirm
that (i) cancer factors circulate in the blood prior to the complete cancerous transformation
of the cells, undermining the concept that cell circulation is paramount to metastasis for-
mation in distant organs [181–183], and (ii) cancer factors are still found circulating in the
serum after primary cancer has been removed and for several years afterwards, therefore
strengthening the concept that these factors do not require the presence of cancer cells to
induce metastatic disease [181–183].

7.2. Oncosuppressor Genes As Gatekeepers

From a histopathological viewpoint, cells must acquire a series of mutations and
transition through the phases of metaplasia, anaplasia and dysplasia before becoming
fully cancerous [180]. Therefore, HTMT would occur at the metastatic site where local
cells harbor mutations that predispose them to cancerous phenotypes by impairing DNA
repair and cell cycle control and/or by regulating the uptake of oncogenic factors from
the extracellular milieu [179]. A key distinction between the Seed and Soil model and the
genometastatic hypothesis/HTMT is that in the revisited concepts of the Seed and Soil
model, cells in the PMN would be expected to respond to signals from the tumor cells
by altering the nutrients, immune response, and ECM in a way that facilitates the arrival
and subsequent establishment of circulating tumor cells [187]. Instead, the genometastatic
hypothesis/HTMT predicts that cells located in the PMN of metastatic organs will respond
to circulating signals released from tumor cells located at primary sites by acquiring a
malignant phenotype if they have an “initiation” event such as an existing oncogenic
mutation [70,153,178,179].

For example, when immortalized cell lines such as human HEK293 kidney embryonic
cells, PNT-2 prostate cells [188], which exhibit alterations in cell cycle control, MCF10 cells
carrying a mutated oncosuppressor gene, like phosphate and tensin homolog (PTEN),
or the human fibroblast cell line carrying a CRISPR-Cas9-based deletion of the tumor
suppressor breast cancer gene 1 (BRCA1) are exposed to blood serum of cancer patients
or EVs derived therefrom, they transform into malignant cells which, upon subcutaneous
injection into immunosuppressed mice, give rise to cancer masses [178,180–183] (Figure 2).
In contrast, unaltered cells such as human embryonic stem cells, adult liver fibroblasts and
MSCs do not [178]. Furthermore, the deletion of BRCA1 in human fibroblasts significantly
increased the uptake of cancer EVs compared to wild-type fibroblasts, suggesting that this
specific genomic alteration has an impact on their biological characteristics [70]. The BRCA1
protein is responsible for repairing damaged DNA [189]. Mass spectrometry analyses of
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BRCA1-KO fibroblasts’ plasma membranes revealed that BRCA1-KO induces the de novo
expression or overexpression of plasma membrane receptors, adhesion proteins or associ-
ated proteins such as integrins (α4/β6), carcinoembryonic antigen-related cell adhesion
molecules (CEACAM), epithelial cellular adhesion molecule (EPCAM), E-cadherin (CDH1),
galectins 3 and 4 and AFADIN, among others [180]. The pharmacological blockage of
these newly expressed cell surface proteins dramatically decreased the percentage of cells
that internalized EVs, and consequently inhibited cancer formation in mice, corroborating
the hypothesis that oncosuppressor genes indirectly influence the uptake of oncogenic
factors associated with cancer EVs [180]. It might be more than a coincidence that many of
the above-mentioned overexpressed proteins are involved in the metastatic process and
facilitate the “homing” of the circulating cancer cells to distant organs, as postulated in the
“Seed and Soil” model. In the HTMT model, these proteins allow the preferential uptake of
cancer EVs in cells located in distant organs. The malignant EV cargo, once delivered into
the cell, would hijack the replicative machinery inducing the malignant transformation at
the “metastatic” sites.
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Figure 2. Target cells efficiently internalize EVs derived from colorectal cancer patient sera, and
upon inoculation into mice give rise to tumors displaying an intestinal adenocarcinoma phenotype.
(A–E) Sera prepared from patients with colorectal cancer and liver metastasis or EVs isolated from
them (A) as described in Ref. [70] were incubated with oncosuppressor-deficient cells such as BRCA1-
KO fibroblasts for a period of two weeks (B). Afterwards, cells were harvested and incorporated
in Matrigel matrix (C) prior to their subcutaneous injection into NOD-SCID mice (D). Four weeks
after cell transplantation, the animals were sacrificed and the xenotransplant excised (E). (F) Tissues
containing growing tumor lesions were processed for Hematoxylin and Eosin (H&E staining) and/or
immunohistochemistry for various markers, as indicated. Note that fibroblasts changed their fate
(i.e., loss of Vimentin), and expressed markers of highly proliferative intestinal adenocarcinoma (Ki67,
carcinoembryonic antigen (CEA), cytokeratin (CK)20, homeobox transcription factor CDX-2, and
anion exchanger (AE)1/AE3), while being negative for the epithelial marker CK7. Micrographs were
similar to those presented in Ref. [180]. Scale bar: 100 µm.
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7.3. The Malignant Metastatic Phenotype Is Dependent on the Cell Type That Uptakes the Cancer
EV-Derived Oncogenic Message

Another important distinction between the Seed and Soil and the HTMT models is the
role of the PMN in the development of overt metastases. When BRCA1-KO fibroblasts (see
above) were exposed to different types of cancer sera, regardless of their origin (e.g., breast
cancer, lung cancer or lymphoma), they always acquired a malignant epithelial pheno-
type compatible with a lower gastrointestinal tract differentiation (CK7−/CK20+/CDX2+),
whereas PTEN-deficient MCF10A cells exposed to the same patients’ sera consistently
acquired a malignant phenotype suggestive of upper gastrointestinal tract differentiation
(CK7+/CK20−/CDX2−) [183]. According to the HTMT model, the occurrence of two types
of primary cancer in the same patient (30% of cancer cases) would be secondary to the
uptake of the same oncogenic message by two different cell types and its subsequent
expression at different points in time rather than being caused by chronic exposure to
the same risk factors [183,190–192]. As a proof of this concept, the injection of murine
colon adenocarcinoma-derived EVs into the blood stream of immunodeficient NOD-SCID
mice resulted in the formation of adenocarcinomas in the lung, with characteristics of both
poorly differentiated colon cancer (positive for CK20, CDX2 and AE1/AE3) and lung cancer
(positive for Thyroid transcription factor 1 (TTF1) and Napsin) (Figure 3), confirming that
EVs derived from a given cancer type target different cell populations at the metastatic
niche and induce their transformation [183].
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Figure 3. Cancer-cell-derived EVs transfer malignant traits in vivo. (A–D) EVs (about 4 × 106)
enriched by differential centrifugation from the conditioned medium of murine MC38 colon ade-
nocarcinoma cells (A, for technical details see Ref. [179]) were injected in the lateral tail vein of
NOD-SCID mice every other day for 5 weeks (B). Four weeks later, the animals were sacrificed and
lungs were collected (C). Tissues were processed for H&E staining and/or immunohistochemistry
for various markers, as indicated (D). The tumors that developed had a proliferative phenotype, as
indicated by Ki67 labeling, and had characteristics of poorly differentiated colon cancer, as they were
positive for CK20, CDX2 and AE1/AE3 markers, and of lung cancer, as marked by CK7, TTF1 and
Napsin. Micrographs were similar to those presented in Ref. [179]. Scale bars: 50 µm.
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7.4. EV-Mediated Interactions of Cancer Cells with the Immune System

Both the Seed and Soil and the HTMT models require that the immune system fails
to recognize developing metastatic tumors. While no mechanism of immune tolerance
has been suggested by the proponents of the genometastatic model, we recommend the
excellent review by Kerkar and Restifo for the mechanisms of immune tolerance compatible
with the Seed and Soil model [193]. According to the HTMT hypothesis, the transfer
of HLA proteins is particularly important in the context of immune tolerance; in fact,
whole-genome sequencing of DNA isolated from BRCA-1 KO fibroblasts (see above), before
and after their transformation in colon cancer cells by colon cancer EVs, showed that
gene variants codifying for the extra-membrane portion of HLA proteins were transferred
through EVs [153,179]. The finding that mutated cancer genes that codify for HLA proteins
closely involved in immunological recognition can be shuttled through EVs to transforming
cells suggests that the ability to escape the immune system is one of the malignant traits
that can be transferred horizontally.

7.5. Cancer Dormancy According to the HTMT Model

Cancer cell dormancy postulates that, although uncontrolled proliferation is a distinct
feature of cancer cells, they can stop proliferating and hibernate for long periods until
reactivated by unknown signals [140,194,195]. The HTMT model, involving an interplay
of cancer EVs, immune cells, and other supportive cells in determining the course of the
neoplastic disease, is consistent with the concept of cancer cell dormancy (Figure 4). In
fact, it theorizes that cancer EVs released by the primary carcinoma travel through the
lymphatics to the regional nodes, where they interact with lymphoid cells [196]. The
interplay between EVs and lymphoid cells determines either the destruction of the cancer
genetic material contained in EVs or immune tolerance to these oncofactors. If tolerance
ensues, EVs can freely travel through the bloodstream, undetected by the immune system,
and reach a PMN. There, the cancer genes integrate in the genome of the cell and might
be either expressed, determining malignant transformation of the cell, or remain silent
and become activated later in time, determining the phenomenon of latency (Figure 4).
This hypothesis is similar to the viral dormancy, where viruses such as Varicella-Zoster or
Herpes Simplex can establish a life-long latent infection once integrated into the genome
of the host cell, punctuated by periods of virus recrudescence, following a decline of the
T cell-mediated immunity [197]. A lack of control from the immune system would cause
the reactivation of the integrated viral genes with active replication of the virus and cell
infection, even decades after integration in the nervous ganglia [197]. This concept that
lymph node metastasis might be a hallmark of generalized disease rather than a physical
reservoir of cancer cells has gained strength due to the clinical evidence that lymph node
dissection and their complete surgical evacuation has little to no impact in several types of
cancers [198–201].

The specific cargoes of cancer cell-derived EVs that would cause such effects at the
tumor-draining lymph node level, as well as in distant cells, and the intracellular pathway(s)
involved in recipient/target cells still remain poorly understood [202]. As mentioned above,
several independent studies have reported the presence of DNA in EVs, and subsequent
investigations have established that EV-associated DNA (e.g., BCR/ABL DNA) can reach
the recipient cell’s nucleus, causing, for example, chronic myeloid leukemia in immun-
odeficient mice [203]. In addition to DNA carried by EVs that can integrate into genomic
DNA, it has also been shown that epigenetic changes induced by non-DNA EV cargo in
the genome of recipient cells may result in malignant transformation transmissible to the
cell progeny [204]. Thus, cancer dormancy may be at least theoretically explained by the
integration of cancer cell genes or epigenetic changes in EV-primed cells and their subse-
quent expression at a later time due to a failure of not-yet-defined homeostatic mechanisms,
possibly involving the immune system [153] (Figure 4). The finding that EVs contain retro-
transposons capable of insertional mutagenesis supports this possibility [42]. Alternatively,
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cancer EVs themselves could exist in a protective tissue environment and, when induced
by an unknown signal, be internalized and cause cell transformation.
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(A) The primary tumor cells release factors, either naked or encapsulated in EVs, that travel through
the lymphatic system into the regional lymph nodes. (B) In the lymph nodes, the development
of immunity may scavenge these factors with the subsequent inhibition of the metastatic process.
Alternatively, tolerance might ensue with subsequent uptake of cancer factors and integration within
lymph node cells. (C) If oncotolerance is established, oncofactors can freely travel through the
bloodstream, undetected by the immune system, and reach a PMN. (D) At the PMN, three distinct
scenarios can occur: 1. resident cells may be refractory to the uptake of the oncogenic factors (no
penetration); 2. receptive putative target cells may express specific receptors or others proteins that
facilitate oncofactors’ entry/penetration and integration into the genome without activation of gene
transcription (penetration (a)); or 3. oncofactors may be taken up by target cells, with subsequent
integration and immediate expression of cancer genes that would determine synchronous metastasis
(penetration (b)). In the case of penetration (a), a subsequent decline in immune function would lead
to the reactivation of the integrated genes with malignant transformation of the dormant cell and
initiation of late metastasis. Adapted from Ref. [153]. The illustration is not drawn to scale.

7.6. Molecular Mechanisms Involved in the HTMT Model

The nature of the molecular mechanisms responsible for the HTMT process has not
yet been clarified. The whole genomic sequencing and transcriptome analysis of cancer
EVs and the recipient BRCA1-KO fibroblasts prior to and after exposure to cancer EVs
confirmed that the active transfer of nucleic acids notably mutated cancer genes and their
active transcription [179,205]. Xeno-transplants of colon cancer EV-transformed BRCA1-
KO fibroblasts displayed the epithelial colorectal cancer phenotype, indicating MET. This
in vivo evidence correlates at a molecular level with the differential expression of genes
involved in the MET process, as well as with cell growth and cell death at both transcript
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and protein expression levels [179]. Thus, a decrease in the mesenchymal markers Snail1,
Snail2, Zeb1, Zeb2, N-cadherin (CDH2) and fibronectin was observed, while the expression
of the epithelial marker CDH1 was increased. In cancer EV-exposed BRCA1-KO fibroblasts,
the expression of the cell cycle progression inhibitor CDKN1A and the cell death inducer
mouse double minute 2 (MDM2) was decreased, whereas the expression of the oncogenes
MYC and HRAS and the antiapoptotic factor BCL2L1 was increased [179]. These data led
to the conclusion that colon cancer mRNAs transferred through EVs were able to modulate
the expression of transcription factors that induce a change in the fate of the BRCA1-KO
fibroblasts through the activation of the MET pathway and the regulation of cell growth
and apoptosis [179]. Of note, colon cancer miRNAs, transferred through EVs to the BRCA1-
KO fibroblasts, were also involved in the MET induction and subsequent acquisition of
metastatic features [179].

8. Unanswered Questions Raised by the HTMT Model

Although the laboratory evidence gathered so far about the HTMT model has been
based on cancer-derived small EVs, whether exposure to large oncosomes or cancer-derived
apoptotic bodies could obtain the same effect needs to be investigated. Additionally, while it
has been described that the same cancer EVs induce different cancer phenotypes depending
on the type of target cell (epithelial vs. mesenchymal), whether the type of oncosuppressor
mutation might also have a role in the expression of the phenotype needs to be ascertained.
Most importantly, the EV cargo and its molecular mechanisms that trigger the malignant
transformation need to be defined. So far, the experiments performed to explain the HTMT
dynamics have confirmed the presence of cancer-derived DNA, mRNA and miRNA in
the transformed cells. Which EV-contained genes and/or epigenetic mechanisms cause
the malignant transformation needs to be established. Little is known about the true
composition of the malignant cargo that, once it has been taken up into the cells, is able to
perform such dramatic changes. It cannot be ruled out that distinct EVs and their cargoes
act synergistically when they are taken up. The evidence that circulating free DNA alone
can induce undifferentiated malignant transformation triggers questions regarding the
role that other genetic moieties and entities, transferred through the EVs, might have in
the process [188]. The malignant transformation of a healthy cell might be secondary to
a process similar to the induction of pluripotency in a skin cell induced by the simple
epigenetic activation of only four genes [206]. A proper understanding of the composition
of the EVs’ cargo and the function of each component is, in our opinion, the path to dissect
out in order to clarify the mechanics behind the HTMT model and its possible role in
metastatic disease.

9. A Novel Intracellular Pathway Accounting for the Nuclear Transport of EV Cargo

In the modified Seed and Soil and HTMT models, the fate of EVs after internalization
into recipient cells should have a major impact on their functional role, but unfortunately
little is known about this, including about their subcellular distribution in the cytoplasmic
compartment and how their cargoes reach a specific molecular target. After endocytosis,
the most common cellular entry route for EVs, internalized EVs traffic through endosomal
compartments, where the fusion of late endosomes with lysosomes causes the degradation
of EV-derived components (see Ref. [20] and references therein). In this recognized and
accepted pathway, the EV cargo would not elicit a cellular response. Alternatively, the
acidic environment of late endosomes may promote EV membrane fusion with the limiting
endosomal membrane, allowing soluble EV cargoes to reach the cytoplasm, and perhaps
their targets [207]. Such an exciting scenario remains difficult to conceive, unless there
is a massive uptake of EVs, as EV cargoes contain limited amounts of biomaterials. The
latter phenomenon might not occur in the context of cancer and metastasis, as intercellular
communication between cancer donor cells and acceptor cells at the PNM might rely on
a small fraction of cancer cells at the metastatic site and/or over a long distance between
primary and secondary sites.
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In search of a model that could address this limitation, we recently described a novel
nuclear pathway that delivers EVs to the nucleoplasmic reticulum (NR), composed of
invaginations of the inner (type I) or both inner and outer nuclear membrane (type II) [208].
This novel pathway consists of a fraction of Rab7+ late endosomes carrying endocytosed
EVs that translocate by a microtubule-dependent mechanism into the NR, specifically to
type II nuclear envelope invaginations (NEIs) [72,73] (Figure 5A). Through interactions of
the outer nuclear membrane-associated vesicle-associated membrane protein-associated
protein A (VAP-A), cytoplasmic oxysterol-binding protein (OSBP)-related protein-3 (ORP3)
and small GTPase Rab7, a tripartite protein complex (named VOR, an acronym for the
three proteins involved) allowed the docking of late endosomes onto the outer nuclear
membrane and their translocation into NEIs. After the fusion of EVs and the endosomal
membrane, the discharge of EV cargoes such as soluble proteins and nucleic acids into the
cytoplasmic core of NEIs could allow their concentration therein and/or their translocation
into the nucleoplasm through the local nuclear pores [72,73] (Figure 5B). Thus, the NEI may
play a dual role in the transfer of EV information, either by increasing the probability that
EV cargoes (proteins and mRNAs) will meet or bind their host targets as newly synthesized
mRNAs exported out of the nucleus, or by facilitating the nuclear import of EV cargoes.
The entry of EV cargoes (proteins and nucleic acids) into the nucleus has been observed in
numerous studies, by ourselves and others [72,73,209,210]. Of note, chromosomal DNA
sequences in EVs from cardiomyocytes were shown to be transferred into the nuclei of
target fibroblasts [211].

The VOR complex appears to be the main pathway by which EV cargo enters the
NR, because their nuclear transfer was almost completely prevented in the absence of
VAP-A or ORP3 [72]. As demonstrated with the SW480/SW620 cell model (see Figure 1),
the phenotypic and functional pro-metastatic transformation of SW480 cells by SW620
cell-derived EVs were impeded following VAP-A or ORP3 silencing [212]. These studies
support the view that the VOR complex is part of the novel pathway used by cancer-cell-
derived EVs to transfer their content to the nucleus of recipient cells, suggesting a potential
mechanism to recruit them to foster metastatic growth.
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Figure 5. Representation of nuclear envelope invagination-associated late endosomes containing
endocytosed EVs and their implications for EV-mediated signaling. (A) After endocytosis, EVs move
into the endosomal system, and in Rab7+ late endosomes they are translocated by a microtubule-
dependent mechanism into the NR, especially into type II NEIs, which are often found in close
proximity to the nucleolus. Nuclear translocation of late endosomes containing endocytosed EVs
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requires the interaction of VOR complex proteins: outer nuclear membrane (ONM)-associated
VAP-A (yellow), lipid-binding ORP3 (green) and endosome-associated Rab7 (red). A lamin-rich
proteinaceous meshwork underlies the inner nuclear membrane (INM), and nuclear pore complexes
are found in type II NEIs [72,73]. (B) Late endosomes containing endocytosed EVs tether to the
ONM via the VOR complex in which cytoplasmic ORP3 binds through its FFAT motif (FFAT being
an acronym for two phenylalanines (FF) in an acidic tract) to the membrane protein VAP-A. The
pleckstrin homology domain (PH) of ORP3 may mediate its binding to the late endosomal membrane.
The domain interaction of Rab7 with the VAP-A-ORP3 complex needs to be defined. After the EV
late endosomes fusion, which may be stimulated by a low pH environment, their cargoes are released
into the cytoplasmic core of the NEI. Such a restricted space could promote interactions between EV
cargoes (e.g., proteins or miRNAs) and their host targets, especially those exported from the nucleus
(e.g., mRNA) (a). Alternatively, potential docking (?) of late endosomes to nuclear pores via the VOR
complex could further promote the nuclear import of EV cargoes in which importin β1, including
that carried by EVs, could play a role, as suggested by importazole treatment [72,73] (b). Modified
from Ref. [20].

10. VOR Complex Inhibition As a Means to Intercept the EV-Mediated Nuclear
Transfer of Oncogenic Factors

The disruption of EV-mediated bidirectional communication between cancer cells
themselves at the primary tumor site and/or non-neoplastic stromal/immune cells at
the metastatic site may be a novel approach to inhibit cellular transformation and PMN
development. There are currently no anti-cancer drugs known to target communication
between cancer-cell-derived EVs and the nuclear compartment of host cells, in particular
the nuclear transfer of EV cargoes. Our groups hypothesized that compounds that interfere
with protein interactions of the VOR complex would prevent such nuclear transfer of EV
cargoes, and thereby inhibit the downstream pathways leading to the cellular transforma-
tion [212]. In search for such inhibitors, we came across FDA-approved antifungal drug
itraconazole (ICZ) that had previously displayed an inhibitory activity on enterovirus and
hepatitis C virus replication through binding to OSBP and ORP4, members of the same
family to which ORP3 belongs [213]. We found that ICZ disrupts the binding of Rab7 to
ORP3-VAP-A complexes, and consequently the translocation of late endosomes into NR,
resulting in the inhibition of EV-mediated pro-metastatic morphological changes including
the cell migration behavior of colon cancer cells (Figure 1B) [212]. With novel, smaller
triazole derivative drugs (e.g., PRR851), the inhibition of the VOR complex was main-
tained, although the ICZ moieties responsible for antifungal activity and interference with
intracellular cholesterol distribution were removed [212]. Knowing that cancer cells hijack
their microenvironment and that EVs derived from them determine the PMN, small-sized
inhibitors of nuclear transfer of the EV cargo into host cells could find cancer therapeutic
applications, particularly in combination with the direct targeting of cancer cells.

Altogether, whether the Seed and Soil or HTMT model (or both) is prevalent in the
development of metastasis in which EVs emerge as important players promoting cellular
transformation that facilitates the metastatic process, intercepting EV-based intercellular
communication may be an innovative approach to limit cancer propagation.

11. Conclusions

The different roles attributed to EVs in many pathological conditions, including cancer,
are revolutionizing our understanding of the metastatic process, among other things. Their
function in the development of the PMN and recent data on the EV-induced malignant
transformation of oncosuppressor-KO cells deserve further investigation. Targeting the
uptake of EVs and the intracellular pathways they use upon internalization could lead
to new therapies that interfere with metastasis. Interestingly, the word “metastasis”,
originally from Greek, appeared in the English language in the late 16th century as a
rhetorical term, implying ‘rapid transition from one point to another’, while in a medical
context, metastasis simply means the transference of the seat of disease [214,215]. Therefore,
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its original meaning may still encompass all possible mechanistic explanations for the
“spreading” of the cancer disease from the original site to distant organs.

Author Contributions: All authors participated in the writing of this review. All authors have read
and agreed to the published version of the manuscript.

Funding: This work was financially supported by US National Institutes of Health (NIH) (grant
number R15 1R15CA252990, A.L.), the Italian Ministry for University and Research (MUR) (project
title: “BILIGECT—Biopsie liquide per la Gestione Clinica dei Tumori”, grant number: ARS01_00492,
CUP: B66G1800077005, S.F.) and an unrestricted grant from Nicola Fiasconaro, who had no role in
the decision to publish or in the preparation of this manuscript.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Data sharing is not applicable to this article as no datasets were
generated or analyzed during the current study.

Acknowledgments: We apologize to the individuals whose excellent studies were not specifically
cited in this review due to reference limitations. We thank Rita Lauro for her expert assistance with
the artwork (i.e., Figure 4).

Conflicts of Interest: D.C. and A.L. declare conflicts of interest as the following patents are pending:
US-2021-0353616-A1 (USA), EP3864409 (Europe), GB2575070 (UK) and GB2598624 (UK). All other
authors declare no conflict of interest.

References
1. Seyfried, T.N.; Huysentruyt, L.C. On the origin of cancer metastasis. Crit. Rev. Oncog. 2013, 18, 43–73. [CrossRef]
2. Paget, S. The distribution of secondary growths in cancer of the breast. Cancer Metastasis Rev. 1989, 8, 98–101. [CrossRef]
3. Baghban, R.; Roshangar, L.; Jahanban-Esfahlan, R.; Seidi, K.; Ebrahimi-Kalan, A.; Jaymand, M.; Kolahian, S.; Javaheri, T.; Zare, P.

Tumor microenvironment complexity and therapeutic implications at a glance. Cell Commun. Signal. 2020, 18, 59. [CrossRef]
4. Peinado, H.; Aleckovic, M.; Lavotshkin, S.; Matei, I.; Costa-Silva, B.; Moreno-Bueno, G.; Hergueta-Redondo, M.; Williams, C.;

Garcia-Santos, G.; Ghajar, C.; et al. Melanoma exosomes educate bone marrow progenitor cells toward a pro-metastatic phenotype
through MET. Nat. Med. 2012, 18, 883–891. [CrossRef]

5. Hoshino, A.; Costa-Silva, B.; Shen, T.L.; Rodrigues, G.; Hashimoto, A.; Tesic Mark, M.; Molina, H.; Kohsaka, S.; Di Giannatale, A.;
Ceder, S.; et al. Tumour exosome integrins determine organotropic metastasis. Nature 2015, 527, 329–335. [CrossRef]

6. Costa-Silva, B.; Aiello, N.M.; Ocean, A.J.; Singh, S.; Zhang, H.; Thakur, B.K.; Becker, A.; Hoshino, A.; Mark, M.T.; Molina, H.; et al.
Pancreatic cancer exosomes initiate pre-metastatic niche formation in the liver. Nat. Cell Biol. 2015, 17, 816–826. [CrossRef]

7. Valcz, G.; Galamb, O.; Krenacs, T.; Spisak, S.; Kalmar, A.; Patai, A.V.; Wichmann, B.; Dede, K.; Tulassay, Z.; Molnar, B. Exosomes
in colorectal carcinoma formation: ALIX under the magnifying glass. Mod. Pathol. 2016, 29, 928–938. [CrossRef] [PubMed]

8. Valcz, G.; Buzas, E.I.; Szallasi, Z.; Kalmar, A.; Krenacs, T.; Tulassay, Z.; Igaz, P.; Molnar, B. Perspective: Bidirectional exosomal
transport between cancer stem cells and their fibroblast-rich microenvironment during metastasis formation. NPJ Breast Cancer
2018, 4, 18. [CrossRef] [PubMed]

9. Becker, A.; Thakur, B.K.; Weiss, J.M.; Kim, H.S.; Peinado, H.; Lyden, D. Extracellular Vesicles in Cancer: Cell-to-Cell Mediators of
Metastasis. Cancer Cell 2016, 30, 836–848. [CrossRef] [PubMed]

10. Sullivan, R.; Maresh, G.; Zhang, X.; Salomon, C.; Hooper, J.; Margolin, D.; Li, L. The Emerging Roles of Extracellular Vesicles As
Communication Vehicles within the Tumor Microenvironment and Beyond. Front. Endocrinol. 2017, 8, 194. [CrossRef] [PubMed]

11. Yu, Y.; Abudula, M.; Li, C.; Chen, Z.; Zhang, Y.; Chen, Y. Icotinib-resistant HCC827 cells produce exosomes with mRNA MET
oncogenes and mediate the migration and invasion of NSCLC. Respir. Res. 2019, 20, 217. [CrossRef] [PubMed]

12. Fong, M.Y.; Zhou, W.; Liu, L.; Alontaga, A.Y.; Chandra, M.; Ashby, J.; Chow, A.; O’Connor, S.T.; Li, S.; Chin, A.R.; et al. Breast-
cancer-secreted miR-122 reprograms glucose metabolism in premetastatic niche to promote metastasis. Nat. Cell Biol. 2015, 17,
183–194. [CrossRef]

13. Ratajczak, J.; Wysoczynski, M.; Hayek, F.; Janowska-Wieczorek, A.; Ratajczak, M.Z. Membrane-derived microvesicles: Important
and underappreciated mediators of cell-to-cell communication. Leukemia 2006, 20, 1487–1495. [CrossRef] [PubMed]

14. Valadi, H.; Ekström, K.; Bossios, A.; Sjöstrand, M.; Lee, J.J.; Lötvall, J.O. Exosome-mediated transfer of mRNAs and microRNAs is
a novel mechanism of genetic exchange between cells. Nat. Cell Biol. 2007, 9, 654–659. [CrossRef]

15. Herrera, M.B.; Fonsato, V.; Gatti, S.; Deregibus, M.C.; Sordi, A.; Cantarella, D.; Calogero, R.; Bussolati, B.; Tetta, C.; Camussi, G.
Human liver stem cell-derived microvesicles accelerate hepatic regeneration in hepatectomized rats. J. Cell Mol. Med. 2010, 14,
1605–1618. [CrossRef] [PubMed]

https://doi.org/10.1615/CritRevOncog.v18.i1-2.40
https://doi.org/10.1016/S0140-6736(00)49915-0
https://doi.org/10.1186/s12964-020-0530-4
https://doi.org/10.1038/nm.2753
https://doi.org/10.1038/nature15756
https://doi.org/10.1038/ncb3169
https://doi.org/10.1038/modpathol.2016.72
https://www.ncbi.nlm.nih.gov/pubmed/27150162
https://doi.org/10.1038/s41523-018-0071-9
https://www.ncbi.nlm.nih.gov/pubmed/30038960
https://doi.org/10.1016/j.ccell.2016.10.009
https://www.ncbi.nlm.nih.gov/pubmed/27960084
https://doi.org/10.3389/fendo.2017.00194
https://www.ncbi.nlm.nih.gov/pubmed/28848498
https://doi.org/10.1186/s12931-019-1202-z
https://www.ncbi.nlm.nih.gov/pubmed/31606039
https://doi.org/10.1038/ncb3094
https://doi.org/10.1038/sj.leu.2404296
https://www.ncbi.nlm.nih.gov/pubmed/16791265
https://doi.org/10.1038/ncb1596
https://doi.org/10.1111/j.1582-4934.2009.00860.x
https://www.ncbi.nlm.nih.gov/pubmed/19650833


Cells 2023, 12, 1566 20 of 27

16. Tkach, M.; Théry, C. Communication by Extracellular Vesicles: Where We Are and Where We Need to Go. Cell 2016, 164,
1226–1232. [CrossRef]

17. Baj-Krzyworzeka, M.; Szatanek, R.; Weglarczyk, K.; Baran, J.; Urbanowicz, B.; Branski, P.; Ratajczak, M.Z.; Zembala, M. Tumour-
derived microvesicles carry several surface determinants and mRNA of tumour cells and transfer some of these determinants to
monocytes. Cancer Immunol. Immunother. 2006, 55, 808–818. [CrossRef]

18. Kowal, J.; Tkach, M.; Théry, C. Biogenesis and secretion of exosomes. Curr. Opin. Cell Biol. 2014, 29C, 116–125. [CrossRef]
19. Colombo, M.; Raposo, G.; Théry, C. Biogenesis, secretion, and intercellular interactions of exosomes and other extracellular

vesicles. Annu. Rev. Cell Dev. Biol. 2014, 30, 255–289. [CrossRef]
20. Corbeil, D.; Santos, M.F.; Karbanová, J.; Kurth, T.; Rappa, G.; Lorico, A. Uptake and Fate of Extracellular Membrane Vesicles:

Nucleoplasmic Reticulum-Associated Late Endosomes as a New Gate to Intercellular Communication. Cells 2020, 9, 1931.
[CrossRef]

21. Bergsmedh, A.; Szeles, A.; Henriksson, M.; Bratt, A.; Folkman, M.J.; Spetz, A.L.; Holmgren, L. Horizontal transfer of oncogenes
by uptake of apoptotic bodies. Proc. Natl. Acad. Sci. USA 2001, 98, 6407–6411. [CrossRef] [PubMed]

22. Meehan, B.; Rak, J.; Di Vizio, D. Oncosomes—Large and small: What are they, where they came from? J. Extracell. Vesicles 2016,
5, 33109. [CrossRef]

23. Lynch, C.; Panagopoulou, M.; Gregory, C.D. Extracellular Vesicles Arising from Apoptotic Cells in Tumors: Roles in Cancer
Pathogenesis and Potential Clinical Applications. Front. Immunol. 2017, 8, 1174. [CrossRef] [PubMed]

24. Minciacchi, V.R.; You, S.; Spinelli, C.; Morley, S.; Zandian, M.; Aspuria, P.J.; Cavallini, L.; Ciardiello, C.; Reis Sobreiro, M.; Morello,
M.; et al. Large oncosomes contain distinct protein cargo and represent a separate functional class of tumor-derived extracellular
vesicles. Oncotarget 2015, 6, 11327–11341. [CrossRef] [PubMed]

25. Gregory, C.D.; Dransfield, I. Apoptotic Tumor Cell-Derived Extracellular Vesicles as Important Regulators of the Onco-
Regenerative Niche. Front. Immunol. 2018, 9, 1111. [CrossRef] [PubMed]

26. Di Vizio, D.; Kim, J.; Hager, M.H.; Morello, M.; Yang, W.; Lafargue, C.J.; True, L.D.; Rubin, M.A.; Adam, R.M.; Beroukhim, R.; et al.
Oncosome formation in prostate cancer: Association with a region of frequent chromosomal deletion in metastatic disease. Cancer
Res. 2009, 69, 5601–5609. [CrossRef]

27. Ma, L.; Li, Y.; Peng, J.; Wu, D.; Zhao, X.; Cui, Y.; Chen, L.; Yan, X.; Du, Y.; Yu, L. Discovery of the migrasome, an organelle
mediating release of cytoplasmic contents during cell migration. Cell Res. 2015, 25, 24–38. [CrossRef] [PubMed]

28. Deniz, I.A.; Karbanová, J.; Wobus, M.; Bornhäuser, M.; Wimberger, P.; Kuhlmann, J.D.; Corbeil, D. Mesenchymal stromal
cell-associated migrasomes: A new source of chemoattractant for cells of hematopoietic origin. Cell Commun. Signal. 2023, 21, 36.
[CrossRef]

29. Jiang, D.; Jiang, Z.; Lu, D.; Wang, X.; Liang, H.; Zhang, J.; Meng, Y.; Li, Y.; Wu, D.; Huang, Y.; et al. Migrasomes provide regional
cues for organ morphogenesis during zebrafish gastrulation. Nat. Cell Biol. 2019, 21, 966–977. [CrossRef]

30. Qin, Y.; Yang, J.; Liang, C.; Liu, J.; Deng, Z.; Yan, B.; Fu, Y.; Luo, Y.; Li, X.; Wei, X.; et al. Pan-cancer analysis identifies migrasome-
related genes as a potential immunotherapeutic target: A bulk omics research and single cell sequencing validation. Front.
Immunol. 2022, 13, 994828. [CrossRef]

31. Rezaie, J.; Ahmadi, M.; Ravanbakhsh, R.; Mojarad, B.; Mahbubfam, S.; Shaban, S.A.; Shadi, K.; Berenjabad, N.J.; Etemadi, T.
Tumor-derived extracellular vesicles: The metastatic organotropism drivers. Life Sci. 2022, 289, 120216. [CrossRef]

32. Raposo, G.; Stoorvogel, W. Extracellular vesicles: Exosomes, microvesicles, and friends. J. Cell Biol. 2013, 200, 373–383. [CrossRef]
33. Zhu, M.; Zou, Q.; Huang, R.; Li, Y.; Xing, X.; Fang, J.; Ma, L.; Li, L.; Yang, X.; Yu, L. Lateral transfer of mRNA and protein by

migrasomes modifies the recipient cells. Cell Res. 2021, 31, 237–240. [CrossRef] [PubMed]
34. Meldolesi, J. Exosomes and Ectosomes in Intercellular Communication. Curr. Biol. 2018, 28, R435–R444. [CrossRef]
35. Morad, G.; Carman, C.V.; Hagedorn, E.J.; Perlin, J.R.; Zon, L.I.; Mustafaoglu, N.; Park, T.E.; Ingber, D.E.; Daisy, C.C.; Moses, M.A.

Tumor-Derived Extracellular Vesicles Breach the Intact Blood-Brain Barrier via Transcytosis. ACS Nano 2019, 13, 13853–13865.
[CrossRef] [PubMed]

36. Heidarzadeh, M.; Gursoy-Ozdemir, Y.; Kaya, M.; Eslami Abriz, A.; Zarebkohan, A.; Rahbarghazi, R.; Sokullu, E. Exosomal
delivery of therapeutic modulators through the blood-brain barrier; promise and pitfalls. Cell Biosci. 2021, 11, 142. [CrossRef]
[PubMed]

37. Mulcahy, L.A.; Pink, R.C.; Carter, D.R. Routes and mechanisms of extracellular vesicle uptake. J. Extracell. Vesicles 2014, 3, 24641.
[CrossRef]

38. Liu, Y.; Cao, X. Characteristics and Significance of the Pre-metastatic Niche. Cancer Cell 2016, 30, 668–681. [CrossRef]
39. Malkin, E.Z.; Bratman, S.V. Bioactive DNA from extracellular vesicles and particles. Cell Death Dis. 2020, 11, 584. [CrossRef]
40. Grange, C.; Tapparo, M.; Collino, F.; Vitillo, L.; Damasco, C.; Deregibus, M.C.; Tetta, C.; Bussolati, B.; Camussi, G. Microvesicles

released from human renal cancer stem cells stimulate angiogenesis and formation of lung premetastatic niche. Cancer Res. 2011,
71, 5346–5356. [CrossRef]

41. Kosaka, N.; Iguchi, H.; Hagiwara, K.; Yoshioka, Y.; Takeshita, F.; Ochiya, T. Neutral sphingomyelinase 2 (nSMase2)-dependent
exosomal transfer of angiogenic microRNAs regulate cancer cell metastasis. J. Biol. Chem. 2013, 288, 10849–10859. [CrossRef]
[PubMed]

https://doi.org/10.1016/j.cell.2016.01.043
https://doi.org/10.1007/s00262-005-0075-9
https://doi.org/10.1016/j.ceb.2014.05.004
https://doi.org/10.1146/annurev-cellbio-101512-122326
https://doi.org/10.3390/cells9091931
https://doi.org/10.1073/pnas.101129998
https://www.ncbi.nlm.nih.gov/pubmed/11353826
https://doi.org/10.3402/jev.v5.33109
https://doi.org/10.3389/fimmu.2017.01174
https://www.ncbi.nlm.nih.gov/pubmed/29018443
https://doi.org/10.18632/oncotarget.3598
https://www.ncbi.nlm.nih.gov/pubmed/25857301
https://doi.org/10.3389/fimmu.2018.01111
https://www.ncbi.nlm.nih.gov/pubmed/29875772
https://doi.org/10.1158/0008-5472.CAN-08-3860
https://doi.org/10.1038/cr.2014.135
https://www.ncbi.nlm.nih.gov/pubmed/25342562
https://doi.org/10.1186/s12964-022-01028-6
https://doi.org/10.1038/s41556-019-0358-6
https://doi.org/10.3389/fimmu.2022.994828
https://doi.org/10.1016/j.lfs.2021.120216
https://doi.org/10.1083/jcb.201211138
https://doi.org/10.1038/s41422-020-00415-3
https://www.ncbi.nlm.nih.gov/pubmed/32994478
https://doi.org/10.1016/j.cub.2018.01.059
https://doi.org/10.1021/acsnano.9b04397
https://www.ncbi.nlm.nih.gov/pubmed/31479239
https://doi.org/10.1186/s13578-021-00650-0
https://www.ncbi.nlm.nih.gov/pubmed/34294165
https://doi.org/10.3402/jev.v3.24641
https://doi.org/10.1016/j.ccell.2016.09.011
https://doi.org/10.1038/s41419-020-02803-4
https://doi.org/10.1158/0008-5472.CAN-11-0241
https://doi.org/10.1074/jbc.M112.446831
https://www.ncbi.nlm.nih.gov/pubmed/23439645


Cells 2023, 12, 1566 21 of 27

42. Skog, J.; Wurdinger, T.; van Rijn, S.; Meijer, D.H.; Gainche, L.; Sena-Esteves, M.; Curry, W.T., Jr.; Carter, B.S.; Krichevsky, A.M.;
Breakefield, X.O. Glioblastoma microvesicles transport RNA and proteins that promote tumour growth and provide diagnostic
biomarkers. Nat. Cell Biol. 2008, 10, 1470–1476. [CrossRef]

43. Chow, A.; Zhou, W.; Liu, L.; Fong, M.Y.; Champer, J.; Van Haute, D.; Chin, A.R.; Ren, X.; Gugiu, B.G.; Meng, Z.; et al. Macrophage
immunomodulation by breast cancer-derived exosomes requires Toll-like receptor 2-mediated activation of NF-kappaB. Sci. Rep.
2014, 4, 5750. [CrossRef] [PubMed]

44. Ricklefs, F.L.; Alayo, Q.; Krenzlin, H.; Mahmoud, A.B.; Speranza, M.C.; Nakashima, H.; Hayes, J.L.; Lee, K.; Balaj, L.; Passaro,
C.; et al. Immune evasion mediated by PD-L1 on glioblastoma-derived extracellular vesicles. Sci. Adv. 2018, 4, eaar2766.
[CrossRef] [PubMed]

45. Marar, C.; Starich, B.; Wirtz, D. Extracellular vesicles in immunomodulation and tumor progression. Nat. Immunol. 2021, 22,
560–570. [CrossRef]

46. Gao, Y.; Bado, I.; Wang, H.; Zhang, W.; Rosen, J.M.; Zhang, X.H. Metastasis Organotropism: Redefining the Congenial Soil. Dev.
Cell 2019, 49, 375–391. [CrossRef]

47. Chen, W.; Hoffmann, A.D.; Liu, H.; Liu, X. Organotropism: New insights into molecular mechanisms of breast cancer metastasis.
NPJ Precis. Oncol. 2018, 2, 4. [CrossRef]

48. Menck, K.; Scharf, C.; Bleckmann, A.; Dyck, L.; Rost, U.; Wenzel, D.; Dhople, V.M.; Siam, L.; Pukrop, T.; Binder, C.; et al.
Tumor-derived microvesicles mediate human breast cancer invasion through differentially glycosylated EMMPRIN. J. Mol. Cell
Biol. 2015, 7, 143–153. [CrossRef]

49. Lorico, A.; Lorico-Rappa, M.; Karbanová, J.; Corbeil, D.; Pizzorno, G. CD9, a tetraspanin target for cancer therapy? Exp. Biol. Med.
2021, 246, 1121–1138. [CrossRef]

50. Mercer, T.R.; Mattick, J.S. Understanding the regulatory and transcriptional complexity of the genome through structure. Genome
Res. 2013, 23, 1081–1088. [CrossRef]

51. Dragomir, M.; Chen, B.; Calin, G.A. Exosomal lncRNAs as new players in cell-to-cell communication. Transl. Cancer Res. 2018, 7,
S243–S252. [CrossRef] [PubMed]

52. Zhang, W.L.; Liu, Y.; Jiang, J.; Tang, Y.J.; Tang, Y.L.; Liang, X.H. Extracellular vesicle long non-coding RNA-mediated crosstalk in
the tumor microenvironment: Tiny molecules, huge roles. Cancer Sci. 2020, 111, 2726–2735. [CrossRef] [PubMed]

53. Nie, H.; Liao, Z.; Wang, Y.; Zhou, J.; He, X.; Ou, C. Exosomal long non-coding RNAs: Emerging players in cancer metastasis and
potential diagnostic biomarkers for personalized oncology. Genes. Dis. 2021, 8, 769–780. [CrossRef] [PubMed]

54. Magistri, M.; Faghihi, M.A.; St Laurent, G., 3rd; Wahlestedt, C. Regulation of chromatin structure by long noncoding RNAs:
Focus on natural antisense transcripts. Trends Genet. 2012, 28, 389–396. [CrossRef]

55. Gupta, R.A.; Shah, N.; Wang, K.C.; Kim, J.; Horlings, H.M.; Wong, D.J.; Tsai, M.C.; Hung, T.; Argani, P.; Rinn, J.L.; et al. Long
non-coding RNA HOTAIR reprograms chromatin state to promote cancer metastasis. Nature 2010, 464, 1071–1076. [CrossRef]

56. Vagner, T.; Spinelli, C.; Minciacchi, V.R.; Balaj, L.; Zandian, M.; Conley, A.; Zijlstra, A.; Freeman, M.R.; Demichelis, F.; De, S.; et al.
Large extracellular vesicles carry most of the tumour DNA circulating in prostate cancer patient plasma. J. Extracell. Vesicles 2018,
7, 1505403. [CrossRef]

57. Thakur, B.K.; Zhang, H.; Becker, A.; Matei, I.; Huang, Y.; Costa-Silva, B.; Zheng, Y.; Hoshino, A.; Brazier, H.; Xiang, J.; et al.
Double-stranded DNA in exosomes: A novel biomarker in cancer detection. Cell Res. 2014, 24, 766–769. [CrossRef]

58. Kahlert, C.; Melo, S.A.; Protopopov, A.; Tang, J.; Seth, S.; Koch, M.; Zhang, J.; Weitz, J.; Chin, L.; Futreal, A.; et al. Identification of
double-stranded genomic DNA spanning all chromosomes with mutated KRAS and p53 DNA in the serum exosomes of patients
with pancreatic cancer. J. Biol. Chem. 2014, 289, 3869–3875. [CrossRef]

59. Yokoi, A.; Villar-Prados, A.; Oliphint, P.A.; Zhang, J.; Song, X.; De Hoff, P.; Morey, R.; Liu, J.; Roszik, J.; Clise-Dwyer, K.; et al.
Mechanisms of nuclear content loading to exosomes. Sci. Adv. 2019, 5, eaax8849. [CrossRef]

60. Zhang, Q.; Jeppesen, D.K.; Higginbotham, J.N.; Demory Beckler, M.; Poulin, E.J.; Walsh, A.J.; Skala, M.C.; McKinley, E.T.;
Manning, H.C.; Hight, M.R.; et al. Mutant KRAS Exosomes Alter the Metabolic State of Recipient Colonic Epithelial Cells. Cell
Mol. Gastroenterol. Hepatol. 2018, 5, 627–629.e626. [CrossRef]

61. Balaj, L.; Lessard, R.; Dai, L.; Cho, Y.J.; Pomeroy, S.L.; Breakefield, X.O.; Skog, J. Tumour microvesicles contain retrotransposon
elements and amplified oncogene sequences. Nat. Commun. 2011, 2, 180. [CrossRef] [PubMed]

62. Lee, T.H.; Chennakrishnaiah, S.; Audemard, E.; Montermini, L.; Meehan, B.; Rak, J. Oncogenic ras-driven cancer cell vesiculation
leads to emission of double-stranded DNA capable of interacting with target cells. Biochem. Biophys. Res. Commun. 2014, 451,
295–301. [CrossRef] [PubMed]

63. Lee, T.H.; Chennakrishnaiah, S.; Meehan, B.; Montermini, L.; Garnier, D.; D’Asti, E.; Hou, W.; Magnus, N.; Gayden, T.; Jabado,
N.; et al. Barriers to horizontal cell transformation by extracellular vesicles containing oncogenic H-ras. Oncotarget 2016, 7,
51991–52002. [CrossRef] [PubMed]

64. Paget, S. The distribution of secondary growths in cancer of the breast. Lancet 1889, 133, 571–573. [CrossRef]
65. Fidler, I.J.; Poste, G. The “seed and soil” hypothesis revisited. Lancet Oncol. 2008, 9, 808. [CrossRef]
66. Hart, I.R.; Fidler, I.J. Role of organ selectivity in the determination of metastatic patterns of B16 melanoma. Cancer Res. 1980, 40,

2281–2287.
67. Langley, R.R.; Fidler, I.J. The seed and soil hypothesis revisited—The role of tumor-stroma interactions in metastasis to different

organs. Int. J. Cancer 2011, 128, 2527–2535. [CrossRef]

https://doi.org/10.1038/ncb1800
https://doi.org/10.1038/srep05750
https://www.ncbi.nlm.nih.gov/pubmed/25034888
https://doi.org/10.1126/sciadv.aar2766
https://www.ncbi.nlm.nih.gov/pubmed/29532035
https://doi.org/10.1038/s41590-021-00899-0
https://doi.org/10.1016/j.devcel.2019.04.012
https://doi.org/10.1038/s41698-018-0047-0
https://doi.org/10.1093/jmcb/mju047
https://doi.org/10.1177/1535370220981855
https://doi.org/10.1101/gr.156612.113
https://doi.org/10.21037/tcr.2017.10.46
https://www.ncbi.nlm.nih.gov/pubmed/30148073
https://doi.org/10.1111/cas.14494
https://www.ncbi.nlm.nih.gov/pubmed/32437078
https://doi.org/10.1016/j.gendis.2020.12.004
https://www.ncbi.nlm.nih.gov/pubmed/34522707
https://doi.org/10.1016/j.tig.2012.03.013
https://doi.org/10.1038/nature08975
https://doi.org/10.1080/20013078.2018.1505403
https://doi.org/10.1038/cr.2014.44
https://doi.org/10.1074/jbc.C113.532267
https://doi.org/10.1126/sciadv.aax8849
https://doi.org/10.1016/j.jcmgh.2018.01.013
https://doi.org/10.1038/ncomms1180
https://www.ncbi.nlm.nih.gov/pubmed/21285958
https://doi.org/10.1016/j.bbrc.2014.07.109
https://www.ncbi.nlm.nih.gov/pubmed/25086355
https://doi.org/10.18632/oncotarget.10627
https://www.ncbi.nlm.nih.gov/pubmed/27437771
https://doi.org/10.1016/S0140-6736(00)49915-0
https://doi.org/10.1016/S1470-2045(08)70201-8
https://doi.org/10.1002/ijc.26031


Cells 2023, 12, 1566 22 of 27

68. Ewing, J. Neoplastic Diseases, 3rd ed.; W.B. Saunders Company: Philadelphia, PA, USA, 1928; p. 1127.
69. Goldenberg, D.M.; Pavia, R.A.; Tsao, M.C. In vivo hybridisation of human tumour and normal hamster cells. Nature 1974, 250,

649–651. [CrossRef]
70. Hamam, D.; Abdouh, M.; Gao, Z.H.; Arena, V.; Arena, M.; Arena, G.O. Transfer of malignant trait to BRCA1 deficient human

fibroblasts following exposure to serum of cancer patients. J. Exp. Clin. Cancer Res. 2016, 35, 80. [CrossRef]
71. Garcia-Olmo, D.; Garcia-Olmo, D.C.; Ontanon, J.; Martinez, E.; Vallejo, M. Tumor DNA circulating in the plasma might play a

role in metastasis. The hypothesis of the genometastasis. Histol. Histopathol. 1999, 14, 1159–1164. [CrossRef]
72. Santos, M.F.; Rappa, G.; Karbanová, J.; Kurth, T.; Corbeil, D.; Lorico, A. VAMP-associated protein-A and oxysterol-binding

protein-related protein 3 promote the entry of late endosomes into the nucleoplasmic reticulum. J. Biol. Chem. 2018, 293,
13834–13848. [CrossRef] [PubMed]

73. Rappa, G.; Santos, M.F.; Green, T.M.; Karbanová, J.; Hassler, J.; Bai, Y.; Barsky, S.H.; Corbeil, D.; Lorico, A. Nuclear transport of
cancer extracellular vesicle-derived biomaterials through nuclear envelope invagination-associated late endosomes. Oncotarget
2017, 8, 14443–14461. [CrossRef] [PubMed]

74. Massague, J.; Obenauf, A.C. Metastatic colonization by circulating tumour cells. Nature 2016, 529, 298–306. [CrossRef] [PubMed]
75. Obenauf, A.C.; Massague, J. Surviving at a Distance: Organ-Specific Metastasis. Trends Cancer 2015, 1, 76–91. [CrossRef] [PubMed]
76. Kinsey, D.L. An experimental study of preferential metastasis. Cancer 1960, 13, 674–676. [CrossRef]
77. Auerbach, R.; Lu, W.C.; Pardon, E.; Gumkowski, F.; Kaminska, G.; Kaminski, M. Specificity of adhesion between murine tumor

cells and capillary endothelium: An in vitro correlate of preferential metastasis in vivo. Cancer Res. 1987, 47, 1492–1496.
78. Hedley, B.D.; Chambers, A.F. Tumor dormancy and metastasis. Adv. Cancer Res. 2009, 102, 67–101. [CrossRef]
79. Budczies, J.; von Winterfeld, M.; Klauschen, F.; Bockmayr, M.; Lennerz, J.K.; Denkert, C.; Wolf, T.; Warth, A.; Dietel, M.;

Anagnostopoulos, I.; et al. The landscape of metastatic progression patterns across major human cancers. Oncotarget 2015, 6,
570–583. [CrossRef]

80. Roussos, E.T.; Condeelis, J.S.; Patsialou, A. Chemotaxis in cancer. Nat. Rev. Cancer 2011, 11, 573–587. [CrossRef]
81. Muller, A.; Homey, B.; Soto, H.; Ge, N.; Catron, D.; Buchanan, M.E.; McClanahan, T.; Murphy, E.; Yuan, W.; Wagner, S.N.; et al.

Involvement of chemokine receptors in breast cancer metastasis. Nature 2001, 410, 50–56. [CrossRef]
82. Balkwill, F. The significance of cancer cell expression of the chemokine receptor CXCR4. Semin. Cancer Biol. 2004, 14, 171–179.

[CrossRef] [PubMed]
83. Kryczek, I.; Wei, S.; Keller, E.; Liu, R.; Zou, W. Stroma-derived factor (SDF-1/CXCL12) and human tumor pathogenesis. Am. J.

Physiol. Cell Physiol. 2007, 292, C987–C995. [CrossRef] [PubMed]
84. Chatterjee, S.; Behnam Azad, B.; Nimmagadda, S. The intricate role of CXCR4 in cancer. Adv. Cancer Res. 2014, 124, 31–82.

[CrossRef]
85. Mannavola, F.; Tucci, M.; Felici, C.; Passarelli, A.; D’Oronzo, S.; Silvestris, F. Tumor-derived exosomes promote the in vitro

osteotropism of melanoma cells by activating the SDF-1/CXCR4/CXCR7 axis. J. Transl. Med. 2019, 17, 230. [CrossRef] [PubMed]
86. Iglesias, P.A.; Devreotes, P.N. Navigating through models of chemotaxis. Curr. Opin. Cell Biol. 2008, 20, 35–40. [CrossRef]
87. Shi, Y.; Riese, D.J., 2nd; Shen, J. The Role of the CXCL12/CXCR4/CXCR7 Chemokine Axis in Cancer. Front. Pharmacol. 2020, 11,

574667. [CrossRef]
88. Kaplan, R.N.; Riba, R.D.; Zacharoulis, S.; Bramley, A.H.; Vincent, L.; Costa, C.; MacDonald, D.D.; Jin, D.K.; Shido, K.; Kerns,

S.A.; et al. VEGFR1-positive haematopoietic bone marrow progenitors initiate the pre-metastatic niche. Nature 2005, 438, 820–827.
[CrossRef] [PubMed]

89. He, B.; Johansson-Percival, A.; Backhouse, J.; Li, J.; Lee, G.Y.F.; Hamzah, J.; Ganss, R. Remodeling of Metastatic Vasculature
Reduces Lung Colonization and Sensitizes Overt Metastases to Immunotherapy. Cell Rep. 2020, 30, 714–724.e715. [CrossRef]

90. Padua, D.; Zhang, X.H.; Wang, Q.; Nadal, C.; Gerald, W.L.; Gomis, R.R.; Massague, J. TGFbeta primes breast tumors for lung
metastasis seeding through angiopoietin-like 4. Cell 2008, 133, 66–77. [CrossRef] [PubMed]

91. Huang, Y.; Song, N.; Ding, Y.; Yuan, S.; Li, X.; Cai, H.; Shi, H.; Luo, Y. Pulmonary vascular destabilization in the premetastatic
phase facilitates lung metastasis. Cancer Res. 2009, 69, 7529–7537. [CrossRef]

92. Gupta, G.P.; Nguyen, D.X.; Chiang, A.C.; Bos, P.D.; Kim, J.Y.; Nadal, C.; Gomis, R.R.; Manova-Todorova, K.; Massague, J.
Mediators of vascular remodelling co-opted for sequential steps in lung metastasis. Nature 2007, 446, 765–770. [CrossRef]
[PubMed]

93. Qian, B.Z.; Li, J.; Zhang, H.; Kitamura, T.; Zhang, J.; Campion, L.R.; Kaiser, E.A.; Snyder, L.A.; Pollard, J.W. CCL2 recruits
inflammatory monocytes to facilitate breast-tumour metastasis. Nature 2011, 475, 222–225. [CrossRef] [PubMed]

94. Kitamura, T.; Doughty-Shenton, D.; Cassetta, L.; Fragkogianni, S.; Brownlie, D.; Kato, Y.; Carragher, N.; Pollard, J.W. Monocytes
Differentiate to Immune Suppressive Precursors of Metastasis-Associated Macrophages in Mouse Models of Metastatic Breast
Cancer. Front. Immunol. 2017, 8, 2004. [CrossRef] [PubMed]

95. Lowy, C.M.; Oskarsson, T. Tenascin C in metastasis: A view from the invasive front. Cell Adh Migr. 2015, 9, 112–124. [CrossRef]
[PubMed]

96. Gonzalez-Gonzalez, L.; Alonso, J. Periostin: A Matricellular Protein with Multiple Functions in Cancer Development and
Progression. Front. Oncol. 2018, 8, 225. [CrossRef]

97. Peinado, H.; Zhang, H.; Matei, I.R.; Costa-Silva, B.; Hoshino, A.; Rodrigues, G.; Psaila, B.; Kaplan, R.N.; Bromberg, J.F.; Kang,
Y.; et al. Pre-metastatic niches: Organ-specific homes for metastases. Nat. Rev. Cancer 2017, 17, 302–317. [CrossRef]

https://doi.org/10.1038/250649a0
https://doi.org/10.1186/s13046-016-0360-9
https://doi.org/10.14670/HH-14.1159
https://doi.org/10.1074/jbc.RA118.003725
https://www.ncbi.nlm.nih.gov/pubmed/30018135
https://doi.org/10.18632/oncotarget.14804
https://www.ncbi.nlm.nih.gov/pubmed/28129640
https://doi.org/10.1038/nature17038
https://www.ncbi.nlm.nih.gov/pubmed/26791720
https://doi.org/10.1016/j.trecan.2015.07.009
https://www.ncbi.nlm.nih.gov/pubmed/28741564
https://doi.org/10.1002/1097-0142(196007/08)13:4&lt;674::AID-CNCR2820130405&gt;3.0.CO;2-Q
https://doi.org/10.1016/S0065-230X(09)02003-X
https://doi.org/10.18632/oncotarget.2677
https://doi.org/10.1038/nrc3078
https://doi.org/10.1038/35065016
https://doi.org/10.1016/j.semcancer.2003.10.003
https://www.ncbi.nlm.nih.gov/pubmed/15246052
https://doi.org/10.1152/ajpcell.00406.2006
https://www.ncbi.nlm.nih.gov/pubmed/16943240
https://doi.org/10.1016/B978-0-12-411638-2.00002-1
https://doi.org/10.1186/s12967-019-1982-4
https://www.ncbi.nlm.nih.gov/pubmed/31324252
https://doi.org/10.1016/j.ceb.2007.11.011
https://doi.org/10.3389/fphar.2020.574667
https://doi.org/10.1038/nature04186
https://www.ncbi.nlm.nih.gov/pubmed/16341007
https://doi.org/10.1016/j.celrep.2019.12.013
https://doi.org/10.1016/j.cell.2008.01.046
https://www.ncbi.nlm.nih.gov/pubmed/18394990
https://doi.org/10.1158/0008-5472.CAN-08-4382
https://doi.org/10.1038/nature05760
https://www.ncbi.nlm.nih.gov/pubmed/17429393
https://doi.org/10.1038/nature10138
https://www.ncbi.nlm.nih.gov/pubmed/21654748
https://doi.org/10.3389/fimmu.2017.02004
https://www.ncbi.nlm.nih.gov/pubmed/29387063
https://doi.org/10.1080/19336918.2015.1008331
https://www.ncbi.nlm.nih.gov/pubmed/25738825
https://doi.org/10.3389/fonc.2018.00225
https://doi.org/10.1038/nrc.2017.6


Cells 2023, 12, 1566 23 of 27

98. Kalluri, R.; McAndrews, K.M. The role of extracellular vesicles in cancer. Cell 2023, 186, 1610–1626. [CrossRef]
99. Osti, D.; Del Bene, M.; Rappa, G.; Santos, M.; Matafora, V.; Richichi, C.; Faletti, S.; Beznoussenko, G.V.; Mironov, A.; Bachi, A.; et al.

Clinical Significance of Extracellular Vesicles in Plasma from Glioblastoma Patients. Clin. Cancer Res. 2019, 25, 266–276. [CrossRef]
100. Ogata-Kawata, H.; Izumiya, M.; Kurioka, D.; Honma, Y.; Yamada, Y.; Furuta, K.; Gunji, T.; Ohta, H.; Okamoto, H.; Sonoda,

H.; et al. Circulating exosomal microRNAs as biomarkers of colon cancer. PLoS ONE 2014, 9, e92921. [CrossRef]
101. Akers, J.C.; Gonda, D.; Kim, R.; Carter, B.S.; Chen, C.C. Biogenesis of extracellular vesicles (EV): Exosomes, microvesicles,

retrovirus-like vesicles, and apoptotic bodies. J. Neurooncol 2013, 113, 1–11. [CrossRef]
102. Duijvesz, D.; Versluis, C.Y.; van der Fels, C.A.; Vredenbregt-van den Berg, M.S.; Leivo, J.; Peltola, M.T.; Bangma, C.H.; Pettersson,

K.S.; Jenster, G. Immuno-based detection of extracellular vesicles in urine as diagnostic marker for prostate cancer. Int. J. Cancer
2015, 137, 2869–2878. [CrossRef] [PubMed]

103. Fais, S.; Venturi, G.; Gatenby, B. Microenvironmental acidosis in carcinogenesis and metastases: New strategies in prevention and
therapy. Cancer Metastasis Rev. 2014, 33, 1095–1108. [CrossRef] [PubMed]

104. Parolini, I.; Federici, C.; Raggi, C.; Lugini, L.; Palleschi, S.; De Milito, A.; Coscia, C.; Iessi, E.; Logozzi, M.; Molinari, A.; et al.
Microenvironmental pH is a key factor for exosome traffic in tumor cells. J. Biol. Chem. 2009, 284, 34211–34222. [CrossRef]
[PubMed]

105. Logozzi, M.; Mizzoni, D.; Angelini, D.F.; Di Raimo, R.; Falchi, M.; Battistini, L.; Fais, S. Microenvironmental pH and Exosome
Levels Interplay in Human Cancer Cell Lines of Different Histotypes. Cancers 2018, 10, 370. [CrossRef]

106. Ban, J.J.; Lee, M.; Im, W.; Kim, M. Low pH increases the yield of exosome isolation. Biochem. Biophys. Res. Commun. 2015, 461,
76–79. [CrossRef]

107. King, H.W.; Michael, M.Z.; Gleadle, J.M. Hypoxic enhancement of exosome release by breast cancer cells. BMC Cancer 2012,
12, 421. [CrossRef]

108. Hamidi, H.; Ivaska, J. Every step of the way: Integrins in cancer progression and metastasis. Nat. Rev. Cancer 2018, 18, 533–548.
[CrossRef]

109. Hurwitz, S.N.; Meckes, D.G., Jr. Extracellular Vesicle Integrins Distinguish Unique Cancers. Proteomes 2019, 7, 14. [CrossRef]
110. Lu, H.; Bowler, N.; Harshyne, L.A.; Craig Hooper, D.; Krishn, S.R.; Kurtoglu, S.; Fedele, C.; Liu, Q.; Tang, H.Y.; Kossenkov,

A.V.; et al. Exosomal alphavbeta6 integrin is required for monocyte M2 polarization in prostate cancer. Matrix Biol. 2018, 70,
20–35. [CrossRef]

111. DeRita, R.M.; Sayeed, A.; Garcia, V.; Krishn, S.R.; Shields, C.D.; Sarker, S.; Friedman, A.; McCue, P.; Molugu, S.K.; Rodeck, U.; et al.
Tumor-Derived Extracellular Vesicles Require beta1 Integrins to Promote Anchorage-Independent Growth. iScience 2019, 14,
199–209. [CrossRef]

112. Fedele, C.; Singh, A.; Zerlanko, B.J.; Iozzo, R.V.; Languino, L.R. The alphavbeta6 integrin is transferred intercellularly via
exosomes. J. Biol. Chem. 2015, 290, 4545–4551. [CrossRef] [PubMed]

113. Krishn, S.R.; Salem, I.; Quaglia, F.; Naranjo, N.M.; Agarwal, E.; Liu, Q.; Sarker, S.; Kopenhaver, J.; McCue, P.A.; Weinreb, P.H.; et al.
The alphavbeta6 integrin in cancer cell-derived small extracellular vesicles enhances angiogenesis. J. Extracell. Vesicles 2020, 9,
1763594. [CrossRef]

114. Quaglia, F.; Krishn, S.R.; Daaboul, G.G.; Sarker, S.; Pippa, R.; Domingo-Domenech, J.; Kumar, G.; Fortina, P.; McCue, P.; Kelly,
W.K.; et al. Small extracellular vesicles modulated by alphaVbeta3 integrin induce neuroendocrine differentiation in recipient
cancer cells. J. Extracell. Vesicles 2020, 9, 1761072. [CrossRef] [PubMed]

115. Naito, Y.; Yoshioka, Y.; Ochiya, T. Intercellular crosstalk between cancer cells and cancer-associated fibroblasts via extracellular
vesicles. Cancer Cell Int. 2022, 22, 367. [CrossRef] [PubMed]

116. Li, C.; Yoshimura, T.; Tian, M.; Wang, Y.; Kondo, T.; Yamamoto, K.-I.; Fujisawa, M.; Ohara, T.; Sakaguchi, M.; Matsukawa, A.
Exosomal Wnt7a from a low metastatic subclone promotes lung metastasis of a highly metastatic subclone in the murine 4t1
breast cancer. Breast Cancer Res. 2022, 24, 60. [CrossRef]

117. Schillaci, O.; Fontana, S.; Monteleone, F.; Taverna, S.; Di Bella, M.A.; Di Vizio, D.; Alessandro, R. Exosomes from metastatic cancer
cells transfer amoeboid phenotype to non-metastatic cells and increase endothelial permeability: Their emerging role in tumor
heterogeneity. Sci. Rep. 2017, 7, 4711. [CrossRef]

118. Pang, H.; Liu, L.; Sun, X.; Xi, W.; Bao, Y.; Wu, L.; Shan, J.; Wang, Z.; Guo, Y.; Zhao, C. Exosomes derived from colon cancer cells
and plasma of colon cancer patients promote migration of SW480 cells through Akt/mTOR pathway. Pathol. Res. Pract. 2021, 222,
153454. [CrossRef]

119. Fais, S. Cannibalism: A way to feed on metastatic tumors. Cancer Lett. 2007, 258, 155–164. [CrossRef]
120. Ono, M.; Kosaka, N.; Tominaga, N.; Yoshioka, Y.; Takeshita, F.; Takahashi, R.U.; Yoshida, M.; Tsuda, H.; Tamura, K.; Ochiya, T.

Exosomes from bone marrow mesenchymal stem cells contain a microRNA that promotes dormancy in metastatic breast cancer
cells. Sci. Signal. 2014, 7, ra63. [CrossRef]

121. Bartosh, T.J.; Ullah, M.; Zeitouni, S.; Beaver, J.; Prockop, D.J. Cancer cells enter dormancy after cannibalizing mesenchymal
stem/stromal cells (MSCs). Proc. Natl. Acad. Sci. USA 2016, 113, E6447–E6456. [CrossRef]

122. Rappa, G.; Green, T.M.; Karbanová, J.; Corbeil, D.; Lorico, A. Tetraspanin CD9 determines invasiveness and tumorigenicity of
human breast cancer cells. Oncotarget 2015, 6, 7970–7991. [CrossRef]

https://doi.org/10.1016/j.cell.2023.03.010
https://doi.org/10.1158/1078-0432.CCR-18-1941
https://doi.org/10.1371/journal.pone.0092921
https://doi.org/10.1007/s11060-013-1084-8
https://doi.org/10.1002/ijc.29664
https://www.ncbi.nlm.nih.gov/pubmed/26139298
https://doi.org/10.1007/s10555-014-9531-3
https://www.ncbi.nlm.nih.gov/pubmed/25376898
https://doi.org/10.1074/jbc.M109.041152
https://www.ncbi.nlm.nih.gov/pubmed/19801663
https://doi.org/10.3390/cancers10100370
https://doi.org/10.1016/j.bbrc.2015.03.172
https://doi.org/10.1186/1471-2407-12-421
https://doi.org/10.1038/s41568-018-0038-z
https://doi.org/10.3390/proteomes7020014
https://doi.org/10.1016/j.matbio.2018.03.009
https://doi.org/10.1016/j.isci.2019.03.022
https://doi.org/10.1074/jbc.C114.617662
https://www.ncbi.nlm.nih.gov/pubmed/25568317
https://doi.org/10.1080/20013078.2020.1763594
https://doi.org/10.1080/20013078.2020.1761072
https://www.ncbi.nlm.nih.gov/pubmed/32922691
https://doi.org/10.1186/s12935-022-02784-8
https://www.ncbi.nlm.nih.gov/pubmed/36424598
https://doi.org/10.1186/s13058-022-01557-5
https://doi.org/10.1038/s41598-017-05002-y
https://doi.org/10.1016/j.prp.2021.153454
https://doi.org/10.1016/j.canlet.2007.09.014
https://doi.org/10.1126/scisignal.2005231
https://doi.org/10.1073/pnas.1612290113
https://doi.org/10.18632/oncotarget.3419


Cells 2023, 12, 1566 24 of 27

123. Santos, M.F.; Rappa, G.; Karbanová, J.; Vanier, C.; Morimoto, C.; Corbeil, D.; Lorico, A. Anti-human CD9 antibody Fab fragment
impairs the internalization of extracellular vesicles and the nuclear transfer of their cargo proteins. J. Cell Mol. Med. 2019, 23,
4408–4421. [CrossRef] [PubMed]

124. Santos, M.F.; Rappa, G.; Fontana, S.; Karbanová, J.; Aalam, F.; Tai, D.; Li, Z.; Pucci, M.; Alessandro, R.; Morimoto, C.; et al.
Anti-Human CD9 Fab Fragment Antibody Blocks the Extracellular Vesicle-Mediated Increase in Malignancy of Colon Cancer
Cells. Cells 2022, 11, 2474. [CrossRef] [PubMed]

125. Nigri, J.; Leca, J.; Tubiana, S.S.; Finetti, P.; Guillaumond, F.; Martinez, S.; Lac, S.; Iovanna, J.L.; Audebert, S.; Camoin, L.; et al. CD9
mediates the uptake of extracellular vesicles from cancer-associated fibroblasts that promote pancreatic cancer cell aggressiveness.
Sci. Signal. 2022, 15, eabg8191. [CrossRef]

126. Miki, Y.; Yashiro, M.; Okuno, T.; Kitayama, K.; Masuda, G.; Hirakawa, K.; Ohira, M. CD9-positive exosomes from cancer-associated
fibroblasts stimulate the migration ability of scirrhous-type gastric cancer cells. Br. J. Cancer 2018, 118, 867–877. [CrossRef]
[PubMed]

127. Leibovitz, A.; Stinson, J.C.; McCombs, W.B., 3rd; McCoy, C.E.; Mazur, K.C.; Mabry, N.D. Classification of human colorectal
adenocarcinoma cell lines. Cancer Res. 1976, 36, 4562–4569.

128. Hewitt, R.E.; McMarlin, A.; Kleiner, D.; Wersto, R.; Martin, P.; Tsokos, M.; Stamp, G.W.; Stetler-Stevenson, W.G. Validation of a
model of colon cancer progression. J. Pathol. 2000, 192, 446–454. [CrossRef]

129. Lugini, L.; Valtieri, M.; Federici, C.; Cecchetti, S.; Meschini, S.; Condello, M.; Signore, M.; Fais, S. Exosomes from human colorectal
cancer induce a tumor-like behavior in colonic mesenchymal stromal cells. Oncotarget 2016, 7, 50086–50098. [CrossRef]

130. Kim, J.; Afshari, A.; Sengupta, R.; Sebastiano, V.; Gupta, A.; Kim, Y.H.; Reproducibility Project: Cancer, B.; Iorns, E.; Tsui, R.; Denis,
A.; et al. Replication study: Melanoma exosomes educate bone marrow progenitor cells toward a pro-metastatic phenotype
through MET. Elife 2018, 7, 39944. [CrossRef]

131. Liu, Y. Tumor Exosomal RNAs Promote Lung Pre-metastatic Niche Formation by Activating Alveolar Epithelial TLR3 to Recruit
Neutrophils. Cancer Cell 2016, 30, 243–256. [CrossRef]

132. Plebanek, M.P.; Angeloni, N.L.; Vinokour, E.; Li, J.; Henkin, A.; Martinez-Marin, D.; Filleur, S.; Bhowmick, R.; Henkin, J.; Miller,
S.D.; et al. Pre-metastatic cancer exosomes induce immune surveillance by patrolling monocytes at the metastatic niche. Nat.
Commun. 2017, 8, 1319. [CrossRef] [PubMed]

133. Zhou, W.; Fong, M.Y.; Min, Y.; Somlo, G.; Liu, L.; Palomares, M.R.; Yu, Y.; Chow, A.; O’Connor, S.T.F.; Chin, A.R.; et al.
Cancer-secreted miR-105 destroys vascular endothelial barriers to promote metastasis. Cancer Cell 2014, 25, 501–515. [CrossRef]

134. Javle, M.; Li, Y.; Tan, D.; Dong, X.; Chang, P.; Kar, S.; Li, D. Biomarkers of TGF-beta signaling pathway and prognosis of pancreatic
cancer. PLoS ONE 2014, 9, e85942. [CrossRef] [PubMed]

135. Gaspar, N.J.; Li, L.; Kapoun, A.M.; Medicherla, S.; Reddy, M.; Li, G.; O’Young, G.; Quon, D.; Henson, M.; Damm, D.L.; et al.
Inhibition of transforming growth factor beta signaling reduces pancreatic adenocarcinoma growth and invasiveness. Mol.
Pharmacol. 2007, 72, 152–161. [CrossRef] [PubMed]

136. Ellermeier, J.; Wei, J.; Duewell, P.; Hoves, S.; Stieg, M.R.; Adunka, T.; Noerenberg, D.; Anders, H.J.; Mayr, D.; Poeck, H.; et al.
Therapeutic efficacy of bifunctional siRNA combining TGF-beta1 silencing with RIG-I activation in pancreatic cancer. Cancer Res.
2013, 73, 1709–1720. [CrossRef] [PubMed]

137. Luzzi, K.J.; MacDonald, I.C.; Schmidt, E.E.; Kerkvliet, N.; Morris, V.L.; Chambers, A.F.; Groom, A.C. Multistep nature of metastatic
inefficiency: Dormancy of solitary cells after successful extravasation and limited survival of early micrometastases. Am. J. Pathol.
1998, 153, 865–873. [CrossRef] [PubMed]

138. Fidler, I.J. Metastasis: Quantitative analysis of distribution and fate of tumor emboli labeled with 125 I-5-iodo-2’-deoxyuridine.
J. Natl. Cancer Inst. 1970, 45, 773–782.

139. Nguyen, D.X.; Bos, P.D.; Massagué, J. Metastasis: From dissemination to organ-specific colonization. Nat. Rev. Cancer 2009, 9,
274–284. [CrossRef]

140. Phan, T.G.; Croucher, P.I. The dormant cancer cell life cycle. Nat. Rev. Cancer 2020, 20, 398–411. [CrossRef]
141. Lazebnik, Y. What are the hallmarks of cancer? Nat. Rev. Cancer 2010, 10, 232–233. [CrossRef]
142. Chambers, A.F.; Groom, A.C.; MacDonald, I.C. Dissemination and growth of cancer cells in metastatic sites. Nat. Rev. Cancer 2002,

2, 563–572. [CrossRef] [PubMed]
143. Suzuki, M.; Tarin, D. Gene expression profiling of human lymph node metastases and matched primary breast carcinomas:

Clinical implications. Mol. Oncol. 2007, 1, 172–180. [CrossRef] [PubMed]
144. Micalizzi, D.S.; Maheswaran, S.; Haber, D.A. A conduit to metastasis: Circulating tumor cell biology. Genes. Dev. 2017, 31,

1827–1840. [CrossRef]
145. Kalluri, R.; Weinberg, R.A. The basics of epithelial-mesenchymal transition. J. Clin. Investig. 2009, 119, 1420–1428. [CrossRef]
146. Yao, D.; Dai, C.; Peng, S. Mechanism of the mesenchymal-epithelial transition and its relationship with metastatic tumor formation.

Mol. Cancer Res. 2011, 9, 1608–1620. [CrossRef]
147. Jolly, M.K.; Ware, K.E.; Gilja, S.; Somarelli, J.A.; Levine, H. EMT and MET: Necessary or permissive for metastasis? Mol. Oncol.

2017, 11, 755–769. [CrossRef] [PubMed]
148. Fischer, K.R.; Durrans, A.; Lee, S.; Sheng, J.; Li, F.; Wong, S.T.; Choi, H.; El Rayes, T.; Ryu, S.; Troeger, J.; et al. Epithelial-

to-mesenchymal transition is not required for lung metastasis but contributes to chemoresistance. Nature 2015, 527, 472–476.
[CrossRef]

https://doi.org/10.1111/jcmm.14334
https://www.ncbi.nlm.nih.gov/pubmed/30982221
https://doi.org/10.3390/cells11162474
https://www.ncbi.nlm.nih.gov/pubmed/36010551
https://doi.org/10.1126/scisignal.abg8191
https://doi.org/10.1038/bjc.2017.487
https://www.ncbi.nlm.nih.gov/pubmed/29438363
https://doi.org/10.1002/1096-9896(2000)9999:9999&lt;::AID-PATH775&gt;3.0.CO;2-K
https://doi.org/10.18632/oncotarget.10574
https://doi.org/10.7554/eLife.39944
https://doi.org/10.1016/j.ccell.2016.06.021
https://doi.org/10.1038/s41467-017-01433-3
https://www.ncbi.nlm.nih.gov/pubmed/29105655
https://doi.org/10.1016/j.ccr.2014.03.007
https://doi.org/10.1371/journal.pone.0085942
https://www.ncbi.nlm.nih.gov/pubmed/24465802
https://doi.org/10.1124/mol.106.029025
https://www.ncbi.nlm.nih.gov/pubmed/17400764
https://doi.org/10.1158/0008-5472.CAN-11-3850
https://www.ncbi.nlm.nih.gov/pubmed/23338611
https://doi.org/10.1016/S0002-9440(10)65628-3
https://www.ncbi.nlm.nih.gov/pubmed/9736035
https://doi.org/10.1038/nrc2622
https://doi.org/10.1038/s41568-020-0263-0
https://doi.org/10.1038/nrc2827
https://doi.org/10.1038/nrc865
https://www.ncbi.nlm.nih.gov/pubmed/12154349
https://doi.org/10.1016/j.molonc.2007.03.005
https://www.ncbi.nlm.nih.gov/pubmed/19383293
https://doi.org/10.1101/gad.305805.117
https://doi.org/10.1172/JCI39104
https://doi.org/10.1158/1541-7786.MCR-10-0568
https://doi.org/10.1002/1878-0261.12083
https://www.ncbi.nlm.nih.gov/pubmed/28548345
https://doi.org/10.1038/nature15748


Cells 2023, 12, 1566 25 of 27

149. Zheng, X.; Carstens, J.L.; Kim, J.; Scheible, M.; Kaye, J.; Sugimoto, H.; Wu, C.C.; LeBleu, V.S.; Kalluri, R. Epithelial-to-mesenchymal
transition is dispensable for metastasis but induces chemoresistance in pancreatic cancer. Nature 2015, 527, 525–530. [CrossRef]

150. Christiansen, J.J.; Rajasekaran, A.K. Reassessing epithelial to mesenchymal transition as a prerequisite for carcinoma invasion
and metastasis. Cancer Res. 2006, 66, 8319–8326. [CrossRef]

151. Chui, M.H. Insights into cancer metastasis from a clinicopathologic perspective: Epithelial-Mesenchymal Transition is not a
necessary step. Int. J. Cancer 2013, 132, 1487–1495. [CrossRef]

152. Jie, X.X.; Zhang, X.Y.; Xu, C.J. Epithelial-to-mesenchymal transition, circulating tumor cells and cancer metastasis: Mechanisms
and clinical applications. Oncotarget 2017, 8, 81558–81571. [CrossRef] [PubMed]

153. Arena, G.O.; Arena, V.; Arena, M.; Abdouh, M. Transfer of malignant traits as opposed to migration of cells: A novel concept to
explain metastatic disease. Med. Hypotheses 2017, 100, 82–86. [CrossRef] [PubMed]

154. Hao, X.; Sun, B.; Hu, L.; Lahdesmaki, H.; Dunmire, V.; Feng, Y.; Zhang, S.W.; Wang, H.; Wu, C.; Wang, H.; et al. Differential
gene and protein expression in primary breast malignancies and their lymph node metastases as revealed by combined cDNA
microarray and tissue microarray analysis. Cancer 2004, 100, 1110–1122. [CrossRef] [PubMed]

155. Weigelt, B.; Wessels, L.F.; Bosma, A.J.; Glas, A.M.; Nuyten, D.S.; He, Y.D.; Dai, H.; Peterse, J.L.; van’t Veer, L.J. No common
denominator for breast cancer lymph node metastasis. Br. J. Cancer 2005, 93, 924–932. [CrossRef]

156. Magbanua, M.J.M.; Rugo, H.S.; Hauranieh, L.; Roy, R.; Scott, J.H.; Lee, J.C.; Hsiao, F.; Sosa, E.V.; Van’t Veer, L.; Esserman, L.J.; et al.
Genomic and expression profiling reveal molecular heterogeneity of disseminated tumor cells in bone marrow of early breast
cancer. NPJ Breast Cancer 2018, 4, 31. [CrossRef]

157. Brukman, N.G.; Uygur, B.; Podbilewicz, B.; Chernomordik, L.V. How cells fuse. J. Cell Biol. 2019, 218, 1436–1451. [CrossRef]
158. Aichel, O. Über zellverschmelzung mit quantitativ abnormer chromosomenverteilung als ursache der geschwulstbildung. In

Vorträge und Aufsätze über Entwicklungsmechanik der Organismen. In Vorträge und Aufsätze über Entvickelungsmechanik Der
Organismen; Roux, W., Ed.; Wilhelm Engelmann: Leipzig, Germany, 1911; pp. 92–111.

159. Pawelek, J.M.; Chakraborty, A.K. Fusion of tumour cells with bone marrow-derived cells: A unifying explanation for metastasis.
Nat. Rev. Cancer 2008, 8, 377–386. [CrossRef]

160. Laberge, G.S.; Duvall, E.; Haedicke, K.; Pawelek, J. Leukocyte(-)Cancer Cell Fusion-Genesis of a Deadly Journey. Cells 2019, 8, 170.
[CrossRef]

161. Weiler, J.; Dittmar, T. Cell Fusion in Human Cancer: The Dark Matter Hypothesis. Cells 2019, 8, 132. [CrossRef]
162. Barski, G.; Cornefert, F. Characteristics of “hybrid”-type clonal cell lines obtained from mixed cultures in vitro. J. Natl. Cancer Inst.

1962, 28, 801–821.
163. Goldenberg, D.M.; Pavia, R.A. In vivo horizontal oncogenesis by a human tumor in nude mice. Proc. Natl. Acad. Sci. USA 1982,

79, 2389–2392. [CrossRef] [PubMed]
164. Pawelek, J.M.; Chakraborty, A.K. The cancer cell--leukocyte fusion theory of metastasis. Adv. Cancer Res. 2008, 101, 397–444.

[CrossRef] [PubMed]
165. Rappa, G.; Mercapide, J.; Lorico, A. Spontaneous formation of tumorigenic hybrids between breast cancer and multipotent

stromal cells is a source of tumor heterogeneity. Am. J. Pathol. 2012, 180, 2504–2515. [CrossRef]
166. Ehrlich, P.; Apolant, H. Beobachtungen über maligne Mäusetumoren [Observations on malignant murine tumors]. Berl. Klin.

Wochenschr. 1905, 42, 871–874.
167. Beattie, G.M.; Knowles, A.F.; Jensen, F.C.; Baird, S.M.; Kaplan, N.O. Induction of sarcomas in athymic mice. Proc. Natl. Acad. Sci.

USA 1982, 79, 3033–3036. [CrossRef] [PubMed]
168. Bowen, J.M.; Cailleau, R.; Giovanella, B.C.; Pathak, S.; Siciliano, M.J. A retrovirus-producing transformed mouse cell line derived

from a human breast adenocarcinoma transplanted in a nude mouse. Vitr. Cell Dev. Biol.-Plant 1983, 19, 635–641. [CrossRef]
169. Staab, H.J.; Heilbronner, H.; Schrader, M.; Anderer, F.A. In vivo induction of neoplastic growth in nude mouse connective tissue

adjacent to xenografted human tumors. J. Cancer Res. Clin. Oncol. 1983, 106, 27–35. [CrossRef]
170. Mishra, N.C. Gene transfer in fungi. Adv. Genet. 1985, 23, 73–178. [CrossRef]
171. Low, K.B.; Porter, D.D. Modes of gene transfer and recombination in bacteria. Annu. Rev. Genet. 1978, 12, 249–287. [CrossRef]
172. Holmgren, L.; Szeles, A.; Rajnavolgyi, E.; Folkman, J.; Klein, G.; Ernberg, I.; Falk, K.I. Horizontal transfer of DNA by the uptake

of apoptotic bodies. Blood 1999, 93, 3956–3963. [CrossRef]
173. Garcia-Olmo, D.C.; Dominguez, C.; Garcia-Arranz, M.; Anker, P.; Stroun, M.; Garcia-Verdugo, J.M.; Garcia-Olmo, D. Cell-free

nucleic acids circulating in the plasma of colorectal cancer patients induce the oncogenic transformation of susceptible cultured
cells. Cancer Res. 2010, 70, 560–567. [CrossRef] [PubMed]

174. Garcia-Olmo, D.; Garcia-Olmo, D.C. Functionality of circulating DNA: The hypothesis of genometastasis. Ann. N. Y. Acad. Sci.
2001, 945, 265–275. [CrossRef]

175. Trejo-Becerril, C.; Perez-Cardenas, E.; Taja-Chayeb, L.; Anker, P.; Herrera-Goepfert, R.; Medina-Velazquez, L.A.; Hidalgo-Miranda,
A.; Perez-Montiel, D.; Chavez-Blanco, A.; Cruz-Velazquez, J.; et al. Cancer progression mediated by horizontal gene transfer in an
in vivo model. PLoS ONE 2012, 7, e52754. [CrossRef]

176. Todaro, G.J.; Green, H. Quantitative studies of the growth of mouse embryo cells in culture and their development into established
lines. J. Cell Biol. 1963, 17, 299–313. [CrossRef] [PubMed]

177. Anker, P.; Lyautey, J.; Lefort, F.; Lederrey, C.; Stroun, M. Transformation of NIH/3T3 cells and SW 480 cells displaying K-ras
mutation. C. R. Acad. Sci. III 1994, 317, 869–874. [PubMed]

https://doi.org/10.1038/nature16064
https://doi.org/10.1158/0008-5472.CAN-06-0410
https://doi.org/10.1002/ijc.27745
https://doi.org/10.18632/oncotarget.18277
https://www.ncbi.nlm.nih.gov/pubmed/29113414
https://doi.org/10.1016/j.mehy.2017.01.019
https://www.ncbi.nlm.nih.gov/pubmed/28236854
https://doi.org/10.1002/cncr.20095
https://www.ncbi.nlm.nih.gov/pubmed/15022276
https://doi.org/10.1038/sj.bjc.6602794
https://doi.org/10.1038/s41523-018-0083-5
https://doi.org/10.1083/jcb.201901017
https://doi.org/10.1038/nrc2371
https://doi.org/10.3390/cells8020170
https://doi.org/10.3390/cells8020132
https://doi.org/10.1073/pnas.79.7.2389
https://www.ncbi.nlm.nih.gov/pubmed/6954547
https://doi.org/10.1016/S0065-230X(08)00410-7
https://www.ncbi.nlm.nih.gov/pubmed/19055949
https://doi.org/10.1016/j.ajpath.2012.02.020
https://doi.org/10.1073/pnas.79.9.3033
https://www.ncbi.nlm.nih.gov/pubmed/6283553
https://doi.org/10.1007/BF02619577
https://doi.org/10.1007/BF00399894
https://doi.org/10.1016/s0065-2660(08)60512-x
https://doi.org/10.1146/annurev.ge.12.120178.001341
https://doi.org/10.1182/blood.V93.11.3956
https://doi.org/10.1158/0008-5472.CAN-09-3513
https://www.ncbi.nlm.nih.gov/pubmed/20068178
https://doi.org/10.1111/j.1749-6632.2001.tb03895.x
https://doi.org/10.1371/journal.pone.0052754
https://doi.org/10.1083/jcb.17.2.299
https://www.ncbi.nlm.nih.gov/pubmed/13985244
https://www.ncbi.nlm.nih.gov/pubmed/7882132


Cells 2023, 12, 1566 26 of 27

178. Abdouh, M.; Zhou, S.; Arena, V.; Arena, M.; Lazaris, A.; Onerheim, R.; Metrakos, P.; Arena, G.O. Transfer of malignant trait to
immortalized human cells following exposure to human cancer serum. J. Exp. Clin. Cancer Res. 2014, 33, 86. [CrossRef]

179. Abdouh, M.; Floris, M.; Gao, Z.H.; Arena, V.; Arena, M.; Arena, G.O. Colorectal cancer-derived extracellular vesicles induce
transformation of fibroblasts into colon carcinoma cells. J. Exp. Clin. Cancer Res. 2019, 38, 257. [CrossRef]

180. Abdouh, M.; Hamam, D.; Gao, Z.-H.; Arena, V.; Arena, M.; Arena, G.O. Exosomes isolated from cancer patients’ sera transfer
malignant traits and confer the same phenotype of primary tumors to oncosuppressor-mutated cells. J. Exp. Clin. Cancer Res.
2017, 36, 113. [CrossRef]

181. Abdouh, M.; Hamam, D.; Arena, V.; Arena, M.; Alamri, H.; Arena, G.O. Novel blood test to predict neoplastic activity in healthy
patients and metastatic recurrence after primary tumor resection. J. Circ. Biomark. 2016, 5, 1849454416663661. [CrossRef]

182. Abdouh, M.; Tabah, R.; Arena, V.; Arena, M.; Gao, Z.H.; Lorico, A.; Arena, G.O. Oncosuppressor-Mutated Cell-Based Diagnostic
Platform for Liquid Biopsy Diagnoses Benign Head and Neck Masses and Predicts Malignancy in Thyroid Nodules: Results from
a Consecutive Cohort of Patients. Eur. Thyroid. J. 2021, 10, 285–294. [CrossRef]

183. Abdouh, M.; Gao, Z.-H.; Arena, V.; Arena, M.; Burnier, M.N.; Arena, G.O. Oncosuppressor-Mutated Cells as a Liquid Biopsy Test
for Cancer-Screening. Sci. Rep. 2019, 9, 2384. [CrossRef]

184. Fernandez, N.; Chavarriaga, J.; Ayala, P.; Pedraza, A.; Bolivar, J.; Prada, J.G.; Catano, J.G.; Garcia-Perdomo, H.A.; Villanueva, J.;
Varela, D.; et al. MicroRNAs as Potential Liquid Biopsy Biomarker for Patients with Castration-Resistant Prostate Cancer. Res.
Rep. Urol. 2022, 14, 63–70. [CrossRef] [PubMed]

185. Mauri, G.; Vitiello, P.P.; Sogari, A.; Crisafulli, G.; Sartore-Bianchi, A.; Marsoni, S.; Siena, S.; Bardelli, A. Liquid biopsies to monitor
and direct cancer treatment in colorectal cancer. Br. J. Cancer 2022, 127, 394–407. [CrossRef] [PubMed]

186. Gattuso, G.; Crimi, S.; Lavoro, A.; Rizzo, R.; Musumarra, G.; Gallo, S.; Facciponte, F.; Paratore, S.; Russo, A.; Bordonaro, R.; et al.
Liquid Biopsy and Circulating Biomarkers for the Diagnosis of Precancerous and Cancerous Oral Lesions. Noncoding RNA 2022,
8, 60. [CrossRef]

187. Doglioni, G.; Parik, S.; Fendt, S.M. Interactions in the (Pre)metastatic Niche Support Metastasis Formation. Front. Oncol. 2019,
9, 219. [CrossRef]

188. Souza, A.G.; Bastos, V.A.F.; Fujimura, P.T.; Ferreira, I.C.C.; Leal, L.F.; da Silva, L.S.; Laus, A.C.; Reis, R.M.; Martins, M.M.; Santos,
P.S.; et al. Cell-free DNA promotes malignant transformation in non-tumor cells. Sci. Rep. 2020, 10, 21674. [CrossRef] [PubMed]

189. Miki, Y.; Swensen, J.; Shattuck-Eidens, D.; Futreal, P.A.; Harshman, K.; Tavtigian, S.; Liu, Q.; Cochran, C.; Bennett, L.M.; Ding,
W.; et al. A strong candidate for the breast and ovarian cancer susceptibility gene BRCA1. Science 1994, 266, 66–71. [CrossRef]

190. Donin, N.; Filson, C.; Drakaki, A.; Tan, H.J.; Castillo, A.; Kwan, L.; Litwin, M.; Chamie, K. Risk of second primary malignancies
among cancer survivors in the United States, 1992 through 2008. Cancer 2016, 122, 3075–3086. [CrossRef]

191. Feller, A.; Matthes, K.L.; Bordoni, A.; Bouchardy, C.; Bulliard, J.L.; Herrmann, C.; Konzelmann, I.; Maspoli, M.; Mousavi, M.;
Rohrmann, S.; et al. The relative risk of second primary cancers in Switzerland: A population-based retrospective cohort study.
BMC Cancer 2020, 20, 51. [CrossRef]

192. Allen, I.; Hassan, H.; Sofianopoulou, E.; Eccles, D.; Turnbull, C.; Tischkowitz, M.; Pharoah, P.; Antoniou, A.C. Risk of developing a
second primary cancer in male breast cancer survivors: A systematic review and meta-analysis. Br. J. Cancer 2022, 127, 1660–1669.
[CrossRef]

193. Kerkar, S.P.; Restifo, N.P. Cellular constituents of immune escape within the tumor microenvironment. Cancer Res. 2012, 72,
3125–3130. [CrossRef] [PubMed]

194. Friberg, S.; Nystrom, A. Cancer Metastases: Early Dissemination and Late Recurrences. Cancer Growth Metastasis 2015, 8, 43–49.
[CrossRef] [PubMed]

195. Holmgren, L.; O’Reilly, M.S.; Folkman, J. Dormancy of micrometastases: Balanced proliferation and apoptosis in the presence of
angiogenesis suppression. Nat. Med. 1995, 1, 149–153. [CrossRef] [PubMed]

196. Wong, S.Y.; Hynes, R.O. Lymphatic or hematogenous dissemination: How does a metastatic tumor cell decide? Cell Cycle 2006, 5,
812–817. [CrossRef] [PubMed]

197. Kinchington, P.R.; Leger, A.J.; Guedon, J.M.; Hendricks, R.L. Herpes simplex virus and varicella zoster virus, the house guests
who never leave. Herpesviridae 2012, 3, 5. [CrossRef]

198. Sugi, K.; Nawata, K.; Fujita, N.; Ueda, K.; Tanaka, T.; Matsuoka, T.; Kaneda, Y.; Esato, K. Systematic lymph node dissection for
clinically diagnosed peripheral non-small-cell lung cancer less than 2 cm in diameter. World J. Surg. 1998, 22, 290–294, discussion
294–295. [CrossRef]

199. Darling, G.E.; Allen, M.S.; Decker, P.A.; Ballman, K.; Malthaner, R.A.; Inculet, R.I.; Jones, D.R.; McKenna, R.J.; Landreneau, R.J.;
Rusch, V.W.; et al. Randomized trial of mediastinal lymph node sampling versus complete lymphadenectomy during pulmonary
resection in the patient with N0 or N1 (less than hilar) non-small cell carcinoma: Results of the American College of Surgery
Oncology Group Z0030 Trial. J. Thorac. Cardiovasc. Surg. 2011, 141, 662–670. [CrossRef]

200. Feuerstein, M.A.; Kent, M.; Bazzi, W.M.; Bernstein, M.; Russo, P. Analysis of lymph node dissection in patients with >/=7-cm
renal tumors. World J. Urol. 2014, 32, 1531–1536. [CrossRef]

201. Huang, X.; Wang, J.; Chen, Q.; Jiang, J. Mediastinal lymph node dissection versus mediastinal lymph node sampling for early
stage non-small cell lung cancer: A systematic review and meta-analysis. PLoS ONE 2014, 9, e109979. [CrossRef]

https://doi.org/10.1186/s13046-014-0086-5
https://doi.org/10.1186/s13046-019-1248-2
https://doi.org/10.1186/s13046-017-0587-0
https://doi.org/10.1177/1849454416663661
https://doi.org/10.1159/000516421
https://doi.org/10.1038/s41598-019-38736-y
https://doi.org/10.2147/RRU.S332578
https://www.ncbi.nlm.nih.gov/pubmed/35257006
https://doi.org/10.1038/s41416-022-01769-8
https://www.ncbi.nlm.nih.gov/pubmed/35264786
https://doi.org/10.3390/ncrna8040060
https://doi.org/10.3389/fonc.2019.00219
https://doi.org/10.1038/s41598-020-78766-5
https://www.ncbi.nlm.nih.gov/pubmed/33303880
https://doi.org/10.1126/science.7545954
https://doi.org/10.1002/cncr.30164
https://doi.org/10.1186/s12885-019-6452-0
https://doi.org/10.1038/s41416-022-01940-1
https://doi.org/10.1158/0008-5472.CAN-11-4094
https://www.ncbi.nlm.nih.gov/pubmed/22721837
https://doi.org/10.4137/CGM.S31244
https://www.ncbi.nlm.nih.gov/pubmed/26640389
https://doi.org/10.1038/nm0295-149
https://www.ncbi.nlm.nih.gov/pubmed/7585012
https://doi.org/10.4161/cc.5.8.2646
https://www.ncbi.nlm.nih.gov/pubmed/16627996
https://doi.org/10.1186/2042-4280-3-5
https://doi.org/10.1007/s002689900384
https://doi.org/10.1016/j.jtcvs.2010.11.008
https://doi.org/10.1007/s00345-013-1233-x
https://doi.org/10.1371/journal.pone.0109979


Cells 2023, 12, 1566 27 of 27

202. Valcz, G.; Ujvari, B.; Buzas, E.I.; Krenacs, T.; Spisak, S.; Kittel, A.; Tulassay, Z.; Igaz, P.; Takacs, I.; Molnar, B. Small extracellular
vesicle DNA-mediated horizontal gene transfer as a driving force for tumor evolution: Facts and riddles. Front. Oncol. 2022, 12,
945376. [CrossRef]

203. Cai, J.; Wu, G.; Tan, X.; Han, Y.; Chen, C.; Li, C.; Wang, N.; Zou, X.; Chen, X.; Zhou, F.; et al. Transferred BCR/ABL DNA from
K562 extracellular vesicles causes chronic myeloid leukemia in immunodeficient mice. PLoS ONE 2014, 9, e105200. [CrossRef]

204. Qian, Z.; Shen, Q.; Yang, X.; Qiu, Y.; Zhang, W. The Role of Extracellular Vesicles: An Epigenetic View of the Cancer Microenvi-
ronment. Biomed. Res. Int. 2015, 2015, 649161. [CrossRef] [PubMed]

205. O’Brien, K.; Breyne, K.; Ughetto, S.; Laurent, L.C.; Breakefield, X.O. RNA delivery by extracellular vesicles in mammalian cells
and its applications. Nat. Rev. Mol. Cell Biol. 2020, 21, 585–606. [CrossRef] [PubMed]

206. Takahashi, K.; Yamanaka, S. Induction of pluripotent stem cells from mouse embryonic and adult fibroblast cultures by defined
factors. Cell 2006, 126, 663–676. [CrossRef] [PubMed]

207. Joshi, B.S.; de Beer, M.A.; Giepmans, B.N.G.; Zuhorn, I.S. Endocytosis of Extracellular Vesicles and Release of Their Cargo from
Endosomes. ACS Nano 2020, 14, 4444–4455. [CrossRef] [PubMed]

208. Malhas, A.; Goulbourne, C.; Vaux, D.J. The nucleoplasmic reticulum: Form and function. Trends Cell Biol. 2011, 21, 362–373.
[CrossRef]

209. Read, J.; Ingram, A.; Al Saleh, H.A.; Platko, K.; Gabriel, K.; Kapoor, A.; Pinthus, J.; Majeed, F.; Qureshi, T.; Al-Nedawi, K. Nuclear
transportation of exogenous epidermal growth factor receptor and androgen receptor via extracellular vesicles. Eur. J. Cancer
2017, 70, 62–74. [CrossRef]

210. Singer, D.; Thamm, K.; Zhuang, H.; Karbanová, J.; Gao, Y.; Walker, J.V.; Jin, H.; Wu, X.; Coveney, C.R.; Marangoni, P.; et al.
Prominin-1 controls stem cell activation by orchestrating ciliary dynamics. EMBO J. 2019, 38, e99845. [CrossRef]

211. Waldenstrom, A.; Genneback, N.; Hellman, U.; Ronquist, G. Cardiomyocyte microvesicles contain DNA/RNA and convey
biological messages to target cells. PLoS ONE 2012, 7, e34653. [CrossRef]

212. Santos, M.F.; Rappa, G.; Karbanová, J.; Fontana, S.; Di Bella, M.A.; Pope, M.R.; Parrino, B.; Cascioferro, S.M.; Vistoli, G.; Diana,
P.; et al. Itraconazole inhibits nuclear delivery of extracellular vesicle cargo by disrupting the entry of late endosomes into the
nucleoplasmic reticulum. J. Extracell. Vesicles 2021, 10, e12132. [CrossRef]

213. Strating, J.R.; van der Linden, L.; Albulescu, L.; Bigay, J.; Arita, M.; Delang, L.; Leyssen, P.; van der Schaar, H.M.; Lanke, K.H.;
Thibaut, H.J.; et al. Itraconazole inhibits enterovirus replication by targeting the oxysterol-binding protein. Cell Rep. 2015, 10,
600–615. [CrossRef] [PubMed]

214. Retsas, S. Cancer and the arts: Metastasis–as perceived through the ages. ESMO Open. 2017, 2, e000226. [CrossRef] [PubMed]
215. Liddell, H.G.; Scott, R.; Jones, H.S.; McKenzie, R.; Barber, E.A. A Greek-English Lexicon, 9th ed.; Clarendon Press: Oxford, UK, 1968.

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.3389/fonc.2022.945376
https://doi.org/10.1371/journal.pone.0105200
https://doi.org/10.1155/2015/649161
https://www.ncbi.nlm.nih.gov/pubmed/26582468
https://doi.org/10.1038/s41580-020-0251-y
https://www.ncbi.nlm.nih.gov/pubmed/32457507
https://doi.org/10.1016/j.cell.2006.07.024
https://www.ncbi.nlm.nih.gov/pubmed/16904174
https://doi.org/10.1021/acsnano.9b10033
https://www.ncbi.nlm.nih.gov/pubmed/32282185
https://doi.org/10.1016/j.tcb.2011.03.008
https://doi.org/10.1016/j.ejca.2016.10.017
https://doi.org/10.15252/embj.201899845
https://doi.org/10.1371/journal.pone.0034653
https://doi.org/10.1002/jev2.12132
https://doi.org/10.1016/j.celrep.2014.12.054
https://www.ncbi.nlm.nih.gov/pubmed/25640182
https://doi.org/10.1136/esmoopen-2017-000226
https://www.ncbi.nlm.nih.gov/pubmed/29209528

	Introduction 
	Model of Primary Tumor Cell Migration and Growth: The “Seed and Soil” Model 
	Role of EV-Mediated Intercellular Communication in the “Seed and Soil” Model 
	Limitations and Challenges of the Seed and Soil Model 
	Metastasis by Cellular Fusion 
	The Genometastatic Hypothesis 
	Horizontal Transfer of Malignant Traits Model 
	HTMT and Preneoplastic Lesions 
	Oncosuppressor Genes As Gatekeepers 
	The Malignant Metastatic Phenotype Is Dependent on the Cell Type That Uptakes the Cancer EV-Derived Oncogenic Message 
	EV-Mediated Interactions of Cancer Cells with the Immune System 
	Cancer Dormancy According to the HTMT Model 
	Molecular Mechanisms Involved in the HTMT Model 

	Unanswered Questions Raised by the HTMT Model 
	A Novel Intracellular Pathway Accounting for the Nuclear Transport of EV Cargo 
	VOR Complex Inhibition As a Means to Intercept the EV-Mediated Nuclear Transfer of Oncogenic Factors 
	Conclusions 
	References

