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In the original publication [1], there was a mistake in the colors associated with
Figure 4A. The colors of the boxplots were incorrect. The correct legend appears below.

o 100 . ) 7 @ Outcome

I Hospitalization

Demographic 080
Glinical
orug v T T T T
Al y 30 35 0 s 50
Other Hospitalization Death Disability Congenital
Threatening Abnormality Log"*(Number of Records)

Life
Threatening Intervention

2 p=-0.0479 2

===

Male Female

2 3
Age Log™(Average Molecular Weight)

Figure 4. Performance comparisons on the FAERS dataset. (A) Predictive utility of various features
and model architectures for predicting adverse events in the FAERS dataset. X-axis labels correspond
to adverse event categories for a particular case. Y-axis is the AUC at predicting each of the labels.
Colors correspond to various feature subsets tested. Error bars correspond to 95% confidence interval
derived from bootstrapping on 5-fold cross-validation (each fold contains 28,682 records). (B) Power
analysis demonstrating improvement in performance as a function of the number of patient records
examined. Blue corresponds to hospitalization model performance and orange corresponds to
performance of model predicting death. X-axis is log10 (number of records) Y-axis is AUC. Shaded
error region corresponds to 95% confidence interval derived from bootstrapping on 5-fold cross-
validation in a subsampled dataset corresponding to the X-axis location. (C) Plot demonstrating
relationship between model error across all outcomes and age, (D) average molecular weight of drugs
patient is taking, and (E) patient sex.

The authors apologize for any inconvenience caused and state that the scientific
conclusions are unaffected. The original publication has also been updated.
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