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Abstract: The knee is an essential part of our body, and identifying its injuries is crucial since it
can significantly affect quality of life. To date, the preferred way of evaluating knee injuries is
through magnetic resonance imaging (MRI), which is an effective imaging technique that accurately
identifies injuries. The issue with this method is that the high amount of detail that comes with MRIs is
challenging to interpret and time consuming for radiologists to analyze. The issue becomes even more
concerning when radiologists are required to analyze a significant number of MRIs in a short period.
For this purpose, automated tools may become helpful to radiologists assisting them in the evaluation
of these images. Machine learning methods, in being able to extract meaningful information from
data, such as images or any other type of data, are promising for modeling the complex patterns
of knee MRI and relating it to its interpretation. In this study, using a real-life imaging protocol, a
machine-learning model based on convolutional neural networks used for detecting medial meniscus
tears, bone marrow edema, and general abnormalities on knee MRI exams is presented. Furthermore,
the model’s effectiveness in terms of accuracy, sensitivity, and specificity is evaluated. Based on
this evaluation protocol, the explored models reach a maximum accuracy of 83.7%, a maximum
sensitivity of 82.2%, and a maximum specificity of 87.99% for meniscus tears. For bone marrow
edema, a maximum accuracy of 81.3%, a maximum sensitivity of 93.3%, and a maximum specificity
of 78.6% is reached. Finally, for general abnormalities, the explored models reach 83.7%, 90.0% and
84.2% of maximum accuracy, sensitivity and specificity, respectively.

Keywords: knee MRI; machine learning; MRI; radiology; automated analysis

1. Introduction

The knee is a complex joint crucial in supporting the body and allowing for a range of
movements essential for daily living activities. Unfortunately, knee injuries are common
and can significantly impact a person’s quality of life [1,2]. One of the most frequently
diagnosed knee injuries is meniscus tears, which can result from traumatic injury or
degenerative changes due to age or overuse and cause ongoing knee pain, swelling, and
stiffness, leading to a decline in functionality [3,4]. According to the literature, the incidence
of meniscus tears is estimated to be 60–70 per 100,000 individuals per year, with a higher
incidence among males in all age groups, ranging from 2.5:1 to 4:1 [5]. Moreover, in the
United States, meniscus tears are the most frequent intra-articular knee injury [6]. They are
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the leading cause of orthopedic surgical procedures. Another common knee abnormality is
bone marrow edema (BME), which causes ongoing pain and affects medial-aged men and
young women, with a higher incidence in men. BME is often a migratory phenomenon and
can occur bilaterally in over 40% of patients [7–9]. Based on the crucial role of knee structure
on people’s functional activity, both medial meniscus and BME, and other symptomatic
knee pathologies in general, can significantly impact a person’s quality of life in terms of
mobility. For this reason, identifying knee injuries as early as possible is crucial to prevent
their progression into severe conditions. Due to its high accuracy, magnetic resonance
imaging (MRI) is currently the gold standard for assessing knee disorders, including
meniscus tears, BME, and other injuries. Furthermore, the negative predictive value of
Knee MRI is nearly 100% for structures such as meniscus tears and BME, and very high for
traumatic meniscal and cruciate tears. Based on this property of high negative predictive
value, MRI it can serve as a non-invasive method to filter out healthy patients who do not
need surgical interventions with high accuracy [10]. However, MRIs come with much detail,
making their interpretation time consuming and prone to errors, even among experienced
radiologists. The issue becomes even more concerning when radiologists have to deal with
a huge number of MRIs in a short period. In this regard, according to Kim and Mansfield
in their retrospective study [11], radiologists tend to make errors in 30% of cases when
evaluating MRIs, and 66% of these errors are of a musculoskeletal nature. To this end, as
the field of radiology advances and demands for precision increase, there is a growing need
for automation to improve efficiency and reduce errors in evaluating injuries.

To serve such a purpose, machine learning algorithms recently emerged as a promising
discipline that can help build automated tools to assist radiologists in their activity [12].
Machine learning is a multidisciplinary field used in many application domains, such
as computer vision [13], natural language processing [14], and medical domains [15],
that converts images [10] into structured and semi-structured data [15], using algorithms
that automatically improve from experience. It is often considered a subfield of artificial
intelligence, which builds mathematical models and learns generalization patterns from
data, which are then used to make predictions on unobserved instances [16,17]. Based on
these properties of machine learning, many works in the literature addressed the use of such
algorithms for medical imaging in many applications, such as skin cancer classification [18],
diabetic retinography [19], lung noodle detection [20], etc. Besides these applications,
machine learning models made their way into knee MRI imaging. In [10], the authors
propose a method based on learning algorithms to diagnose several knee injuries using
MRIs. Specifically, they rely on convolutional neural networks [21] (CNN), which are
machine learning algorithms used to analyze and extract information from images, to
model and extract meaningful patterns from knee MRIs that can relate to the type of injury.
Additionally, in [22], three-dimensional CNNs were developed to detect the regions of
interest within MRI studies and grade abnormalities in the cartilage, bone marrow, menisci,
and anterior cruciate ligament (ACL). Inspired by these works, this study proposes a
machine learning algorithm capable of using learning to identify knee pathologies from
MRIs. The pathologies considered are medial meniscus tear, BME, and general abnormality
(any kind of lesion or fracture out of those present in the data used for the study) of the knee.
In the proposed approach, in a departure from other works, a feature fusion pre-processing
step is employed in order to enhance the level of information provided via each MRI and
ease the learning process of the model. Additionally, a series of experiments are conducted
on a private cohort of 564 patients to evaluate the model capability as an automated tool in
terms of accuracy, specificity, and sensitivity. It is worth mentioning that to the best of our
knowledge, this is the first work in literature that uses a real-life imaging protocol for MRI,
meaning that the dataset contains multiple types of MRI images per examination according
to the evaluation protocols used by radiologists at the specific institute from which the data
are obtained. Finally, the possibility of such tools assisting radiologists in a clinical setting
based on the produced results is discussed.

To summarize, the main contributions of this study are as following:
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1. A machine learning model based on CNNs used to classify knee injuries from MRI
is proposed;

2. To the best of our knowledge, this is the first work to propose the use of a pre-
processing phase to extend the channels of each MRI slice and create an enhanced
version of the image useful for identifying knee injuries;

3. Extensive experiments are conducted on a private dataset obtained following real-life
imaging protocols, achieving remarkable results.

2. Materials and Methods
2.1. Data Pre-Processing

The original MRI series were stored in Digital Imaging and Communication in
Medicine (DICOM) [23] with shapes s × h × w, where s is the number of slices in the
DICOM series, while h and w are the height and width of each image slice in the spatial
dimension. To have uniform shapes (required by machine learning models), each image
was reshaped to s× 224× 224 using Python programming language version 3.8 (Python
Software Foundation, Wilmington, DE, USA) and libraries such as pydicom and Monai.

One common issue that arises when working with images is the varying pixel intensity.
In order to deal with this issue, a pixel normalization policy was adopted. Firstly, with the
help of 4 expert clinicians, an intensity range of interest for each knee injury present in this
work was identified, and all of the pixels with values outside the intensity range were set
to 0. Next, the mean pixel intensity and standard deviation from the entire training set was
extracted and used to normalize the pixels of each MRI series according to:

z =
x− −x

σ
(1)

where z is the normalized value, x represents the unnormalized pixels,
−
x is the mean pixel

intensity value, and σ is the standard deviation of the pixel intensity.
MRI images usually come in a grayscale format, meaning that each slice had one

color channel representing the gray intensity that defined the details regarding the dif-
ferent structures comprising the knee. Inspired by [24], this work used a feature fusion
mechanism that further combined three different representations of each MRI slice along
the color channel dimension to enhance the amount of information. Specifically, local
binary pattern [25] (LBP) and discrete wavelet transform [26] (DWT) were used to create
two alternative representations of each slice, introducing a wide variety of features that
characterize different knee structures. Afterward, these representations, together with the
original slice, were stacked together to form an image of shape s× 3× 224× 224, where 3
is the number of channels. The operation is illustrated in Figure 1.
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2.2. Proposed Method

MRIs are represented as sequences where each element can be seen as a 2D image
that contains a set of intensities characterizing different structures of the knee. Like normal
images, the set of intensities contains important structural and local information that is
essential for modeling the different patterns that can identify injuries present in different
parts of the knee. To be able to extract such information, according to the literature, CNN-
based algorithms are often used. These algorithms are designed to extract local and global
information for images that serve a given task [21]. We noted that this property of CNNs
could be used to model the patterns of the knee present in MRIs. Indeed, the model
proposed in this work, which was named KNet, was based on CNNs. Specifically inspired
by MRNet [10], it employed a version of CNN, which was named AlexNet [27], as the
main building block used to extract the features that characterize the knee from MRI, as
illustrated in Figure 2. To better understand the working cycle of the model, we supposed
that an input MRI of shape s× 3× 224× 224 was given to the networks. Firstly, the network
iterated over the input along the slice dimension to extract features at the slice level using
AlexNet and produce feature vectors of shape s× 256× 7× 7 for each slice. To proceed,
the model used an average pooling function that first downsampled the feature vector of
each slice into a global feature vector at slice level of dimensionality s× 256, and then a
linear transformation was used to produce a weighted downsampling mechanism, which
represents a final global feature vector of shape 256 that, in turn, represents a low-level
representation of the entire MRI. The low-level representation was then used from the
classification head to produce an output that can be 0 or 1. The former value represented
an intact knee, while the latter value represented an injured knee based on the injury being
analyzed from the network. Additionally, to optimize the model, the weighted binary
cross-entropy loss function was used. The mathematical formulation of the weighted
function was as follows:

LWCE = −αiYilog
(
Ŷi

)
− (1−Yi)log

(
1− Ŷi

)
, (2)

where αi is the weighting factor for the i − th example for 0 ≤ i < N with N being the
number of samples, Yi is the ground truth label for the i− th sample, and Ŷi is the predicted
value for the i− th sample.
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The current model representrf a network that could process a single MRI slice at a
time. As in real-life scenarios, radiologists usually produce multiple MRIs of different
orientations and types for the knee, our KNet could be extended to simultaneously take as
inputs up to three MRIs of the same patient. We named this architecture multi-stream KNet
and illustrate it in Figure 3. Specifically, MS-KNet uses three separated KNet branches that
are fused together through an averaging operation before moving to the classification head.
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2.3. Dataset

Reports of knee MRI exams performed at Fisiocard Medical Center in Rome between
January 2014 and October 2022 were manually reviewed to curate a dataset of knee MRI ex-
aminations. The dataset contained 401 (71.1%) abnormal exams, with 177 (31.3%) meniscus
tears, (28.7%) bone edema, and 114 (20.2%) other abnormalities, such as ACL, Baker’s cyst,
collateral ligaments, etc. Meniscus tears and bone edema occurred concurrently in 52 (9.2%)
exams. We noted that patients with more exams were taken into consideration only when
the exams belonged to different knees. Hence, at most, two exams per patient were used.
Additionally, an important exclusion criterion from the dataset regarded previous interven-
tions on the knee. Patients with previous surgical interventions (i.e., ACL reconstruction,
partial meniscectomy, etc.) were excluded from the study due to the small number of
cases, which is a prohibitive factor when it comes to building machine learning models.
Furthermore, the interobserver rate on the evaluation of the cases by the radiologists was
very low, consisting of only three cases. Those cases were categorically excluded from the
study. Examinations were performed using Esaote scanners with a standard knee MRI
coil and a routine non-contrast knee MRI protocol that included the following sequences:
coronal hybrid (T1 and T2), sagittal T1 and T2, and axial T2 weighting for all exams. The
number of image slices in each sequence ranged from 14 to 56.

For the purpose of conducting systematic experimentation in evaluating the proposed
method, the dataset was further split into a training set of 466 exams (430 patients) and a test
set of 98 exams (98 patients), following a random sampling approach constrained to assign
a balanced number of normal and abnormal patients in the test set. In addition, all MRI
types were used to train the model and conduct an ablation study to find the combination
of three MRI types that gave the best result for each abnormality (meniscus tear and bone
edema). More specifically, a combination of sagittal T1, sagittal T2, and coronal hybrid was
used for meniscus tears detection. For bone edema, the same combination also produced
better results, while for general abnormalities, a combination of axial T2, coronal hybrid,
and sagittal T1 produced the best result. The overall statistics regarding the datasets are
reported in Table 1.
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Table 1. Statistical data regarding used dataset.

Statistics Training Set Testing Set

Number of exams 466 98
Number of patients 430 98

Number of female patients 205 (46.9%) 21 (21.4%)
Mean age 46.1 39.8

Number with abnormality 335 (71.9%) 66 (67.3%)
Number with meniscus tears 127 (27.3%) 50 (51.0%)

Number with bone edema 132 (28.3%) 30 (30.6%)
Number with bone edema

and meniscus tears 38 (8.2%) 14 (14.3%)

3. Results
3.1. Evaluation Protocol

The proposed machine learning algorithm follows a paradigm named supervised
learning [28]; therefore, the model needs to have a ground truth label associated with each
MRI image in input. To this end, reference standard labels for each patient were obtained on
the internal dataset set from the majority vote of three (musculoskeletal) MSK radiologists
from the same clinic from the dataset was acquired. The MSK radiologists had access to
all DICOM series, the original report and clinical history, and follow-up exams during
interpretation. All readers participating in the study used a clinical picture archiving and
communication system (PACS) environment, and evaluation was performed on the clinical
DICOM images presented on a range of 3–12 mega pixels medical-grade display using a
type Nio Fusion 12MP MDNC-12130 with a minimum luminance of 300 cd/m2, maximum
luminance of 1200 cd/m2, pixel size of 0.2, and native resolution of 4200 × 2800 pixels.
Exams were sorted in reverse chronological order. Each exam was assigned a binary label
for the presence or absence of each of the diseases taken into consideration. Definitions for
labels were as follows:

• Meniscus: intact (normal, without degenerative notes, not broken but with degener-
ative notes) or tear (broken, radial, longitudinal, or fracture lines present in at least
three slices or morphologic deformity);

• Bone Edema: intact (normal bone, not inflamed) or inflamed (signal hyperintensity in
T2 stir, inflamed bone following direct trauma or sprain);

• Abnormality: intact (if both meniscus and bone edema are intact, and no other fractures
are present in the knee) or abnormal (if any fracture is present)

The learning algorithms then used these labels as ground truth target variables during
the learning process, as well as to measure the performance during validation.

3.2. Performance Metrics

To assess the performance of our model, we decided to use three very common
metrics in medical image classification problems, namely accuracy, sensitivity, and speci-
ficity [10,22]. The reason behind choosing these three metrics stands on their properties.
Starting with accuracy, it is a measure of the performance of machine learning models used
for classification. Its interpretation is straightforward and shows the rate of predictions
performed that are correctly calculated as the number of correct predictions over the total
number of predictions.

The drawback of accuracy as a measure of performance is that it is context invariant,
and its interpretation is the same for every classification problem. Since, in medicine, it
is very important to interpret the results, metrics such as sensitivity and specificity are
commonly used. Sensitivity, also known as the true positive rate, measures the ability
of a model to yield a positive result for a subject that has that disease; in other words, it
can be interpreted as the probability of the model predicting that the knee has a fracture
given that the knee is fractured. On the other hand, specificity, which is defined as the true
negative rate, measures the ability of a model to yield a negative result for a subject that
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does not have a fracture, and contrary to sensitivity, it shows the probability that the model
predicts a negative, given that the patient’s knee does not have any kind of fractures. Both
sensitivity and specificity are very important for measuring the performance of a model
and its interpretation. Usually, when there is a threshold different from 0.5 involved in
separating the labels 0 and 1, one can use it to increase the specificity or sensitivity of the
model based on the final goal of the application and present an inverse correlation between
the specificity and sensitivity, meaning that if one is increased, the other is automatically
decreased. In our case, this inverse correlation does not hold since we use a threshold
of 0.5.

3.3. Model Performance

The model was trained on the training dataset of knee MRI scans and used to perform
three distinct tasks: abnormality detection, meniscus tears detection, and bone edema
detection. The model results are promising, with an accuracy of 83.7% for abnormality
detection, 83.7% for meniscus tears, and 81.3% for bone edema detection. The sensitivity of
the model was high for abnormality detection (90%) and bone edema detection (93.3%),
while it was lower for meniscus tears detection (75%), meaning that the model is very good
at identifying positive cases for the tasks of abnormality and bone edema detection. On the
other hand, the specificity of the model was high for meniscus tears detection (92%), but it
was lower for bone edema detection (65.2%) and abnormality detection (73.7%), meaning
that the model is very good at identifying negative cases for the task of meniscus tears
detection. From the results, we can notice that the model performs quite effectively for all
the tasks, but there is a disbalance between sensitivity and specificity. The reason behind
this phenomenon is that the disproportional distribution of negative and positive cases is
also limited by the low availability of training data. However, these results indicate that
the model has the potential to be a valuable tool for medical professionals in the analysis of
knee MRI scans, even when trained with a small cohort of patients. The overall results are
shown in Table 2.

Table 2. Best model results for Abnormality, Meniscus tears and Bone edema.

Task Accuracy Sensitivity Specificity

Abnormality 83.7% 90% 73.3%
Meniscus tears 83.7% 75% 92%

Bone edema 81.3% 93.3% 65.2%

3.4. Ablation Study

The evaluation of a machine learning model involves multiple performance metrics;
thus, the best model is determined based on the metrics of interest. To create a better
evaluation, we conducted an ablation study by testing different types of inputs. If accu-
racy is the primary metric, the models listed in Table 2 are the top performers, and for
abnormality detection, it uses axial T2, coronal hybrid, and sagittal T1 sequences as inputs,
while for meniscus tears and bone edema, the best performing model takes coronal hybrid,
sagittal T1, and sagittal T2 sequences as inputs. However, if specificity or sensitivity is
the focus, the results are different. In terms of specificity, the best performing model for
abnormality detection only uses the axial T2 sequence as input (84.2%), while for meniscus
tears, the best model remains the same, and for bone edema, the model with the highest
specificity only uses the axial T2 sequence as input (78.6%). When it comes to sensitivity,
the best performing models for abnormality and bone edema detection are the same as
those reported in Table 2, which also produce the highest accuracy, while for meniscus
tears, the model with the highest sensitivity uses the combination of Axial T2, sagittal T1,
and sagittal T2 as inputs (82.8%). Lastly, if a balanced model with a small gap between
accuracy, sensitivity, and specificity is desired, the best performing models may differ, and
the most balanced model for all tasks is obtained from the combination of axial T2, sagittal
T1, and sagittal T2 as inputs. The ablation study also checks if the model truly benefits



Int. J. Environ. Res. Public Health 2023, 20, 6059 8 of 11

from multiple input images or if it can perform similarly with just one sequence as input.
As seen from Table 3, using multiple sequences as inputs improves the overall performance
of the model in most cases; however, it is worth noting that the model still achieves good
performance, even with just one input sequence.

Table 3. Ablation study on different input combinations to model.

Abnormality Meniscus Tears Bone Edema

Input Acc. Sens. Spec. Acc. Sens. Spec. Acc. Sens. Spec.

Coronal hybrid 79.5% 85.2% 73.9% 73.4% 62.5% 80.0% 79.5% 85.2% 73.9%
Axial T2 75.5% 66.8% 84.2% 79.5% 70.8% 83.7% 75.5% 71.4% 78.6%

Sagittal T1 77.6% 76.9% 78.7% 77.6% 68.2% 85.5% 77.6% 80.8% 73.9%
Sagittal T2 77.6% 76.9% 78.7% 75.5% 67.5% 83.7% 77.6% 80.8% 73.9%

Coronal hybrid and sagittal (T1 and T2) 81.6% 86.7% 73.7% 83.7% 75.5% 92.0% 81.6% 93.3% 65.2%
Axial T2, coronal hybrid, and sagittal T1 83.7% 90% 73.7% 79.9% 70.5% 87.99% 79.9% 85.2% 73.9%

Axial T2 and Sagittal (T1 and T2) 79.5% 80.3% 78.7% 81.7% 82.8% 80.8% 77.6% 78.3% 75.6%

4. Discussion

The objective of this study was to create and assess a machine learning model for
categorizing knee MRI pathologies and compare its performance with that of clinical
experts on real-life MRI imaging protocols. The findings showed that a deep learning
approach could achieve a high level of accuracy in clinical classification tasks on knee MRIs,
with performance accuracy rates of 83% for abnormality detection, 83.7% for meniscus tear
detection, and 81.3% for BME. The model achieved high specificity in detecting meniscus
tears on the internal validation set, indicating that it could be potentially effective in ruling
out meniscus tears if used in the clinical workflow. However, more data may be required to
improve the model’s capability for diagnosing the other two injuries. The approach also
showed promise in aiding radiologists in evaluating knee MRIs, as the deep learning model
can provide suggestions in a matter of seconds, in contrast to human experts, who require
a significant amount of time to analyze MRIs [10]. The study’s results also suggest that
deep learning represents a potential group of algorithms that can be employed to generate
rapid automated pathology classifications for advanced MSK MRI. An automated deep
learning model for knee MRI diagnosis has the potential to improve clinical practice in a
number of ways. For example, the model could be used to prioritize diagnostic worklists by
automatically moving abnormal exams ahead of normal exams in the image interpretation
workflow [29]. This approach could lead to quicker preliminary feedback for patients
whose exams come back as normal. Additionally, providing rapid results to the ordering
clinician could improve disposition in other areas of the healthcare system [30]. In this study,
radiologists reported that the use of the automated model improved their performance in
detecting abnormalities in the knee in terms of time needed to identify the injury, especially
for meniscus tears, given the high specificity of the results. However, for cases when the
model predicted an incorrect result, the radiologist required extra amount of time to define
the exact knee injury if present. This finding suggests that the model could potentially
help reduce unnecessary additional testing if trained with the proper amount of data to
reach higher levels of accuracy. Automated abnormality prediction could also help general
radiologists or even non-radiologist clinicians (orthopedic surgeons) interpret medical
imaging for patients at the point of care, rather than waiting for specialized radiologist
interpretation [10]. This innovation could aid in efficient interpretation, reduce errors, and
help standardize the quality of diagnoses when MSK specialist radiologists are not readily
available. Our results provide early support for a future where automated models may
play a significant role in assisting clinicians and healthcare systems.

One challenge in utilizing machine learning for medical imaging involves assem-
bling large datasets that encompass a diverse array of abnormalities that can appear on
a particular imaging exam, ensuring the proper training of an accurate classifier [31–33].
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By training the model to recognize the range of what constitutes a normal exam for a
specific population, it would theoretically be capable of detecting any abnormality, even
exceedingly rare ones. Indeed, this need for more data to train a robust classification model
represents the main limitation of this study. Our experimental cohort was composed of
564 examinations, of which 466 were used for training, with three MRI types each input
into the model. Even though 466 is not a small number, in terms of learning algorithms, it
is far from the optimal number. However, the fact that examinations were obtained from
the same institution with evaluations performed by the same group of radiologists makes
this number of exams more significant in extracting preliminary conclusions regarding the
usability of such models in clinical settings. At the same time, the lack of exams from other
institutions and clinicians lowers the variance in data in terms of images and evaluations,
which is a limiting factor for generalizing machine learning models in terms of diagnosing
knee MRI. Based on this rationale, further studies are necessary to provide bigger datasets
that also enable the use of bigger and better models for medical imaging, which could mark
new breakthroughs in assisted medicine.

In conclusion, this work proposes a novel machine learning model that combines the
power of feature extraction algorithms to enhance the amount of information contained
in each MRI sequence elements, as well as the power of machine learning models that
are capable of extracting complex patterns from the data and modeling the characteristic
distribution of the knee as presented in a MRI. The proposed model is applied to real-life
imaging protocols and achieves high performance in terms of accuracy, sensitivity, and
specificity. Even though is an early-stage study and we definitely require future works to
improve the quality of the model and the quantity of the data, the provided results suggests
that machine learning models can be effective potential assistants to radiologists in their
day-to-day activities, helping in the diagnosis and interpretation process of knee MRIs.

5. Conclusions

In conclusion, this study explored the application of machine learning techniques in
the identification of knee pathologies, such as medial meniscus tears and bone marrow
edema, from MRI scans. The results demonstrate that machine learning algorithms have
the potential to serve as valuable assistants to radiologists in evaluating MRIs, providing
an efficient means of diagnosing knee pathologies. With further improvements in the
algorithms, incorporation of larger datasets, and refinement of the model, machine learning-
based approaches can enhance the diagnostic accuracy and efficiency in the field of knee
imaging, ultimately leading to improved patient care and outcomes. Further research and
collaboration between medical professionals and data scientists are warranted to optimize
and validate the proposed method for routine clinical use.

Author Contributions: Conceptualization, V.S., C.O. and M.M.; methodology, M.M. and M.P.; soft-
ware, A.D.; validation A.D., L.G., F.A. and A.B.; formal analysis, M.M. and M.P.; investigation,
A.S. and G.I.; resources, C.O. and M.P.; data curation, A.D., A.S. and G.I.; writing—original draft
preparation, F.A. and A.D.; writing—review and editing, F.A. and M.C.; visualization, L.G. and G.S.;
supervision, V.S.; project administration, M.M. All authors have read and agreed to the published
version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: Not applicable. The data for the study were gathered
retrospectively and anonymously from the clinic mentioned in the manuscript, thus requiring no
institutional review or board statement.

Informed Consent Statement: Not applicable. The data for the study were gathered retrospectively
and anonymously, thus requiring no institutional review or board statement.

Data Availability Statement: Data are contained within the article.

Conflicts of Interest: The authors declare no conflict of interest.



Int. J. Environ. Res. Public Health 2023, 20, 6059 10 of 11

References
1. Ondresik, M.; Azevedo Maia, F.R.; da Silva Morais, A.; Gertrudes, A.C.; Dias Bacelar, A.H.; Correia, C.; Goncalves, C.; Radhouani,

H.; Amandi Sousa, R.; Oliveira, J.M.; et al. Management of knee osteoarthritis. Current status and future trends. Biotechnol.
Bioeng. 2017, 114, 717–739. [CrossRef] [PubMed]

2. Muraki, S.; Oka, H.; Akune, T.; Mabuchi, A.; En-Yo, Y.; Yoshida, M.; Saika, A.; Suzuki, T.; Yoshida, H.; Ishibashi, H.; et al.
Prevalence of radiographic knee osteoarthritis and its association with knee pain in the elderly of Japanese populationbased
cohorts: The ROAD study. Osteoarthr. Cartil. 2009, 17, 1137–1143. [CrossRef] [PubMed]

3. Lohmander, L.S.; Englund, P.M.; Dahl, L.L.; Roos, E.M. The long-term consequence of anterior cruciate ligament and meniscus
injuries. Am. J. Sport. Med. 2007, 35, 1756–1769. [CrossRef] [PubMed]

4. Englund, M.; Roemer, F.W.; Hayashi, D.; Crema, M.D.; Guermazi, A. Meniscus pathology, osteoarthritis and the treatment
controversy. Nat. Rev. Rheumatol. 2012, 8, 412–419. [CrossRef]

5. Ahmed, I.; Radhakrishnan, A.; Khatri, C.; Staniszewska, S.; Hutchinson, C.; Parsons, N.; Price, A.; Metcalfe, A. Meniscus tears are
more common than previously identified, however, less than a quarter of people with a tear undergo arthroscopy. Knee Surg.
Sport. Traumatol. Arthrosc. 2021, 29, 3892–3898. [CrossRef]

6. Luvsannyam, E.; Jain, M.S.; Leitao, A.R.; Maikawa, N.; Leitao, A.E. Meniscus Tear: Pathology, Incidence, and Management.
Cureus 2022, 14, e25121. [CrossRef]

7. Lakhanpal, S.; Ginsburg, W.W.; Luthra, H.S.; Hunder, G.G. Transient regional osteoporosis. A study of 56 cases and review of the
literature. Ann. Intern. Med. 1987, 106, 444–450. [CrossRef]

8. Hofmann, S. The painful bone marrow edema syndrome of the hip joint. Wien. Klin. Wochenschr. 2005, 117, 111–120. [CrossRef]
[PubMed]

9. Starr, A.M.; Wessely, M.A.; Albastaki, U.; Pierre-Jerome, C.; Kettner, N.W. Bone marrow edema: Pathophysiology, differential
diagnosis, and imaging. Acta Radiol. 2008, 49, 771–786. [CrossRef]

10. Bien, N.; Rajpurkar, P.; Ball, R.L.; Irvin, J.; Park, A.; Jones, E.; Bereket, M.; Patel, B.N.; Yeom, K.W.; Shpanskaya, K.; et al.
Deep-learning-assisted diagnosis for knee magnetic resonance imaging: Development and retrospective validation of MRNet.
PLoS Med. 2018, 15, e1002699. [CrossRef]

11. Kim, Y.W.; Mansfield, L.T. Fool me twice: Delayed diagnoses in radiology with emphasis on perpetuated errors. AJR Am. J.
Roentgenol. 2014, 202, 465–470. [CrossRef] [PubMed]

12. European Society of Radiology (ESR); Codari, M.; Melazzini, L.; Morozov, S.P.; van Kuijk, C.C.; Sconfienza, L.M.; Sardanelli, F.
Impact of artificial intelligence on radiology: A EuroAIM survey among members of the European Society of Radiology. Insights
Into Imaging 2019, 10, 105.

13. Avola, D.; Cannistraci, I.; Cascio, M.; Cinque, L.; Diko, A.; Fagioli, A.; Foresti, G.L.; Lanzino, R.; Mancini, M.; Mecca, A.; et al. A
Novel GAN-Based Anomaly Detection and Localization Method for Aerial Video Surveillance at Low Altitude. Remote Sens.
2022, 14, 4110. [CrossRef]

14. Otter, D.W.; Medina, J.R.; Kalita, J.K. A survey of the usages of deep learning for natural language processing. IEEE Trans. Neural
Netw. Learn. Syst. 2020, 32, 604–624. [CrossRef]

15. Santilli, V.; Mangone, M.; Diko, A.; Alviti, F.; Bernetti, A.; Agostini, F.; Palagi, L.; Servidio, M.; Paoloni, M.; Goffredo, M.; et al. The
Use of Machine Learning for Inferencing the Effectiveness of a Rehabilitation Program for Orthopedic and Neurological Patients.
Int. J. Environ. Res. Public Health 2023, 20, 5575. [CrossRef]

16. Bishop, C.M. Pattern Recognition and Machine Learning; Springer: New York, NY, USA, 2006; ISBN 978-0-387-31073-2.
17. Rosten, E.; Drummond, T. Machine learning for high-speed corner detection. In Proceedings of the 9th European Conference on

Computer Vision, Graz, Austria, 7–13 May 2006; Volume 3951, pp. 430–443.
18. Vidya, M.; Karki, M.V. Skin cancer detection using machine learning techniques. In Proceedings of the 2020 IEEE International

Conference on Electronics, Computing and Communication Technologies (CONECCT), Bangalore, India, 2–4 July 2020; pp. 1–5.
19. Nguyen, Q.H.; Muthuraman, R.; Singh, L.; Sen, G.; Tran, A.C.; Nguyen, B.P.; Chua, M. Diabetic retinopathy detection using deep

learning. In Proceedings of the 4th International Conference on Machine Learning and Soft Computing, Haiphong City, Viet
Nam, 17–19 January 2020; pp. 103–107.

20. Nasrullah, N.; Sang, J.; Alam, M.S.; Mateen, M.; Cai, B.; Hu, H. Automated lung nodule detection and classification using deep
learning combined with multiple strategies. Sensors 2019, 19, 3722. [CrossRef]

21. Avola, D.; Cinque, L.; Diko, A.; Fagioli, A.; Foresti, G.L.; Mecca, A.; Pannone, D.; Piciarelli, C. MS-Faster R-CNN: Multi-stream
backbone for improved Faster R-CNN object detection and aerial tracking from UAV images. Remote Sens. 2021, 13, 1670.
[CrossRef]

22. Astuto, B.; Flament, I.; KNamiri, N.; Shah, R.; Bharadwaj, U.; MLink, T.; DBucknor, M.; Pedoia, V.; Majumdar, S. Automatic deep
learning–assisted detection and grading of abnormalities in knee MRI studies. Radiol. Artif. Intell. 2021, 3, e200165. [CrossRef]

23. Mustra, M.; Delac, K.; Grgic, M. Overview of the DICOM standard. In Proceedings of the 2008 50th International Symposium
ELMAR, Borik Zadar, Croatia, 10–12 September 2008; Volume 1, pp. 39–44.

24. Avola, D.; Cinque, L.; Fagioli, A.; Filetti, S.; Grani, G.; Rodolà, E. Multimodal feature fusion and knowledge-driven learning via
experts consult for thyroid nodule classification. IEEE Trans. Circuits Syst. Video Technol. 2021, 32, 2527–2534. [CrossRef]

25. Zhang, B.; Gao, Y.; Zhao, S.; Liu, J. Local derivative pattern versus local binary pattern: Face recognition with high-order local
pattern descriptor. IEEE Trans. Image Process. 2009, 19, 533–544. [CrossRef]

https://doi.org/10.1002/bit.26182
https://www.ncbi.nlm.nih.gov/pubmed/27618194
https://doi.org/10.1016/j.joca.2009.04.005
https://www.ncbi.nlm.nih.gov/pubmed/19410032
https://doi.org/10.1177/0363546507307396
https://www.ncbi.nlm.nih.gov/pubmed/17761605
https://doi.org/10.1038/nrrheum.2012.69
https://doi.org/10.1007/s00167-021-06458-2
https://doi.org/10.7759/cureus.25121
https://doi.org/10.7326/0003-4819-106-3-444
https://doi.org/10.1007/s00508-005-0322-2
https://www.ncbi.nlm.nih.gov/pubmed/15847189
https://doi.org/10.1080/02841850802161023
https://doi.org/10.1371/journal.pmed.1002699
https://doi.org/10.2214/AJR.13.11493
https://www.ncbi.nlm.nih.gov/pubmed/24555582
https://doi.org/10.3390/rs14164110
https://doi.org/10.1109/TNNLS.2020.2979670
https://doi.org/10.3390/ijerph20085575
https://doi.org/10.3390/s19173722
https://doi.org/10.3390/rs13091670
https://doi.org/10.1148/ryai.2021200165
https://doi.org/10.1109/TCSVT.2021.3074414
https://doi.org/10.1109/TIP.2009.2035882


Int. J. Environ. Res. Public Health 2023, 20, 6059 11 of 11

26. Shensa, M.J. The discrete wavelet transform: Wedding the a trous and Mallat algorithms. IEEE Trans. Signal Process. 1992,
40, 2464–2482. [CrossRef]

27. Alom, M.Z.; Taha, T.M.; Yakopcic, C.; Westberg, S.; Sidike, P.; Nasrin, M.S.; Van Esesn, B.C.; Awwal, A.A.; Asari, V.K. The history
began from alexnet: A comprehensive survey on deep learning approaches. arXiv 2018, arXiv:1803.01164.

28. Caruana, R.; Niculescu-Mizil, A. An empirical comparison of supervised learning algorithms. In Proceedings of the 23rd
International Conference on Machine Learning, Pittsburgh, PA, USA, 25–29 June 2006; pp. 161–168.

29. Arbabshirani, M.R.; Fornwalt, B.K.; Mongelluzzo, G.J.; Suever, J.D.; Geise, B.D.; Patel, A.A.; Moore, G.J. Advanced machine
learning in action: Identification of intracranial hemorrhage on computed tomography scans of the head with clinical workflow
integration. NPJ Digit. Med. 2018, 1, 9. [CrossRef] [PubMed]

30. Florkowski, C.; Don-Wauchope, A.; Gimenez, N.; Rodriguez-Capote, K.; Wils, J.; Zemlin, A. Point-of-care testing (POCT) and
evidence-based laboratory medicine (EBLM)—Does it leverage any advantage in clinical decision making? Crit. Rev. Clin. Lab.
Sci. 2017, 54, 471–494. [CrossRef] [PubMed]

31. Cho, J.; Lee, K.; Shin, E.; Choy, G.; Do, S. How much data is needed to train a medical image deep learning system to achieve
necessary high accuracy? arXiv 2015, arXiv:1511.06348.

32. Sessions, V.; Valtorta, M. The Effects of Data Quality on Machine Learning Algorithms. In Proceedings of the 11th International
Conference on Information Quality, MIT, Cambridge, MA, USA, 10–12 November 2006; Volume 11, pp. 10–12.

33. Roh, Y.; Heo, G.; Whang, S.E. A Survey on Data Collection for Machine Learning. IEEE Trans. Knowl. Data Eng. 2021, 33, 1328–1347.
[CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1109/78.157290
https://doi.org/10.1038/s41746-017-0015-z
https://www.ncbi.nlm.nih.gov/pubmed/31304294
https://doi.org/10.1080/10408363.2017.1399336
https://www.ncbi.nlm.nih.gov/pubmed/29169287
https://doi.org/10.1109/TKDE.2019.2946162

	Introduction 
	Materials and Methods 
	Data Pre-Processing 
	Proposed Method 
	Dataset 

	Results 
	Evaluation Protocol 
	Performance Metrics 
	Model Performance 
	Ablation Study 

	Discussion 
	Conclusions 
	References

