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The gut microbiota—a diverse and dynamic consortium of trillions of microorganisms
inhabiting the gastrointestinal tract—plays a pivotal role in host health across species. As
the scientific community continues to uncover the profound influence of the gut microbiome
on host physiology, we stand at the forefront of a transformative era in biomedical research.
From metabolic regulation and immune system modulation to neurobehavioral outcomes,
the gut microbiota has emerged as a central determinant of both health and disease.

In this context, we are pleased to invite researchers, clinicians, and interdisciplinary
scientists to contribute to the Gut Microbiota section of Microorganisms, a platform dedicated
to advancing the frontiers of microbiome science.

We welcome submissions of original research articles, systematic reviews, meta-
analyses, and short communications that investigate:

o  Novel microbial mechanisms and pathways relevant to both human and animal health;

o  Therapeutic strategies, including next-generation probiotics and prebiotics, as well as
faecal microbial transplantation;

e  Host-microbiome interactions across physiological systems and species;

e  Microbiome-based diagnostics and precision medicine approaches.

Submissions should be grounded in robust methodology and offer clear mechanistic
insights or translational relevance. We particularly encourage contributions that incorporate
multi-omics technologies, computational modelling, or clinical trial data, as well as studies
addressing microbiome diversity across populations and environments.

All manuscripts will undergo a rigorous peer-review process. We emphasise trans-
parency, reproducibility, and adherence to the highest standards of ethical research.

Join us in shaping the future of microbiome science and contributing to a growing
body of knowledge that supports microbiota-informed solutions for improved health
and well-being.
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