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Abstract: As type 2 diabetes becomes more prevalent across the globe, predicting its sources becomes
more important. However, there is a big void in predicting the risk factors of this disease. Thus, the
purpose of this study is to predict diabetes risk factors by applying machine learning (ML) algorithms.
Two-fold feature selection techniques (i.e., principal component analysis, PCA, and information gain,
IG) have been applied to boost the prediction accuracy. Then, the optimal features are fed into five
ML algorithms, namely decision tree, random forest, support vector machine, logistic regression, and
KNN. The primary data used to train the ML model were collected based on the safety procedure
described in the Helsinki Declaration, 2013, and 738 records were included in the final analysis. The
result has shown an accuracy level of over 82.2%, with an AUC (area under the ROC curve) value
of 87.2%. This research not only identified the most important clinical and nonclinical factors in
diabetes prediction, but it also found that the clinical risk factor (glucose) is the most relevant for
diabetes prediction, followed by dietary factors. The noteworthy contribution of this research is the
identification of previously unclassified factors left over from the previous study that considered
both clinical and non-clinical aspects.
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1. Introduction

The global burden of type 2 diabetes has been increasing. Diabetes is attributed to
many other diseases, such as those of the eye, kidney, heart, and lower limb [1]; it decreases
the quality of life and increases premature mortality. Diabetes affects 537 million people
(20-79 years old), and it is anticipated that this number will increase to 578 million by the
year 2030 and 700 million by the year 2045 [2]. Moreover, around three-quarters of the people
with diabetes live in low- and middle-income countries. The high rate of diabetes among the
world’s population significantly raises the cost of per capita healthcare expenses. Diabetes
caused 6.7 million deaths in 2021 [3] and is currently the ninth major cause of mortality [4]. It
was estimated that, diabetes will be responsible for 747,000 deaths and will cost $10 billion to
treat in the year 2021 [3]. Since the prevalence of diabetic patients has expanded exponentially,
early identification of diabetic patients is an essential job. In addition, it is necessary to
formulate forecasting models based on the most influential features.

Given the prevalent nature and serious consequences of diabetes, it is critical to
explore solutions for the prevention and prediction of this disease. Many studies to
date [5-9] have inquired about different factors, such as anthropometric factors (e.g.,
BMI), socio-demographic factors (e.g., occupation), lifestyle factors (e.g., smoking), and
family history (e.g., heredity), as probable causes for diabetes. Findings from studies that
looked for a link between diabetes and numerous risk factors have varied due to the use of
different methodological approaches. For instance, a study based on participants from eight
European countries, [6] has shown that lifestyle, anthropometric, and sociodemographic
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factors are only marginally associated with diabetes. Another study in Australia reported
that demographic, life quality (e.g., stress), and anthropometric factors were significant for
predicting diabetes. Hence, because of the discrepancy in the results of various studies on
different populations, contradictory evidence gaps have arisen in the prediction model, and
there is a scope for further studies to learn how the above-mentioned factors are associated
with diabetes. Diabetes affects the lives of 90 million individuals in Southeast Asia, which
accounts for 11% of the population. To be more exact, the prevalence of diabetes among
adults is 12.5% in Bangladesh [3]. Due to dietary habits, there might be different influential
factors responsible for diabetes in this region than in developed countries. In light of this,
more research into the prediction of diabetes risk factors, including dietary habit factors, is
required in this area.

Prior studies considered diverse types of factors that are scrutinized when investi-
gating the associations between various factors and the onset of diabetes, especially in
predictive studies of diabetes using machine learning (ML). ML is a subset of artificial
intelligence (Al) that enables software packages to grow increasingly accurate at predicting
events without being precisely designed to do so. One of the major strengths of the ML
technique is its ability to identify the uncovered factors that might cause diabetes from a
large dataset with enhanced learning capability during training the model. At the same
time, while traditional statistical models are unable to handle non-linear data, ML can
handle non-linear data and provide robust prediction accuracy. It is used widely in various
healthcare research areas, including diabetes risk factor prediction. For example, Zheng
et al. [10] used ML algorithms to extract and analyze independent variables from patients’
electronic health record (EHR) systems to predict type 2 diabetes. Perveen et al. [11] applied
ML to predict diabetes based on the clinical risk factors listed by the NHLBI (National
Heart, Lung, and Blood Institute) and AHA (American Heart Association). Narwane and
Sawarkar [12] investigated how to improve system performance using ML that can handle
unbalanced data for diabetic prediction.

Moreover, a systematic review of ML [13] reported that many studies have looked
at different types of factors and several ML approaches to predict diabetes. Most of
those studies mostly used different types of factors together to predict diabetes instead
of considering dietary factors. Another systematic literature review by Bekele et al. [14]
reveals that, among the 28 articles, 39% assessed and listed insufficient physical activity
as a risk factor for diabetes, and 42.86% found that insufficient physical activity was a
cause of the disease. This fact has prompted the authors to set the objective of this study
as predicting risk factors for type 2 diabetes using the ML approach, taking into account
dietary factors as well as non-clinical and clinical factors. To bridge this gap, we explored
the current literature and proposed 18 initially selected features (Table 1) that include
non-clinical factors (i.e., demographic, life quality, and dietary habits) and clinical factors.
Therefore, the main objective of this study is to determine the most effective ML model for
diabetes risk factor prediction by comparing the performance of several alternative ML
models using a variety of assessment measures. Concurrently, several studies on diabetes
prediction used either a single, outdated feature selection method (i.e., PCA) [2,15] or a
cutting-edge IG method [16]. This study attempted to use both traditional and advanced
feature selection techniques on the same dataset to obtain an understanding of which
feature selection approach is the most effective. To the best of the author’s knowledge, few
studies, if any, have applied dual feature selection techniques, which include traditional
PCA and advanced IG techniques, in the context of least-developed countries, such as
Bangladesh. This allows us to address the following research questions:

RQ1: Does the prediction accuracy of diabetes risk factors improve by using the advanced
feature selection technique?

RQ2: Which ML algorithm provides the most accurate and reliable predictions using which
features for determining diabetes risk factors?
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Table 1. Details of the dataset.

De;: :;g::gshic Value Range I_::{);%::E:g;:?&::ﬁg ) Value Range Clinical Features Value Range
Area 1-2 (N) Work stress 1-3 (A) Systolic blood pressure 96-230 (N)
Age 19-78 (N) Physical activity 1-2 (N) Diastolic blood pressure 51-142 (N)
Gender 1-2 (A) Eating meat 1-3 (A) Glucose (random) 3-30.5 (N)
Marital status 1-2 (A) Eating fish 1-3 (A) Family history of diabetes 1-2 (A)
Education level 1-8 (A) Eating vegetables 1-3 (A) Number of pregnancies 0-13 (N)
Eating fruits 1-3 (A) BMI 14.1-52.3 (N)
Soft drinks 1-3 (A)

Note: N = Numeric, A = Attribute.

This study made use of the data collected from participants in Bangladesh, which is
categorized as a least-developed country [17]. While researchers are increasingly trying to
predict diabetes and its complications using the ML approach, they all ultimately vie for
achieving higher accuracy in prediction with most of the influential features. Therefore,
we conducted the feature selection process (Figure 1) carefully for the identification of the
most prominent features that can yield a high degree of accuracy in diabetes prediction.
Subsequently, we compared all the results based on features selected in different ways. In
the process, we also evaluated the performance of different ML algorithms we used. The
authors assume that this study will help to make a preliminary judgment about the onset of
diabetes based on the factors associated with clinical factors, as well as the demographic, life
quality, and dietary habit factors that are changing in a country with fast economic growth.

80r ® NO (p=42, 02=19)

® ves (u=50, 0*=17)
70

60 |-

S0

a0}

Frequency

30

20 |

20 30 40 S0 60 70 80
Age

Figure 1. Histogram of the age of participants.

The major contributions of this study are as follows:

e The PCA and IG approaches were both put into practice to investigate the most
important potential risk factors of type 2 diabetes, and a multivariable feature analysis
was carried out, which lessened the dimensionality of the dataset.
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e  Since there is a significant correlation between one’s dietary habits and their risk of
developing diabetes, those with more varied eating patterns are at greater risk for the
disease. This is particularly relevant in countries, such as Bangladesh. In this research,
a more in-depth investigation was carried out to investigate the influence that dietary
routine has on the clinical component in question (i.e., glucose) to better comprehend
the clinical factor.

e  This study adds an entirely new dataset to the diabetes risk factor classification, and it
does so from the perspective of a least-developed country (Bangladesh), which means
that it may be used in future research.

The remaining parts of the article are structured as described below. In Section 2, we
discuss the works that are linked. In addition, a detailed description of the methods and
materials used can be found in Section 3, and the findings can be found in Section 4. In
Section 5, we go through the findings of the study that was conducted. Finally, this study
concludes the results and presents future directions in Section 6.

2. Related Works

Machine learning has been used widely in the last decade to not only identify the fac-
tors contributing to diabetes onset but also predict the likelihood of a patient being diabetic.
Apart from predicting diabetes onset, ML is also used to predict diabetes-related complica-
tions, such as nephropathy, neuropathy, and retinopathy [1,18]. In diabetes complication
studies, researchers have also used psychological data for predicting depression among
diabetic patients [19]. Numerous researchers retrieved data from secondary sources, such
as electronic medical records (EMR), instead of performing data collection through surveys.
Though EMRs contain a large amount of clinical and non-clinical data which is better for
predictive analysis, EMRs often contain data on blood lipid profiles, such as triglyceride
(TG) level and blood glucose level, that the researchers use for diabetes prediction [20]. On
the other hand, a large number of researchers have evaluated the widely used Pima Indian
Diabetes Database (PIDD), and those studies have not achieved a satisfactory level of
prediction accuracy. Using PIDD as an example, Chatrati et al. [21] achieved 75% accuracy,
Jashwanth Reddy et al. [22] attained 80% accuracy, and Goyal and Jain [23] accomplished
77% accuracy. Moreover, there is a dearth of trustworthy and relevant labeled data for
diabetes prediction research in least-developed countries, such as Bangladesh [24]. This
highlights the need for a trustworthy diabetes dataset from this region that might provide
more robust prediction accuracy. Hence, this research is notably different from previous
studies in terms of obtaining data from primary sources in a country, such as Bangladesh,
which has a high prevalence of diabetes.

In addition, the most commonly used ML algorithms for predicting diabetes are known
as decision tree (DT), naive Bayes (NB), random forest (RF), support vector machine (SVM),
logistic regression (LR), k-nearest neighbor (KNN) [25]. These algorithms have emerged
from different theories found in the related fields of statistics and probability studies.
When applying unsupervised and supervised ML techniques, a study on the application
of ML for diabetes identification and its complication prediction shows that about 85%
of the studies used a supervised ML approach to predict diabetes [13]. In the practice of
diabetes risk factor prediction, many ML methods have been employed. However, there
is conflicting evidence about the acquisition of accurate prediction models [26]. This is a
need for further attempts in the academic community to study the improved accuracy of
diabetes prediction. On the other hand, most of the studies used clinical and non-clinical
factors to predict diabetes. however, in the more advanced studies, genetic factors are used
to identify the genes contributing early onset of diabetes. For instance, in a more advanced
study, Pedersen et al. [27] used ML to find the genomic factors to predict diabetes remission
weight-loss surgeries. In addition, the dietary factors that have the greatest influence on
diabetes were not included in almost any of the studies at all. This study incorporated
dietary factors in order to determine how important they are in order to fill in the gaps that
were left by previous studies.
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Moreover, many studies have used different types of factors to predict diabetes. For
example, age, gender, family history, body mass index (BMI), exercise, and hypertension
are commonly used features in applying ML to predict diabetes [28]. While classifying high-
risk individuals with diabetes, the World Health Organization (WHO) considers both the
clinical (e.g., blood glucose) and non-clinical factors (e.g., demographic) [29]. Furthermore,
the living standards or quality is intrinsically related to the increase in diabetic patients,
which is increasing evidence in fast-growing countries. Thus, as a part of incorporating
diverse types of features for predicting diabetes, both the clinical, non-clinical, and dietary
factors were selected in this study. This research also makes a contribution to the existing
body of knowledge by including dietary factors that have a significant impact on diabetes,
particularly in the South Asian region.

3. Materials and Methods
3.1. Data

This study collected data with a survey questionnaire from 738 participants from dif-
ferent urban and rural areas in Bangladesh. The survey questions were basically three-fold,
covering demographic, clinical, and non-clinical factors. To develop the questionnaire and
select the question items, we reviewed the previous literature and then consulted with
2 diabetes experts and 1 public health researcher, and initially selected 18 features. As the
questionnaire contains clinical data (i.e., blood pressure, glucose level), informed consent
had been confirmed by all the participants of this study that explained the study objective,
prospective outcome, and benefits to society, while the participation was completely volun-
tary. After manual inspection, we divided and obtained two classes of data: healthy and
diabetic people.

There were 256 participants (~34.6% of 738 participants) with diabetes and 482 non-
diabetic participants. The average age of the participants was 44 years, with the age range
of 19-78 years old. Before training the data, the dataset was divided by an 80:20 ratio where
80% data were used for the train set and the remaining 20% data were used for the test set.
Then, the training data were fed to our model for conducting supervised machine learning
techniques. The histogram of the age of participants who had diabetes (mean age = 50)
and who did not have diabetes (mean age = 42) is shown in Figure 1. Details of the data
properties are shown in Table 1.

3.2. Data Preprocessing

The data are helped to transform via the process of preprocessing, which enables a
more accurate ML model to be constructed. Several tasks, including the rejection of outliers,
the removal of records that have missing values, and the standardization of the data, are
carried out during the preprocessing stage. Prior to carrying out the fitting procedure on
the dataset, the MinMaxScaler was used to standardize the data values. Within the dataset,
256 samples have been identified as having diabetes, whereas 482 of the samples did not
have diabetes. After that, the data has separated into a training set and a test set before
being fed into the model. The given dataset is divided for training and testing in a ratio of
80:20, with the former functioning as the primary focus.

3.3. Feature Construction

As raw data can be often noisy, we assume that not all of the features are informative
for classification and, hence, we followed the feature selection process to remove the less
significant features and reduce input dimensionality. Constructing a good feature model
through feature selection and extraction is often essential to ensure better and more effective
prediction. The feature selection will not only remove the insignificant and redundant
features that do not contribute to the accuracy of a predictive model but also reduces the
computational complexity of analysis by feeding significant features to the classification
model. This study used the PCA technique for feature extraction and the IG technique for
feature selection.
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3.4. Principal Component Analysis (PCA)

Principal component analysis is a technique for eliminating dimensions or features
from a dataset [15]. The PCA shows that most information falls in the directions along which
the variations are the greatest. After reducing the dimensions in PCA, a comparatively
smaller number of dimensions represent the most information, which could also be reflected
by the original dimensions.

In PCA, standardization is carried out to maximize the variance in the projected
space. Then, the covariance matrix of the data is calculated for deducing the eigenvectors.
When setting the eigenvalue as 1, our PCA analysis extracted five principal components
that explain 58.5% of the total variance. However, after conducting a parallel analysis
that calculates eigenvalues from randomly generated correlation matrices, two principal
components were finally selected that explain 35.4% of the total variance. The KMO value
and p-value in Bartlett’s test were 0.73 and 0.000, respectively, indicating a good fit.

Table 2 presents the rotated component matrix in the PCA, where we can see that the
major features that show covariance together in principal component 1 are area (—87.7%),
eating meat (83.5%), an education level (82.3%), and eating fruits (80.9%). For principal
component 2, the major features are the number of pregnancies (65.5%), gender (60.0%),
and age (58.8%). As some features, such as eating fish, eating vegetables, and work stress,
did not show any significant (less than 30%) covariance either in the principal component
analysis 1 or 2, these 3 features were removed from the initially selected 18 features. Figure 2
shows the scatter plot of principal component 1 (PC1) and principal component 2 (PC2).

Table 2. Rotated component matrix in PCA.

No. Features PC1 PC2

1. Area —87.7%

2. Eating meat 83.5%

3. Education level 82.3%

4. Eating fruits 80.9%

5. Physical activity —56.8%

6. Soft drinks 53.4%

7. Family history of diabetes —35.9%

8. Eating fish

9. Eating vegetables

10. No. of pregnancies —41.4% 65.6%
11. Gender —41.8% 60.0%
12. Age 58.8%
13. Systolic BP 58.3%
14. Diastolic BP 53.7%
15. Marital status —52.3%
16. BMI 31.4%
17. Glucose 30.4%
18. Work stress

3.5. Information Gain Technique

Information gain [16] is a technique for feature selection to reduce high-dimensional
data by evaluating the worth of an attribute by measuring the IG of a class. During
the process of filter-based feature selection, the IG is used to choose important features
according to the degree to which an attribute is relevant to a class [30]. Important attributes,
meanwhile, are chosen according to rank. In other words, it lets us know how much
information a feature provides regarding a class. This approach assigns rankings to each of
the features according to a user-specified threshold value. IG is an entropy-based evaluation
technique that helps us to identify the best features that give the most information. Using
the combined indications of the objective factor, the IG approach calculates the anticipated
value [31]. The IG entails applying various statistical formulas to evaluate every feature
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(Table 1) by measuring their relevance to the target class (i.e., diabetes). In our test, we
selected 10 features according to their ranking, as shown in Figure 3.

PC2

Figure 2. Scatter plot of PC 1 and PC 2 (red = diabetic and blue = non-diabetic patients).

Serial Features Value
1 Glucose 22.6%
2 Eating Meat 7.4%
3 Eating Fruits 6.6%
4 Area 6.6%
5 Age 5.9%
6 Education level 5.7%
7 Family History of Diabetes 4.1%
8 Physical Activity 2.5%
9 Eating Fish 1.7%
10 BMI 1.3%

Figure 3. The top 10 features found in information gain.

3.6. Predicting Flowchart

Figure 4 represents the workflow that was conducted in the following four steps:
(1) data preprocessing, (2) dual-stage hybrid feature selection, (3) classification model
training with hyperparameter optimization, and (4) performance evaluation after testing
the ML model (Figure 4). The Python-based Orange toolkit (version 3.23.0) was used for
both the feature construction step and the model training step. The feature construction
step followed two methods, namely feature selection by the IG technique and feature
extraction by the PCA technique.

Initially, the data were used which had 18 features selected based on expert opinions.
These 18 features were classified as demographic features, life quality features, food habits,
and clinical features as shown in Table 1. The model building started with the feed data
with all 18 features. Then, the data were subjected to PCA and IG processes for feature
selection and extraction to attain a higher accuracy rate in prediction. In the second step, we
used multiple ML algorithms to predict diabetes, which was optimized by grid search. In
this step, we created groups of features (Figure 5) based on the 18 initial features to compare
the accuracy results following the clinical and non-clinical factors (i.e., demographics, life
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quality, and dietary habits). Then, in the third step, the performance of the classification
models was evaluated by applying the confusion matrix [32] and ROC curve (receiver
operating characteristic curve) [33] to evaluate the model accuracy and performance score
based on performance metrics.

<>

Outlier Detection
Missing Value Removal
Standardization

Preprocessing

Feature
Selection

Principal Component Analysis
Information Gain

Decision Tree

Random Forest Tmernarameter

Support Vector Machine
. . Tuning

Logistic Regression

KNN

ML Model
Train

Split the Dataset
80:20

Test the Model

[~ Performance
Evaluation

Confusion Matrix
ROC Curve

Figure 4. Predicting flowchart.

Change from Group 1: All Features

AUC CA AUC CA
Group 1:  87.14%  81.44% 0.00% 0.00%
Group 2:  87.19%  81.98% 0.06% 0.67%
Group 3:  87.07%  80.76% -0.07% -0.83%
Group4: 87.16%  82.25% 0.03% 1.00%
Group 5: 86.59%  80.35% -0.63% -1.33%
Group 6:  87.55%  81.71% 0.47% 0.33%
Group 7:  72.17%  70.05% -17.17% -13.98%
Group 8:  73.70%  70.19% -15.43% -13.81%

Figure 5. The change in performance of all groups in comparison to Group 1 for logistic regression.

3.7. Model Validation

Model validation is a process of evaluating the capability of a model design. For
model validation, two validation methods, namely the hold-out method and the k-fold
cross-validation method, are used. In the hold-out method, we divide the dataset into
two parts called training data and test data. The purpose of training data is to train the
model, and the purpose of test data is to evaluate the model for its preference in diabetes
prediction. On the other hand, in the k-fold (ideally the k = 5 to 10), cross-validation
method, the complete dataset is used to both train and test the model. This study used a
10-fold cross-validation method. The benefits of using k-fold cross-validation are that it
minimizes bias and variance by using all available data, as every observation in the original
dataset has an equal chance to be both in the training and test dataset.

3.8. Classification Models

Many ML algorithms are used for achieving improved accuracy in predicting diabetes.
For example, the decision tree is widely used ML algorithm for the problems of both
regression and classification. On the other hand random forest used to combine many
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decision trees and then merges them to generate a more accurate prediction that is also
known as ensemble learning. The support vector machine algorithm generates a hyper-
plane that defines decision boundaries for classification. Moreover, the logistic regression
algorithm uses a sigmoid function to predict the probability of a categorical variable, and
the k-nearest neighbor algorithm is non-parametric supervised learning technique and
does not need to depend on numbers, but rather on a ranking, and can be used for both
classification and regression problem. Hence, for this study, we used decision tree, random
forest, support vector machine, logistic regression, and k-nearest Neighbor algorithms as a
classification model (Figure 4). The purpose of using multiple algorithms is to identify the
comparative performance of ML algorithms for our dataset. The tuning parameters used in
the classification models used in this study are shown in Table 3.

Table 3. Tuning parameters for the algorithms.

SL No. Algorithms/Model Name Tuning Parameters
1 Decision tree Depth =10
2 Random forest Estimators = 100
3 Support vector machine C =1.0, kernel = rbf, degree = 3, y = auto
4 Logistic regression C =10, random_state = 0
5 KNN Neighbor =5
4. Results

Performance Measurement

For performance measurement, we used the confusion matrix for measuring the
performance of each ML algorithm or model used based on several parameters, known as
accuracy (the ratio of correct predictions to total predictions made), precision (the ability
of a model of correctly make positive predictions), recall (the ratio of the total number of
correct positive predictions to the total number of positives in an actual class.), specificity,
and F1 score (simply the value of the weighted average of precision and recall) [34]. The
formulas of these parameters are given in the last row of Table 4. The confusion matrix
helps us to count the true positive (TP), false negative (FN), false positive (FP), and true
negative (TN) (Table 4) to ultimately know when a classification model is confused while
making predictions. Once the confusion matrix is applied for performance evaluation, the
receiver operating characteristic (ROC) curve [33] was plotted to present the performance
of the binary classification models/algorithm by calculating the performance of all the
classification models at various threshold levels (ranging 0 to 1), and then we calculated
the AUC (area under the ROC curve).

Table 4. Confusion matrix.

Predicted Class
Positive Negative
Actual Class Positive True positives (TP) False negatives (FN)
Negative False positives (FP) True negative (TN)

Formulas:

Accuracy = (TP + TN)/(TN + TP + FP + FN)
Precision = TP/ (TP + FP)

Recall = TP/(TP + FN)

F1 Score = 2x(RecallxPrecision)/(Recall + Precision)
Specificity = TN/TN + FP

The results section has discussed the findings of the parameters (i.e., accuracy, F1 score,
precision, specificity, and recall) measured from the confusion matrix and the AUC from
the ROC curve. As Table 5 shows, to compare the results, the results are presented in eight
groups containing various numbers of features, which are as follows:
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Group 1: all features;
Group 2: features after principal component analysis (PCA);
Group 3: features after information gain (top 10 features);
Group 4: features after information gain (top 5 features);
Group 5: features without demographic factors;
Group 6: features without life quality and food factors;
Group 7: features without clinical factors;
Group 8: features without glucose.
Table 5. Performance measurement.
Group 1: All Features Group 5: Features without Demographic Factors
Model AUC CA F1 Precision  Recall  Speci Model AUC CA F1 Precision  Recall  Speci
LR 871%  81.4% 70.0% 79.2% 62.7%  90.5% LR 86.6%  80.4%  68.3% 77.2% 61.2%  91.7%
RF 86.0%  81.0%  69.8% 77.5% 63.5%  93.2% RF 82.5%  789%  66.5% 73.5% 60.8%  92.7%
DT 73.6%  78.0%  68.4% 68.1% 68.6% 89.2% DT 72.6%  76.8%  65.0% 67.9% 62.4%  96.9%
KNN 74.8%  73.3% 54.9% 65.9% 47.1% 77.0% KNN 729%  72.5%  52.2% 65.3% 43.5% 74.0%
SVM 782%  702%  62.2% 55.4% 71.0%  96.3% SVM 75.9%  72.0%  58.2% 60.0% 56.5%  92.7%
Group 2: Features after PCA Group 6: Features without Food Factors
Model AUC CA F1 Precision  Recall  Speci Model AUC CA F1 Precision  Recall  Speci
LR 872%  82.0% 70.9% 80.2% 63.5%  83.2% LR 875%  81.7%  70.6% 79.4% 63.5%  90.5%
RF 84.3%  783%  65.8% 72.3% 60.4% 83.4% RF 87.2%  80.6%  70.0% 75.2% 65.5%  89.9%
DT 733%  78.0%  67.7% 68.8% 66.7% 80.7% DT 70.7%  762%  64.5% 66.4% 62.7%  90.3%
KNN 74.8%  732%  55.0% 65.4% 47.5% 83.9% KNN 742%  729%  54.3% 65.0% 46.7% 76.2%
SVM 77.9%  71.0%  59.3% 57.6% 61.2% 82.8% SVM 79.5%  709%  63.1% 56.1% 722%  97.9%
Group 3: Features after IG (Top 10 Features) Group 7: Features without Clinical Factors
Model AUC CA F1 Precision  Recall  Speci Model AUC CA F1 Precision  Recall  Speci
LR 871%  80.8%  67.9% 80.2% 58.8%  92.1% RF 70.8%  70.7%  52.2% 59.9% 463%  89.6%
RF 86.1%  799%  68.5% 74.9% 63.1% 89.0% LR 722%  70.1%  49.9% 59.1% 43.1%  90.3%
DT 71.6%  78.0%  66.9% 69.8% 64.3%  90.9% KNN  71.0% 69.2% 51.6% 56.5% 475%  77.8%
KNN 82.0%  77.8%  63.9% 72.9% 56.9% 79.9% DT 63.0%  66.3% 45.5% 51.5% 40.8%  90.7%
SVM 752%  69.6%  58.5% 55.4% 62.0%  96.5% SVM 61.3%  59.2% 40.2% 40.7% 39.6%  95.7%
Group 4: Features after IG (Top 5 Features) Group 8: Features without Glucose
Model AUC CA F1 Precision  Recall  Speci Model AUC CA F1 Precision  Recall  Speci
LR 885%  822%  70.6% 82.6% 61.6%  92.5% LR 737%  702%  49.5% 59.7% 424%  85.1%
RF 794%  80.2%  68.7% 75.8% 62.7% 85.5% RF 724%  68.8% 48.7% 56.5% 42.7%  86.3%
DT 729%  77.5%  65.8% 69.3% 62.7%  91.1% KNN 68.1%  67.8% 48.9% 54.0% 44.7% 72.3%
KNN 754%  77.4%  63.3% 72.0% 56.5% 82.2% DT 62.6%  66.3% 49.7% 51.3% 482%  86.3%
SVM 80.0%  71.7%  63.4% 57.3% 71.0%  98.6% SVM 62.7%  60.6% 47.2% 43.9% 51.0%  84.1%

Note: AUC, area under curve; CA, accuracy; Speci, specificity.

The accuracy of correct prediction is presented as ACC in Table 5. The result for Group
1 contains all 18 features which were initially selected. The comparison of the result of
Group 1 (all features before feature selection) with the other groups in Table 5 has given us
a better understating of the performance of the model before and after the feather selection
step. The highest accuracy rates for Group 1 to Group 8 were 81.4%, 82.0%, 80.0%, 82.2%,
80.4%, 81.7%, 70.7%, and 70.2% respectively.

When comparing the performance of the ML algorithms used, logistic regression
yielded the best result (accuracy of 81.4%, 82.0%, 80.8%, 82.2%, 80.4%, 81.7%, and 70.2%,
respectively, for Group 1 to Group 6 and Group 8, except Group 7) in comparison to the
other algorithms. The second-best result for all the groups was yielded by the random
forest (accuracy of 81.0%, 78.3%, 79.9%, 80.2%, 78.9%, 80.6%, and 68.8%, respectively, for
Group 1 to Group 6 and Group 8).

After feature extraction using PCA, following the total variance for the top two princi-
pal components and rotated component matrix (Table 2) we removed three features (i.e.,
eating fish, eating vegetables, and work stress) from the initially selected 18 features. As a
result of conducting PCA, the results for Group 2 (i.e., features after principal component
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analysis) slightly improved compared to Group 1 (i.e., all features), as the accuracy and
AUC for logistic regression in Group 2 were 82.0% and 87.2%, respectively (Table 5). Fur-
thermore, after conducting the information gain technique for feature selection, we found
the top 10 features, as shown in Table 5.

When using the top 10 features in Group 3, the accuracy and AUC for logistic re-
gression in Group 3 were 80.8% and 87.1%, respectively, which were not better than the
respective parameters’ values in Group 1 and Group 2. However, when using the top five
features (i.e., glucose, eating meat, eating fruits, area, and age) in Group 4, we obtained the
best performance among all eight groups. The accuracy and AUC for logistic regression
in Group 4 were 82.2% and 87.2%, respectively. Again, when comparing the changes in
results of CA between Group 2 (after selecting the features after PCA) and Group 1 (all
features), the tiny increase in performance (from 81.4% to 82.0%) indicates that PCA does
not increase the accuracy for this dataset significantly and, hence, is not very useful for this
particular dataset.

Figure 5 shows the group-wise AUC and accuracy (CA) for logistic regression and
the respective changes in comparison to Group 1. For logistic regression, there were
0.06% and 0.67% increases in AUC and CA, respectively, in Group 2 in comparison to
Group 1 after PCA, and 0.03% and 1.00% increases in AUC and CA, respectively, in Group
4 in comparison to Group 1 after selecting the top five features (Table 5). Furthermore, to
test the effect of blood glucose level, which is a significant clinical feature, on the machine
learning model performance, we excluded this clinical feature from the dataset with the
initial 18 features. Then, it was found that there were 15.43% and 13.81% decreases for
AUC and CA, respectively, in Group 8 when we removed glucose. Furthermore, there
were 17.17% and 13.98% decreases, respectively, in AUC and CA in Group 7 when we
removed all the clinical features from Group 7. Overall, the performance of the logistic
regression for the features in Group 4 was the best after selecting the top four features,
and the features in Group 8 were the worst after removing the clinical factors. Moreover,
when removing the clinical factors in Group 7, it was found that random forest performed
the best (AUC = 70.8% and CA =70.7%) instead of logistic regression (AUC = 72.2% and
CA =70.1%) for Group 7 only.

5. Discussion

The major objectives of this study were to find how much differently the clinical factors
and diverse non-clinical factors are related in predicting diabetes in Bangladesh, where
fast-changing demographic, dietary habits, and life quality are prevalent. To the best of our
knowledge, no previous studies, if any, have investigated or incorporated similar factors
or features, more specifically in a least-developed country, such as Bangladesh. Hence,
this is a significant study from the perspective of Bangladesh, where the prevalence of
diabetes is progressively greater than before. Before conducting this experimental study,
we collected clinical and non-clinical data from the urban and rural populace in Bangladesh
with informed consent for applying the ML model which consisted of three major steps,
namely ‘feature selection’ for selecting the most significant features, ‘classification model
building” of diabetic cases, and the performance evaluation using the confusion matrix and
area under the ROC curve. Figure 6 shows the ROC curve of all classifiers for Group 4,
which has an AUC of 82.2%, which is a good result as per the general reference.

From Table 5 and Figure 5, we can find that both PCA and IG (in the case of the top five
features) increase the model performance to a very small extent. Although this study has
shown a good level of accuracy in classifying diabetes compared to [21-23], the accuracy
was not satisfactory for all groups. The large decrease in the performance of Group 7 and
Group 8 implies that the inclusion of clinical features/factors is significant, and that glucose
level is especially significant as a clinical factor for predicting diabetes. Although logistic
regression performed the best in our study, its performance did not differ greatly from the
random forest. The classification model KNN showed a change in performance consistency
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for Group 7 and Group 8, which could be because of the reduction in noise and data
dimensionality.

ROC Curve Analysis
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Figure 6. AUC of the ROC curve of logistic regression for Group 4 with the top five features.

The best performance by the features in Group 4 indicates that glucose and age as
clinical factors, eating meat and eating fruits (food habit), and area (demographic) as non-
clinical factors are the most significant in predicting diabetes. In a previous study, it was
also found that meat consumption is linked to the onset of diabetes, which is in line with
the finding of Feskens et al. [35]. On the other hand, following the top five features in
Group 4, we can say that living areas, such as an urban or rural residence (the demographic
factor which might be related correlated to life quality), can have a big influence on the
prevalence of diabetes. In our dataset, it was found that 46.5% of the participants from
the urban areas (425 urban participants) had diabetes in comparison to 18.2% of the rural
participants (313 rural participants). In general, urban areas have a higher prevalence of
diabetes (close to double) than rural areas [36] because of lifestyle differences. Hence, the
information gain techniques have listed or ranked the area as one of the top five features
in predicting diabetes. Figure 7 graphically shows the diabetic and non-diabetic patients
against the top five features.

In comparison to the studies by others that show accuracies exceeding 95%, for
example, the studies with models by [29,37], our model showed a maximum level of
accuracy (for Group 4) of slightly more than 82%. A major reason for it could be the
inclusion of fewer clinical factors. For instance, the study by Sneha and Gangil [37] used
other clinical factors, such as serum sodium and serum potassium levels, to predict diabetes.
Therefore, from the comparison of the results of this study, the authors stress that instead of
the inclusion of more non-clinical factors, the clinical factors can significantly improve the
prediction accuracy. Furthermore, it indicates that there is a necessity for more optimization
by using various advanced machine learning techniques, such as ensemble methods that
used a combination of multiple classification models, so that the local doctors and other
stakeholders can consider using the result of our model more seriously.
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Figure 7. The graphical representation of diabetic and non-diabetic patients against the top five
features.

6. Conclusions

Our study has yielded an accuracy level of over 82.2% (for the top five features
selected) with an AUC (area under the ROC curve) value of 87.2%, which is a good
result. To yield good prediction results, we used the feature selection process carefully by
constructing representative features for diabetes classification or prediction. Subsequently,
we trained our model based on constructed features to predict diabetes. In addition to
the identification of the significant clinical and non-clinical factors in predicting diabetes,
from the comparison of the results of this study, the authors conclude that instead of the
inclusion of more non-clinical factors, the clinical factors can significantly improve the
prediction accuracy.

This study is significant in the context of Bangladesh, as it is a fast-growing economic
country where the fast change in lifestyle as a result of an increase in per capita income has
led to a big change in the prevalence of diabetes and the consequent higher cost of regular
healthcare [38]. Furthermore, as per the best knowledge of the authors, few previous
studies, if any, have used the above-mentioned dietary habit features to compare their
influence on the prediction of diabetes in Bangladesh that can help to make a preliminary
judgment about the onset of diabetes based on lifestyle, food habits, and the other factors
mentioned above.

Finally, we can conclude that the result of this study is good but not yet satisfactory
enough to assist doctors to make any final decision without reluctance. However, the
authors assume that more advanced feature selection techniques (i.e., ensemble techniques),
and advanced optimization techniques (i.e., particle swarm optimization, orthogonal array
tuning methods) might provide satisfactory performance with the proposed model. There-
fore, the authors will conduct future studies considering more advanced feature selection
and optimization techniques using the same dataset. Moreover, in future research, the
authors will also consider the computational complexity calculation due to the application
of advanced optimization techniques.
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